

Table 3B Nearest Neighbor (BlastX vs. Non-Redundant Proteins) 


SEQID 
NO 


ACCESS 
N 


DESCRIPTION 


P VALUE 


1789 


4337102 


gi|4337 1 02|gb|AAD 1 8078 . 1 |AAD 1 8078 (AF 1 29756) 
G6f [Homo sapiens] 


2E-24 


1792 


1723494 


gl|l /ZJtyj|Sp|vl U4 1 J| I U6o_oV^tlr \J VHK.I 

HYPOTHETICAL 13.3 KD PROTEIN C1F3.08C IN 
CHROMOSOME I pir||T38079 very hypothetical 
nrntein ^PACIF^ 08c - fi<?<;ion vea<;t 
(Schizosaccharomyces pombe) emb|CAA94626.1| 
(Z70690) very hypothetical protein 
[Schizosaccharomyces pombe] 


7.2 


1793 


4589921 


eil4589921ldbilBAA76927 11 (AB017192) 
molybdopterin biosynthesis protein [Clostridium 
perfringens] 


4.2 


1799 


7494302 


gi|7494302|pir||E71611 hypothetical protein PFB0580w - 
malaria parasite (Plasmodium falciparum) 
gb| AAC71905.1| (AE001404) hypothetical protein 
[Plasmodium falciparum] 


3.3 


1800 


14318508 


gi|143l8508|reflNP_116641J| Ieslp [Saccharomyces 
cerevisiaej spir^toD /v.j i roj_i nj\.o i 
HYPOTHETICAL 78.8 KD PROTEIN IN HSP12- 

riyv l iu iin i crvVJ xz#in iv_^ r\JC/Vjiv^/iN pir||o*to_> io pruuduic 
membrane protein YFL013c - yeast (Saccharomyces 
cerevisiae) emb|CAA86347.1| (Z46255) orf, len: 692, 
CAI: 0.14 [Saccharomyces cerevisiae] dbj|BAA09225.1| 
(D50617) YFL013C [Saccharomyces cerevisiae] 


6.6 


1802 


14325595 


£rill4325595ldbilBAB60498 11 (AP000996) hvoothetical 
protein [Thermoplasma volcanium] 


2 


1809 


7520399 


gi|7520399|pir||Tl 1689 NADH dehydrogenase 
(ubiquinone) (EC 1.6.5.3) chain 5 - Graphium sarpedon 

mitnrhnridrinn (frapmenfl dhilBAA781 87 11 
(ABO 13 147) NADH dehydrogenase subunit 5 
[Graphium sarpedon] 


4.9 


1816 


423981 


gi|423981|pir||A46193 88K E-26-specific domain 
nrntpin Pole - fruit flv fT~)ro<5onhi1?i melanoma ^ter^ 

dbj|BAA0 1080.1| (D 10228) Ets domain protein 
[Drosophila melanogaster] 


0.23 


1818 


7463036 


gi|7463036|pir||C70177 beta-glucosidase homolog - 
Lyme disease spirochete gb|AAC66976.1| (AE001 163) 
beta-glucosidase, putative [Borrelia burgdorferi] 


8.4 


1819 


3851471 


gi|3851471|gb|AAC72292.1| (AF037295) sulfonylurea 
receptor- 1 [Mus musculus] 


3.4 
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Table 3B Nearest Neighbor (BlastX vs. Non-Redundant Proteins) 


SEQ ID 
NO 


ACCESS 
N 


DESCRIPTION 


P VALUE 


1820 


9845030 


gi|9845030|dbj|BAB 11914.11 (AB034726) 5- 
oxoprolinase precursor [Alcaligenes faecalis] 


5.8 


! 1821 


6599044 


gi|6599044|emb|CAB63584.1| (AJ251826) BMP2/4 
protein [Asterias rubens] 


6.7 


1822 


7715984 


gi|77 1 5984|gb|AAF6823 5 . 1 |AF206244_1 (AF206244) 
seroreactive antigen BMN1-2 [Babesia microti] 


0.067 


1823 


7293329 


gi|7293329|gb|AAF48709.1| (AE003504) CG5162 gene 
product [Drosophila melanogaster] 


2.8 


1824 


2136095 


gi|2136095|pir||I5838I receptor tyrosine kinase isoform 
FLT4 long - human (fragment) gb|AAB28539.1| 
(S66407) receptor tyrosine kinase isoform FLT4 long, 
FLT41 {C-terminal} [human, Peptide Partial, 71 aa] 
[Homo sapiens] 


0.0007 


1826 


7522093 


gi|7522093|pir||T30809 plasminogen related growth 
factor receptor 3 - Fugu rubripes emb|CAA09086.1| 
(AJ010317) plasminogen related growth factor receptor 
3 [Takifugu rubripes] 


4.7 


1832 


13622999 


gi|13622999|gb|AAK34670.1| (AE006621) hypothetical 
protein [Streptococcus pyogenes Ml GAS] 


3.7 


1834 


6319504 


gi|63 1 9504|ref)NP_009586. 1 1 Ybr030wp 
[Saccharomyces cerevisiae] sp|P38222|YBO0_YEAST 
HYPOTHETICAL 62.6 KD PROTEIN IN CDS1- 
RPL4A INTERGENIC REGION pir||S45886 
hypothetical protein YBR030w - yeast (Saccharomyces 
cerevisiae) emb|CAA53686.1| (X76078) YBR0314 
[Saccharomyces cerevisiae] emb|CAA84972.1| 
(Z35899) ORF YBR030w [Saccharomyces cerevisiae] 
prf||2206497K ORF YBR0314 [Saccharomyces 
cerevisiae] 


0.65 


1835 


7290986 


gi|7290986|gb|AAF46425.1| (AE003445) CG3898 gene 
product [Drosophila melanogaster] 


3.1 


1840 


14725330 


gi| 147253 30|ref|XP_002254.2| mitochondrial 
translational initiation factor 2 precursor (Homo 
sapiens] 


4.2 
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Table 3B Nearest Neighbor (BlastX vs. Non-Redundant Proteins) 


SEQID 
NO 


ACCESS 
N 


DESCRIPTION 


P VALUE 


1842 


7509362 


gi|7509362|pir||T3 1492 hypothetical protein 
Y 1 1 6A8C.20 - Caenorhabditis elegans 
emblCAB55 126.1| (AL117204) predicted using 
Genefinder-contains similarity to Pfam domain: 
PF00642 (Zinc finger C-x8-C-x5-C-x3-H type (and 
similar).), Score=71.0, E-value=3.1e-19, N=2~cDNA 
EST yk247a8.5 comes from this gene [Caenorhabditis 
elegans] 


8.4 


1846 


6093793 


gi|6093793|sp|Q64 1 8 1 |PROP _CAVPO PROPERDIN 
PRECURSOR gb|AAB35918,l| (S81116) properdin 
[guinea pigs, spleen, Peptide, 470 aa] [Cavia] 


4.1 


1848 


7300538 


gi|7300538|gb|AAF5569Ll| (AE003727) CG7411 gene 
product [Drosophila melanogaster] 


2.7 


1849 


1730077 


gi|1730077|sp|P18160|KYKl_DICDI NON- 
RECEPTOR TYROSINE KINASE SPORE LYSIS A 
(TYROSINE-PROTEIN KINASE 1) pir||T18276 non- 
receptor tyrosine kinase - slime mold (Dictyostelium 
discoideum) gb|AAB41 125. 1| (U32174) non-receptor 
tyrosme kinase [Dictyostelium discoideum] 


8.4 


1851 


5326919 


gi|5326919|emb|CAB46239.1| (AJ133488) SCO- 
spondin [Bos taurus] 


2.7 


1853 


13811938 


gi|13811938|emb|CAC03433.2| (AL1 18505) 
dJ1056H1.2. 1 (novel protein similar to mitogen 
inducible protein MIG-2 (isoform 1)) [Homo sapiens] 


2E-21 


1859 


inn 


gi|8954377|ref|NPJ)59365.1| haem lyase 
[Cyanidioschyzon merolae] pir||A58932 cytochrome C- 
type biogenesis protein CCMF - Cyanidioschyzon 
merolae mitochondrion dbj|BAA36527.1| (D89861) 
cytochrome C-type biogenesis protein CCMF 
[Cyanidioschyzon merolae] 


L.D 


1860 


13376638 


gi|13376638|ref|NP_079359.1| hypothetical protein 
FLJ21128 [Homo sapiens] dbj|BAB15001.1| 
(AK024781) unnamed protein product [Homo sapiens] 


2E-47 


1862 


14602664 


gi| 1 4602664|gb|AAH09855 . 1 |AAH09855 (BC009855) 
Similar to nucleolin [Homo sapiens] 


4E-45 
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Table 3B Nearest Neighbor (BlastX vs. Non-Redundant Proteins) 


SEQID 
NO 


ACCESS 
N 


DESCRIPTION 


P VALUE 


1864 


7512078 


gi|75 12078|pir||T30879 dynein heavy chain isotype 5A - 
sea urchin (Tripneustes gratilla) (fragment) 
gb|AAA63591. 1| (U03977) dynein heavy chain isotype 
5A [Tripneustes gratilla] 


1.7 


1865 


7688347 


gi|7688347|emb|CAB89836.1| (AI242516) AmpE 
protein [Salmonella typhimurium] 


2.8 


1867 


4758568 


gi|4758568|reflNP_004497.1| heat shock transcription 
factor 2 [Homo sapiens] ref]XP_004466.2| heat shock 
transcription factor 2 [Homo sapiens] ref|XP_051573.1| 
heat shock transcription factor 2 [Homo sapiens] 
sp|Q03933|HSF2_HUMAN HEAT SHOCK FACTOR 
PROTEIN 2 (HSF 2) (HEAT SHOCK 
TRANSCRIPTION FACTOR 2) (HSTF 2) pir||A41 138 
heat shock transcription factor HSF2 - human 
gb|AAA36017.1| (M65217) HSF2 [Homo sapiens] 


0.33 


1869 ! 


13358509 


gi|13358509|ref]NP_078688.1| orfl07 [lymphocystis 
disease virus 1] 


8.1 


1870 


6580323 


gi|6580323|emb|CAB63392.1| (AL132864) cDNA EST 
EMBL:T00048 comes from this gene-cDNA EST 
EMBL:T00047 comes from this gene-cDNA EST 
yk390e6.3 comes from this gene-cDNA EST yk5 12a3.3 
comes from this gene-cDNA EST yk512a3.5 comes 
from this gene-cDNA EST yk532a2.3 comes from this 
ge> 


0.012 


1871 


11359776 


gi| 1 1 359776|pir||T45059 hypothetical protein 
Y39B6B.gg [imported] - Caenorhabditis elegans 
emb|CAB60938.1| (AL 132896) predicted using 
Genefinder; preliminary prediction [Caenorhabditis 
elegans] 


3.6 


1876 


5453171 


gi|5453171|gb|AAD43464.1| (AF1 13915) pre-mRNA 
splicing factor [Heterodera glycines] 


2.1 


1877 


5453171 


gi|5453171|gb|AAD43464.1| (AF1 13915) pre-mRNA 
splicing factor [Heterodera glycines] 


2.1 


1880 


14752353 


gi|14752353|ref|XP_0505 19.1| annexin A2 [Homo 
sapiens] 


0.27 


1881 


7494821 


gi|7494821|pir||T31996 hypothetical protein B0281.5 - 
Caenorhabditis elegans gb|AAB66084.1| (AF0 16666) 
similar to human tumor necrosis factor-alpha-induced 
protein B 12 (NID:gl79304) [Caenorhabditis elegans] 


3.8 
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Table 3B Nearest Neighbor (BlastX vs. Non-Redundant Proteins) 


SEQID 

JNU 


ACCESS 
N 


DESCRIPTION 


P VALUE 


1883 


480482 


gi|480482|pir||S36953 cytochrome-c oxidase (EC 
1.9.3.1) chain III - Herpetomonas samuelpessoai 
mitochondrion gb|AAD09 166.1) (LI 0852) cytochrome 
oxidase subunit III [Herpetomonas pessoai] 


0.78 


lOQf 


5174493 


gi|5174493|ref|NP_006050,l| larninin, gamma 3 
precursor [Homo sapiens] 

gb|AAD36991.1|AF041835 1 (AF041835) lamirun 
gamma 3 chain precursor [Homo sapiens] 


3E-12 


18oo 


8922792 


gi|8922792|ref]NPJ)60753.1| hypothetical protein 
FLJ10956 [Homo sapiens] ref|XPJ)07214.2| 
hypothetical protein FLJ10956 [Homo sapiens] 
dbj|BAA9 1925.1| (AK001818) unnamed protein product 
[Homo sapiens] 


5E-39 


1889 


7479561 


gi|7479561|pir||T35135 hypothetical protein SC4H8.04c 
SC4H8.04c - Streptomyces coeiicolor 
emb|CAA15871.1| (AL020958) hypothetical protem 
SC4H8.04c [Streptomyces coeiicolor A3 (2)] 


0.5 


1890 


7461128 


gi|7461 128|pir||T03057 hypothetical protein 032R - 
Chilo indescent virus gb|AAB94431.1| (AF003534) 
hypothetical protein 03 2R [Chilo iridescent virus] 


0.33 


1 Oft 1 

1891 


8778367 


gi|8778367|gb|AAF79375.1|AC007887_J34 (AC007887) 
F1504.28 [Arabidopsis thaliana] 


6.6 


1894 


13475247 


gi| 13475247|ref|NP_l 0681 1.1 1 unknown protein 
[Mesorhizobium loti] dbj|BAB52597.1| (AP003008) 
unknown protein [Mesorhizobium loti] 


2.3 


1895 


2285958 


gi|2285958|emb|CAA70903.1| (Y09763) GABRE 
[Homo sapiens] 


2.7 


1896 


14729939 


gill4729939lreflXP_038475.ll DKFZP564J102 protein 
[Homo sapiens] 


0.007 


1898 


7504499 


gi|7504499|pir||T32750 hypothetical protein F57B10.1 - 
Caenorhabditis elegans gb|AAB96719.1| (AF039713) 
Hypothetical protein F57B10.1 [Caenorhabditis elegansj 


4.2 


1000 

i y \J\J 


10581310 


gi| i u j oiji ujgD|AAvjzuuo / . i j {AEUUji/oOj meuuonyi 
aminopeptidase; Map [Halobacterium sp. NRC-1] 


8.9 


1902 


111814 


gi|l 1 1814|pir||S21347 hypothetical protein 3 - rat 
emb|CAA37646.1| (X53581) ORF3 [Rattus norvegicus] 


0.3 


1903 


7290766 


gi|7290766|gb|AAF4621 1.1| (AE003439) CG4557 gene 
product [Drosophila melanogaster] 


0.38 
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Table 3B Nearest Neighbor (BlastX vs. Non-Redundant Proteins) 


SEQID 
NO 


ACCESS 
N 


DESCRIPTION 


P VAT TTF 


1904 




gi|5139521|emb|CAB45562.1| (AJ238798) CTRP 
protein [Plasmodium berghei] dbj|BAA82322.1| 
\aduz/ izy^ acmesive proiein-iiKe moiecuie 
[Plasmodium berghei] gb|AAF73 158. 1|AF 14977 1_1 

C A P 1 4Q77 1 ^ nolrinpff* nrrvffMn FPIsicmrwlium H^rrrVi^t 1 

^.TVi It7 / / 1 ) UVsrUULlvlW JJUJlA/LU |^F IctolIlVJLUUHl UCl^llClJ 


a 

o 


1905 




gi|7489900|pir||T 18287 protein-tyrosine kinase (EC 
z./.i.iiz/ - snme mom ^Liiciyosieiium aiscoiaeurn/ 
gb|AAB04999.1| (U64830) protein tyrosine kinase 

rOif'tvnctfl'ilitn rli^cnirlpiiml 


53 


1908 




gi|6002776|gb|AAF00134. 1|AF149806_1 (AF149806) 

Vi~imr^t\tf*f^/ % a\ nr/ytf^fn f(ij~\fm csj+n/iil 

iiypULiieiiCtii pic/icm [\jiy^n adiivctj 


0 IS 


1913 


14773348 


gi|14773348|ref]XP_038450.1| 20849 [Homo sapiens] 


2E-50 


1916 


7301187 


gi|7301187|gb|AAF56319.1| (AE003748) CG5794 gene 
product [Drosophila melanogaster] 


8 


1918 


3378685 


rrinn%6X £ \)e>>mh\r A A7A071 11 rY\6}f)A\ rf>r>Krn<zf* 

gi|jj /ooo-/jeniDjv^/i/\ /ok/ t \i lu iuH j repiicdoc 
protein [Physalis mottle tymovirus] 


0.13 


1919 


4501915 


gi|4501915|refINP_003807.1| a disintegrin and < 
metalloproteinase domain 9 preproprotein; meltrin 
gamma [Homo sapiens] gb|AAC50403.1| (U41766) 
meiaiioproiease/Qis in legnn/ cy sie ine-ncn p roiein 
precursor [Homo sapiens] 


0.002 


1922 


1 /I CO7A7A 

Ihjo IK) / U 


gi|14587070|gb|AAK70463. 1|AF387344_4 (AF387344) 
spore gei iiiin&iiun pruiein vjerx^v^ ^octoiiiub ccicubj 




1924 


/Zr7 11D1 


gi|7291161|gb|AAF46595.1| (AE003450) CG2892 gene 


6 




7446016 


gi|7446016|pir||E70895 hypothetical glycine-rich protein 
Rvl087 - Mycobacterium tuberculosis (strain H37RV) 

pm U|f A A 1 70fn 1 1 ( AT A9 1 807^ PP PfrP^ 

[Mycobacterium tuberculosis] 


3.6 


1976 


11595522 


cr'^\^ 1 ^Q^S7?tf*mhirAP18'*16 11 CAT 4Slfi??\ 

hypothetical protein [Neurospora crassa] 


5.9 


1930 


14043326 


gi|14043326|gb|AAH07658. 1|AAH07658 (BC007658) 
Unknown (protein for MGC.747) [Homo sapiens] 


8E-76 


1931 


13810543 


gi|13810543|dbj|BAB43950.1| (AB051633) ookinete 
surface protein Pos28-2 [Plasmodium ovale] 


3.1 


1933 


7206826 


gi|7206826|gb|AAF39985.1| (AC006696) contains 
similarity to other proline-rich proteins [Caenorhabditis 
elegans] 


6.6 
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Table 3B Nearest Neighbor (BlastX vs. Non-Redundant Proteins) 


SEQ ID 
NO 


ACCESS 
N 


DESCRIPTION 


P VALUE 


1934 


14749721 


gi|14749721|ref)XP_027893. 1| similar to ALU 
WARNING ENTRY (H. sapiens) [Homo sapiens] 


2.1 


1935 


12324211 


glj 1 ZjZ^Z 1 l|gD|AJ\tjO ZU / / . 1|AL,U IZo fy iJ 

(ACO 12679) putative proline-rich protein precursor; 
93710-91881 [Arabidopsis thaliana] 


2.1 


1940 




gi|4204305|gb|AAD 10686.1) (AC003027) Hypothetical 
protein ^/\raDiaopsis inauanaj 


^ A 


1955 


If / o_> HO 


gi|14783 1 18|ref]XP_043478. 1| hypothetical protein 
aj uHj't/o [noiiio Sapiens j 


A 1 


1959 


L J J /JOOU 


gi|13375860|reflNP_078907. 1| hypothetical protein 
FLJ23342 [Homo sapiens] dbj|BAB15618.1| 
(AisAyzoyy j / unnameu protein prouuci [riomo sapiensj 


u.z 


1962 


' 7304316 


gi|7304316|gb|AAF59348.1| (AE003844) CG2052 gene 
product [Drosophila melanogaster] 


8.2 


1963 


7513579 


gi|7513579|pir||T09064 l-acylglycerol-3 -phosphate 0- 
acyltransterase (JbC 2.3 . 1 .5 1) - mouse gb|AAB820U9. 1| 
(AF030001) lysophatidic acid acyl transferase-alpha 
[Mus muscuius] 


1.1 


1964 


7512671 


gi|751 267 l|pir||Tl 2545 hypothetical protein 
DKFZp434N074. 1 - human (fragments) 
emb|CAB46377.1| (AL096732) hypothetical protein 
[Homo sapiens] 


3.1 


\ 1972 


13249541 


gi|13249541|gb|AAKa5414.i| (AY0 15597) 
dissimilatory sulfite reductase subunit B [uncultured 
sulfate-reducing bacterium] 


2 


1976 


8134766 


gi|8 1 34766|sp|Q9ZES2|TRPE_BUCTC 
ANTriRANlLAih bYN IHAbb CUMPUNbN 1 I 
emb|C AA09993.1| (AJ012333) anthranilate synthase 
large subunit [Buchnera aphidicola] 


5.6 


1977 


7518768 


Pyrococcus horikoshii dbj|BAA29747.1| (AP000003) 
107aa long hypothetical protein [Pyrococcus horikoshii] 


9.3 


1982 


14749721 


gi|14749721|ref|XP_027893.1| similar to ALU 
SUBFAMILY SB1 SEQUENCE CONTAMINATION 
WARNING ENTRY (H. sapiens) [Homo sapiens] 


1.9 
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Table 3B Nearest Neighbor (BlastX vs. Non-Redundant Proteins) 


SEQID 

IN w 


ACCESS 
N 


DESCRIPTION 


P VALUE 


1983 


2498123 


gi|2498 123|sp|O02833|ALS_PAPHA INSULIN-LIKE 
GROWTH FACTOR BINDING PROTEIN 
COMPLEX ACID LABILE CHAIN PRECURSOR 
(ALS) pir||JC5239 insulin-like growth factor acid-labile 
chain - baboon 


4.4 


1990 


2911545 


gi|2911545|emb|CAA75449.1| (Y15173) E6 protein 
[Human papillomavirus type 75] 


4.2 


1992 


1090764 


gi| 1 090764|prf]|20 1 9432 A cyclin-dependent kinase 5 
activator [Bos taurus] 


2.1 


- 

1993 


7446170 


gi|7446170|pir||T02529 myb-related protein F13M22. 13 
- Arabidopsis thaliana gb|AAC23633.1| (AC004684) 
putative MYB family transcription factor [Arabidopsis 
thaliana] gb|AAD53101.1|AF175996_l (AF175996) 
putative transcription factor [Arabidopsis thaliana] 


5.9 


1994 


4501915 


gi|4501915|ref]NP J)03807. 1| a disintegrin and 
metalloproteinase domain 9 preproprotein; meltrin 
gamma [Homo sapiens] gb|AAC5 0403.1) (U41766) 
metalloprotease/disintegrin/cysteine-rich protein 
precursor [Homo sapiens] 


0.002 


1997 


12853260 


gi|12853260|dbj|BAB29697.1| (AK015063) putative 
[Mus musculus] 


6.1 


2000 


6492289 


gi|6492289|gb|AAF14258.1|AF137068_J (AF137068) 
cubilin [Canis familiaris] 


4.6 


2001 


2828501 


gi|2828501|sp|P40899|ISP3_SCHPO SEXUAL 
DIFFERENTIATION PROCESS PROTEIN ISP3 
pir||T38112 sexual differentiation process protein isp3 - 
fission yeast (Schizosaccharomyces pombe) 
emb|CAB03599. 1| (Z8 13 12) sexual differentiation 
process protein isp3; meiotic expression upregulated 
[Schizosaccharomyces pombe] 


7.9 




4206157 


rtAA^ClZ. 1 ^7I«KI A Am 1 All 11 / API ClQAClA\ francnnc^cp 

gi|4zuo 13 / |gO|/\Aiy i i'+j j. x| \j\jr i\jy £ *\j £ t) iransposase 
[Streptomyces scabiei] 


3.4 


2026 


11466224 


gi|11466224|reflNP_062847.i| ORF1, contains 4 trans 
membrane regions, putative [Physarum polycephalum] 
dbj|BAB08081.1| (AB027295) ORF1, contains 4 trans 
membrane regions, putative [Physarum polycephalum] 


1.2 
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SEQID 
NO 


ACCESS 
N 


DESCRIPTION 


P VALUE 


2027 


7507536 


gi|7507536|pir||T24739 hypothetical protein T09E1 1.4 - 
Caenorhabditis elegans emb|CAB03533.1| (Z81 147) 
contains similarity to Pfam domain: PF01757 (Domain 
of unknown function), Score=594.0, E-value=3e-175, 
N=l [Caenorhabditis elegans] 


4.3 


2028 


6102749 


gi|6102749|emb|CAB59307.1| (AJ236287) NADH 
dehydrogenase subunit F [Carphalea glaucescens] 


1.9 


2031 


7486224 


gi|7486224|pir||T08553 hypothetical protein 
F27B13.160 - Arabidopsis thaliana emb|CAB43667. 1| 
(AL050352) putative protein [Arabidopsis thaliana] 
emb|C AB79750.1| (AL161575) putative protein 
[Arabidopsis thaliana] 


2.7 


2032 


7462619 


gi|7462619|pir||F72210 hypothetical protein TM1801 - 
Thermotoga maritima (strain MSB8) 
gb|AAD36864.1|AE001817_ll (AE001817) 
hypothetical protein [Thermotoga maritima] 


6.2 


2035 


7296128 


gi|7296128|gb|AAF5 1422.1| (AE003587) CG4629 gene 
product [Drosophila melanogaster] 


3.4 


2038 


14760974 


gi|14760974|reflXP_034809.1| similar to putative gag- 
pro-pol polyprotein (H. sapiens) [Homo sapiens] 


1E-13 


2041 


14601134 


gi|14601 134|reflNP_147662.1| hypothetical protein 
[Aeropyrum pemix] pir||H72698 hypothetical protein 
APE 1008 - Aeropyrum pernix (strain Kl) 
dbj|BAA79992.1| (AP000060) 123aa long hypothetical 
protein [Aeropyrum pemix] 


2.6 


2043 


4507537 


gi|4507537|reflNP_003260.1| nuclear receptor subfamily 
2, group E, member 1; tailless (Drosophila) homolog; 
tailless homolog (Drosophila) [Homo sapiens] 
ref)XP_004530.1| 54551 [Homo sapiens] 
ref|XP_038737.1| nuclear receptor subfamily 2, group 
E, member 1 [Homo sapiens] 
sp|Q9Y466|NR2 1_HUMAN ORPHAN NUCLEAR 
RECEPTOR NR2E1 (NUCLEAR RECEPTOR TLX) 
(TAILLESS HOMOLOG) (TLL) (HTLL) 
emb|CAA73725.1| (Y13276) Tailless protein [Homo 
sapiens] emb|CAB75626.1| (AL078596)dJ429G5.1 
(nuclear receptor subfamily 2, group E, member 1) 
[Homo sapiens] gb|AAG31945.1|AF220532_l 
(AF220532) orphan nuclear receptor [Homo sapiens] 


9E-10 
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Table 3B Nearest Neighbor (BlastX vs. Non-Redundant Proteins) 


SEQID 
NO 


ACCESS 
N 


DESCRIPTION 


P VALUE 


2044 


7300319 


gi|7300319|gb|AAF55480.1| (AE003719) CG7305 gene 
product [Drosophila melanogaster] 


3.3 


2046 


7498832 


gi|7498832|pir||T34212 hypothetical protein F10E7.4 - 
Caenorhabditis elegans gb|AAA82427.1| (U41264) 
coded for by C. elegans cDNA yk99a6.5; coded for by 
C. elegans cDNA yk72g6.5; coded for by C. elegans 
cDNA yk99a6.3; coded for by C. elegans cDNA 
yk72g6.3; coded for by C. elegans cDNA ykl27a2.5; 
coded for by C. elegans cDNA ykl27a2.3; Simila> 


9.7 


2050 


13643847 


gi|13643847|ref]XP_01 1044.2J 8-oxoguanine DNA 
glycosylase [Homo sapiens] ref|XP_0 16414.1) 8- 
oxoguanine DNA glycosylase [Homo sapiens] 
ref|XP_016415.1| 8-oxoguanine DNA glycosylase 
[Homo sapiens] ref|XP_031967.1| 8-oxoguanine DNA 
glycosylase [Homo sapiens] ref]XP_031959.1| 8- 
oxoguanine DNA glycosylase, isofonn 2d [Homo 
sapiens] ref]XP_031961.1| 8-oxoguanine DNA 
glycosylase, isofonn la [Homo sapiens] 
ref|XP_052277.1| similar to 8-oxoguanine DNA 
glycosylase (H. sapiens) [Homo sapiens] 


1.2 


2051 


7474551 


gi|7474551|pir||E69792 conserved hypothetical protein 
yeeA - Bacillus subtilis emb|CAB12496.1| (Z99107) 
similar to hypothetical proteins [Bacillus subtilis] 


7 


2060 


3913201 


gi|3913201|sp|Q585 1 1|CCA_METJA TRNA 
NUCLEOTIDYLTRANSFERASE (TRNA 
ADENYLYLTRANSFERASE) (TRNA CCA- 
PYROPHOSPHORYLASE) (CCA-ADDING 
ENZYME) gb|AAB991 14. 1| (U67554) tRNA 
nucleotidyltransferase (cca) [Methanococcus jannaschii] 


5.9 


2072 


13186342 


gi|13186342|gb|AAK15384.1| (AF211134) valyl-tRNA 
synthetase [Carsonella ruddii] 


2.8 
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Table 3B Nearest Neighbor (BlastX vs. Non-Redundant Proteins) 


SEQ ED 
NO 


ACCESS 
N 


DESCRIPTION 


P VALUE 


2075 


6225820 


gi|6225820|sp|O04226|P5CS_ORYSA DELTA 1- 
PYRROLINE-5-CARBOXYLATE SYNTHETASE 
(P5CS) [INCLUDES: GLUTAMATE 5-KINASE 
(GAMMA-GLUT AMYL KINASE) (GK); GAMMA- 
GLUTAMYL PHOSPHATE REDUCTASE (GPR) 
(GLUTAMATE-5-SEMIALDEHYDE 
DEHYDROGENASE) (GLUTAMYL-GAMMA- 
SEMIALDEHYDE DEHYDROGENASE)] pir||T03695 
delta 1 pyrroline-5-carboxyIate synthetase - rice 
dbj|BAA19916.1| (D49714) deltal-pyrroline-5- 
carboxylate synthetase [Ory2a sativa] 


9.4 


2077 


4028153 


gi|4028153|gb)AAC96H7.1| (AF083221) putative 
neurotransmitter receptor [Takifugu rubripes] 


2 


2080 


4902680 


gi|4902680|emb|CAB43550.1| (AL031673) dJ694B14.3 
(novel haloacid dehalogenase-like hydrolase family 
protein similar to (archaea) bacterial proteins) (Homo 
sapiens] 


2.9 


2084 


6322760 


gi|6322760|reflNP_012833. 1| Ykl090wp 
[Saccharomyces cerevisiae] sp|P36O75[YKJ0_YEAST 
HYPOTHETICAL 50.9 KD PROTEIN IN BUD2- 
MIF2 INTERGENIC REGION pir||S37915 
hypothetical protein YKL090w - yeast (Saccharomyces 
cerevisiae) emb|CAA81928.1| (Z28090) ORF 
YKL090w [Saccharomyces cerevisiae] 


2.8 


2085 


6635084 


gi|6635084|emb|CAB64573.1| (AL135930) hypothetical 
protein L4738.02 [Leishmania major] 


3.6 


2086 


7487726 


gi|7487726|pir||T05814 hypothetical protein T5K18.90 - 
Arabidopsis thaliana emb|CAA18618.1| (AL022580) 
hypothetical protein [Arabidopsis thaliana] 
emb|CAB78933.1| (AL161550) hypothetical protein 
[Arabidopsis thaliana] 


5.9 


2089 


13385468 


gi|13385468|ref|NP_080247.1| RIKEN cDNA 
2900001A12 gene [Mus musculus] dbj|BAB28377. 1| 
(AK0 12645) putative [Mus musculus] dbj|BAB28865. 1| 
(AK0 13457) putative [Mus musculus] 


4E-11 


2090 


14742770 


gi|14742770|reflXP_039393.1| KIAA1550 protein 
(Homo sapiens] 


3.2 


2092 


2982251 


gi|2982251|gb|AAC32 113.1| (AF051208) putative RNA- 
binding protein [Picea mariana] 


7.6 
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Table 3B Nearest Neighbor (BlastX vs. Non-Redundant Proteins) 


uL(V^ IMS 

NO 


ACCESS 
N 


DESCRIPTION 


P VALUE 


2095 


1 771 8478 


gi| 1 27 1 8478 |emb|C AC2 8807.1] (AL5 1 3466) 

IrvmnthptipJil nrntpin rNfMimQnnna prac^al 

il_y JJVJU.lvLlL'CH JJlAJLt^lll yi i VUl Wo|J*JI <X Kil ooouj 




2096 


5532964 


gi|5532964|gb|AAD44957.1| (AF156655) MHC class I 
heavy chain [Ambystoma mexicanum] 


9.3 


2097 


1711658 


gljl / 1 IOjo[Sp|JrO £ f /y / 1 1 1 U_IVlvJ U o C o-tlJK/ 1 oiv-Jtvl\^rl 

PROTEIN T10 IN DGCR REGION pir||S37488 gene 
T10 nrotein - mouse emhlCAA5261 1 1 1 OC745041 T1 0 
[Mus musculus] 


4.3 


2098 


14193393 


gi|14193393|gb|AAK55953.1|AF268062_2(AF268062) 
RNA polymerase beta-prime subunit [Candidates 
Carsonella ruddii] 


2.1 


2099 


7243081 


gi|7243081|dbj|BAA92588.1| (AB037771) KIAA1350 
protein [Homo sapiens] 


7E-97 


2100 


1 1 ^71 51 1 


gi|l 1357181|pir||T49996 AtAGP4 - Arabidopsis 
thalianagb|AAC77826.1| (AF082301) arabinogalactan- 
protein [Arabidopsis thaliana] 
gb|AAD38870.1|AF060874_l (AF060874) AtAGP4 
[Arabidopsis thaliana] emb|CAB89400.1| (AL353995) 
AtAGP4 [Arabidopsis thaliana] 
gb|AAK49601.1|AF372885_l (AF372885) 
Ai3giU4ju/r 1/tsi i _jLL\) [/\raDiuopsis tnauanaj 
gb|AAK68734.1| (AY042794) AtAGP4 [Arabidopsis 
inaiianaj 


1 2 

1 . Z. 


2103 


/H-y / J07 


gi|7497369|pir||T32512 hypothetical protein C44B12.4 - 
Caenorhabditis elegans gb|AAB88327.1| (AF036692) 
Hypothetical protein C44B12.4 [Caenorhabditis 

ClCgdJloJ 


6.7 


2109 


14485227 


gi|14485227|gb|AAK62977.1|AF384372_3 (AF384372) 
surface antigen [Hepatitis B virus] 


5.7 


2111 


071 1 

y / 1 1 ooz 


gi|V / 1 1ooZ|qdj|d/\x>u /y:>o. i| {/Vi'uuzjzhj puiative 
extensin-like protein [Oryza sativa] dbj|BAB33013.1| 
(AP003 1 18) putative extensin-like protein [Oryza 

SallVdJ 


10 


2114' 


9759203 


gi|9759203|dbj|BAB09740.1| (ABO 15476) heat shock 
transcription factor HSF30-like protein [Arabidopsis 
thaliana] 


8.4 


2115 


204070 


gi|204070|gb|AAA41 130. 1| (M22030) electron transfer 
flavoprotein alpha-subunit [Rattus norvegicus] 


0.75 


2117 


3638957 


gi|3638957|gb|AAC3630Ll| (AC004877) sco-spondin- 
mucin-like; similar to P98167 (PID:gl71 1548); details 
of intron/exon structure uncertain [Homo sapiens] 


8.1 
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Table 3B Nearest Neighbor (BlastX vs. Non-Redundant Proteins) 


SEQ ID 
NO 


ACCESS 
N 


DESCRIPTION 


P VALUE 


2121 


14250436 


gi|14250436|gb|AAH08653.1|AAH08653 (BC008653) 
Similar to LRP16 protein [Mus musculus] 


9.3 


2126 


14760522 


gi|14760522|ref|XP_03 8798. 1| 7371 [Homo sapiens] 
gb| AAK01445.1) (AF334585) NIR3 [Homo sapiens] 


5E-39 


2134 


3024944 


gi|3024944|sp|Q58366(Y956_METJA 
HYPOTHETICAL PROTEIN MJ0956 pir||D64419 
hypothetical protein MJ0956 - Methanococcus 
jannaschii gb|AAB98969.1| (U67539) M. jannaschii 
predicted coding region MJ0956 [Methanococcus 
jannaschii] 


8.4 


2135 


6606266 


gi|6606266|gb|AAF19148.1|AF158634_l (AF158634) 
Vrgal [Aegilops ventricosa] 


7.1 


2137 


1729878 


gi|1729878|sp|P54410|TCPH_TETTH T-COMPLEX 
PROTEIN 1, ETA SUBUNIT (TCP-1-ETA) (CCT- 
ETA) pir||S71338 t-complex protein 1 theta chain - 
Tetrahymena thermophila (fragment) gb|AAC47007. lj 
(U46028) CCTeta [Tetrahymena thermophila] 
prfl|2209286B chaperonin CCT-eta [Tetrahymena 
thermophila] 


4.4 


2141 


3688193 


gi|3688193|emb|CAA08995.1| (AJ010091) MAP3K 
alpha 1 protein kinase [Brassica napus] 


6.9 


2142 


7491910 


gi|7491910|pir||T41367 hypothetical protein 
SPCC4G3.09c - fission yeast (Schizosaccharomyces 
pombe) emb|C AB09776.1| (Z97052) hypothetical 
protein [Schizosaccharomyces pombe] 


3.3 


2144 


6513832 


gi|6513832|gb|AAF14807.1|AF197815_l (AF197815) 
maturase [Alisma plantago-aquatica] 


1.5 


2148 


6323084 


gi|6323084|ref|NP_013 156. 1| transcription factor, 
probable member of histone acetyltransferase SAGA 
complex; Spt8p [Saccharomyces cerevisiae] 
sp|P38915|SPT8_YEAST TRANSCRIPTION 
FACTOR SPT8 pir||S47898 transcription factor SPT8 - 
yeast (Saccharomyces cerevisiae) gb|AAA53585.1| 
(M94955) transcription factor [Saccharomyces 
cerevisiae] emb|CAA64302.1| (X94607) transcription 
factor [Saccharomyces cerevisiae] emb|CAA97585.1| 
(Z73227) ORF YLR055c [Saccharomyces cerevisiae] 


5.8 
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Table 3B Nearest Neighbor (BlastX vs. Non-Redundant Proteins) 


SEQID 
NO 


ACCESS 
N 


DESCRIPTION 


P VALUE 


2151 


1074219 


gi] 10742 Iv]pir||b4y23y hypothetical protein 2 
(capsulation locus) - Haemophilus influenzae (strain 
RM107) 


4 


2153 


10946 710 


gi|10946710|ref|NP_067350.1| Rhesus blood group- 
associated B glycoprotein; Rh type B glycoprotein [Mus 
musculus] gb|AAF19371.1| (AF193808) Rh type B 
glycoprotein [Mus musculus] 


O.J 


2159 


9625644 


gi|9625644|ref)NP_039895.1| BDLF2 late reading frame 
[Human herpesvirus 4] sp|P03225|BDL2_EBV 
PROTEIN BDLF2 pir||QQBE44 BDLF2 protein - 
human herpesvirus 4 (strain B95-8) emb|CAA24836.1| 
(V01555) BDLF2 late reading frame [Human 
herpesvirus 4] 


3.7 


ZJLOU 


220578 


gi(220575|abj|r>AA00447. 1| (DU0j70) open reading 
frame (25 1 AA) [Mus musculus] 


4.7 




9633076 


gi|9633076|reflNPJ)50182.1| B4 [Human herpesvirus 
6B] pir||T44148 hypothetical protein B4 [imported] - 
human herpesvirus 6 (strain Z29) 

gb|AAU4yozO. l|Ar IJ 1 /Uo_/ (J\r 1 j / /Uo) r>4 [riuman 
herpesvirus 6B] 


0.057 


2168 


135838 


gi| 1 35 83 8|sp|P0 1 267|THYG__BOVIN 
THYROGLOBULIN PRECURSOR pir||UlBO 
thyroglobulm precursor - bovme emb|CAA26584. 1| 
(X02815) thyroglobulin precursor [Bos taurus] 
prr]|l 109240 A thyroglobulin [tsos taurusj 


z 


2173 


11360154 


gi|11360154|pir||T46337 hypothetical protein 
DKFZp43402413.1 - human (fragment) 
emb|C AB70664.1| (AL137265) hypothetical protein 
[Homo sapiens] 


5. 1 


2177 


i ai Ann 


gi|181400|gb|AAA35748.1| (M34225) cytokeratin 8 

[ntJlIlU bdpiCIlo J 


7E-53 


2181 


11347010 


gi| 11 3470 10|pir||B8 1303 probable membrane protein 
Cjl013c [imported] - Campylobacter jejuni (strain 
NCTC 1 1 168) emb|CAB73269. 1| (AL139077) putative 
membrane protein [Campylobacter jejuni] 


0.1 


2182 


8745261 


gi|8745261|gb|AAF78857. 1|AJF1345 16_1 (AF1345 16) 
VP4 [Banna virus] 


6 



513 





Table 3B Nearest Neighbor (BlastX vs. Non-Redundant Proteins) 


SEQID 
NO 


ACCESS 
N 


DESCRIPTION 


P VALUE 


2183 


285275 


gi|285275|pir||A43963 envelope glycoprotein G(envelope 
glycoprotein Gl, envelope glycoprotein G2) - 
Hantavirus sp =Puumala virus gb|AAB22506.1| 
envelope glycoprotein G(envelope glycoprotein Gl, 
envelope glycoprotein G2) [Hantavirus sp.=Puumala 
virus, Hallnas strain, Peptide, 11 48 aaj 


U.O 


2186 


7506378 


gi|7506378|pir||T23989 hypothetical protein R07A4.3 - 
Caenorhabditis elegans emb|CAA9 1763.1] (Z67756) 
cDNA EST yk63el0.5 comes from this gene^cDNA 
EST yk63el0.3 comes from this gene [Caenorhabditis 
elegans] 


8.9 


2187 


4511976 


gi|4511976|gb|AAD2 1536.1| (AF088896) unknown 
[Zymomonas mobilis] 


0.65 


2188 


14761847 


gi|14761847|ref|XP_017198.2| hypothetical protein 
FLJ 12083 [Homo sapiens J 


IT? 1 1 

JCr-l.} 


2192 


5835478 


gi|5835478|ref|NPJ)08404. 1|CYTB_13475 cytochrome 
b [Balanoglossus carnosus] pir||Tl 1 138 ubiquinol— 
cytochrome-c reductase (EC 1.10.2.2) cytochrome b - 
acorn worm mitochondrion gb| AAD 1 1 95 1 . 1 1 
(AF051097) cytochrome b [Balanoglossus carnosus] 


0.95 


2195 


14906463 


gi|14906463|gb|AAK72690.1| (AY039648) transcription 
factor Rel 1 [Crassostrea gigas] 


9.3 


2196 


6680964 


gi|6680964|ref|NP_03 1758.1| procollagen, type XVII, 
alpha 1 [Mus musculus] pir||A46053 bullous 
pemphigoid antigen, BPAG2, type XVII collagen alpha 
1 -chain - mouse gb|AAA3 7443.1| (L08407) collagen 
type XVII [Mus musculus] 


6.8 


2197 


7206631 


gi|7206631|gb|AAF39790.1| (AC006631) Hypothetical 
protem F27B3.2 [Caenorhabditis elegans J 


4.3 


2201 


2564679 


gi|2564679|gb|AAB81836.1| (AF023484) putative KP78 
protein kinase [Drosophila melanogaster] 


0.83 


2204 


9558143 


fl6d3,l protein [Leishmania major] 


5.3 


2205 


13813146 


gi|13813146|gb|AAK40384.1| (AE006643) ATP- 
dependent helicase [Sulfolobus solfataricus] 


4.3 


2206 


7662168 


gi|7662168|ref]NPJ)55497.1| KIAA0535 gene product 
[Homo sapiens] dbj|BAA25461.1| (AB01 1 107) 
KIAA0535 protein [Homo sapiens] 


0.0003 
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Table 3B Nearest Neighbor (BlastX vs. Non-Redundant Proteins) 


SEQID 
NO 


ACCESS 
N 


DESCRIPTION 


P VALUE 




9229890 


gi|yzzyoyu|uDj|t>AtJUUoio. i| (AfcsUjoa4i) pnckle 2 
[Ciona intestinalis] 


4.4 


2217 


3435174 


gi|3435174|gb|AAC32342.1| (AF061251) 0 antigen 
flippase Wzx [Escherichia coli] 
gb|AAG57097.1|AE005429_8 (AE005429) 0 antigen 
flippase Wzx [Escherichia coli 0157:H7 EDL933] 


2.5 


2225 


5725923 


gi|5725923|gb|AAD48242.1|AF089987_l (AF089987) 
four-loop conotoxin ABVIF [Conus abbreviatus] 
gb|AAD48243.1|AF089988_l (AF089988) four-loop 
conotoxin ABVIF [Conus abbreviatus] 
gb|AAD48244.1|AF089989_l (AF089989) four-loop 
conotoxin ABVIF [Conus abbreviatus] 
gb|AAD48245.1|AF089990_l (AF089990) four-loop 
conotoxin ABVIF [Conus abbreviatus] 


3.8 


ZZZo 


1705523 


gi|1705523|sp|P52650|C24A_PIG CYTOCHROME B- 
245 LIGHT CHAIN (P22 PHAGOCYTE B- 
CYTOCHROME) (NEUTROPHIL CYTOCHROME 
B, 22 KD POLYPEPTIDE) (P22-PHOX) 
(CYTOCHROME B(558) ALPHA CHAIN) 
(SUPEROXIDE-GENERATING NADPH OXIDASE 

T T/^TTT /^U A TXT CI TOT TXT TT\ i A A A tl A tl^i C If /T Tf\1 A T7\ 

LIGHT CHAIN bUBUNIT) gb|AAA64635.1| (U02477) 
NADPH oxidase light chain subunit [Sus scrofa] 


0.48 


2240 


730885 


gi|730885|sp|P07989|TlM_SALPO TYPE I 
RESTRICTION ENZYME STYSPI M PROTEIN 
(M.STYSPI) gb|AAA27143.1| (L02507) restriction- 
modification enzyme type I M subunit [Salmonella 
enterica] 


4.9 


2241 


6753572 


gi|6753572|ref)NP_034126.1| cytochrome P450, 24 
[Mus musculus] sp|Q6444 1 |CP24_MOUSE 
CYTOCHROME P450-CC24, MITOCHONDRIAL 
PRECURSOR (P450-CC24) (VITAMIN D(3) 24- 

T T"VJT"\t» J"V"WrT A PP\ / I Off I~\TT TV/ T\T*> /~\ "W"V J I'l ' A X JTTKT 

HYDROXYLASE) (1,25-DWYDROXYVITAMIN 
D(3) 24-HYDROXYLASE) (24-OHASE) pir||S60033 
25-hydroxyvitamin D3 24-hydroxylase precursor - 
mouse dbj|BAA084 16.1| (D49438) 25-hydroxyvitamin 
D3 24-hydroxylase precursor [Mus musculus] 
dbj|BAA21843.1| (D89669) vitamin D-24-hydroxylase 
[Mus musculus] 


9.7 
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SEQID 
NO 


ACCESS 
N 


DESCRIPTION 


P VALUE 


2243 


14578299 


gi| 1 4578299|gb|AAF99465 . 1 1 (AY003 872) 
PV1H14095 P [Plasmodium vivax] 


3.7 


2245 


1916617 


gi|1916617Igb|AAB5 1194.11 (U66003) ADAM 13 
[Xenopus laevis] 


0.45 


2249 


5739073 


gi|5739073|gb|AAD50327.1| (AF063693) type XIII 
collagen [Mus musculus] 


2.5 


2254 


3135611 


gi|3 13561 l|gb|AAC29067.1| (AF062485) cellulose 
synthase [Arabidopsis thaliana] 


3.1 


2256 


281689 


gi|281689|pir||S27657 hypothetical protein 1 - 
Rhizobium meliloti eblAAA26255 11 CM94085) not 
homologous to known sequences as of 2/92; ORF1; 
putative [Sinorhizobium meliloti] 


6 


2257 


10434352 


gi|10434352|dbj|BAB14232.1| (AK022759) unnamed 
protein product [Homo sapiens] 


2E-23 


2258 


1504022 


gi|1504022|dbj|BAA13210.1| (D86974) KIAA0220 
[Homo sapiens] 


4E-21 


2266 


1871176 


gi|1871 176|gb|AAB63536.1| (U90439) unknown protein 
[Arabidopsis thaliana] 


7.5 


2270 


12846015 


gi|12846015|dbj|BAB26996.1| (AK010513) putative 
[Mus musculus] 


8 


2273 


12860337 


gi|12860337|dbj|BAB31923.1| (AK019929) putative 
[Mus musculus] 


5 


2276. 


994736 


gi|994736|gb|AAA75561.1| (M18327) LacOPZ-alpha 
peptide from pUC9; putative [unidentified cloning 
vector] gb|AAA75563.1| (M18328) LacOPZ-alpha 
peptide from pUC9; putative [Cloning vector pBGS9+] 
gb|AAA75565.1| (M18329) LacOPZ-alpha peptide from 
pUC9; putative [Cloning vector pBGS9-] 


0.00002 


2280 


11352313 


gi|l 13523 13|pirj|G83376 probable trehalose synthase 
PA2152 rimnortedl - Pseudomonas aeruginosa ( strain 
PAOl) gb|AAG05540. 1|AE004642_7 (AE004642) 
probable trehalose synthase [Pseudomonas aeruginosa] 


2 


2285 


7486992 


gi|7486992|pir||T00831 hypothetical protein T13L16.5 - 
Arabidopsis thaliana gb|AAD20 114.2) (AC006201) 
hypothetical protein [Arabidopsis thaliana] 


1.4 


2286 


10173203 


gi|10173203|dbj|BAB04308.1|(AP001509) 
BH0589~unknown conserved protein in others [Bacillus 
halodurans] 


7.3 
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SEQID 
NO 


ACCESS 
N 


DESCRIPTION 


P VALUE 


2289 


7497857 


gi|7497857|pir||T20180 hypothetical protein C53B4.4a - 
Caenorhabditis elegans emb|CAA92457.1| (Z68215) 
contains similarity to Pfam domain: PF00130 (Phorbol 
esters/diacylglycerol binding domain (C 1 domain)), 
Score=12.8, E-value=0.0015, N=l; PF00595 (PDZ 
domain (Also known as DHR or GLGF).), Score=34.8, 
E-value=6.4e-07, N=l~cDNA EST CEMSC66F come> 


9.6 


2291 


6424831 


gi|6424831|gb|AAF08 166. 1| (AF130210) NADH 
dehydrogenase subunit F [Impatiens biflora] 


6.1 


2292 


7489002 


gi|7489002|pir||T07021 extensin-like protein DiflO 
precursor - tomato (fragment) emb|CAA67813.1| 
(X9945 1) extensin-like protein DiflO [Lycopersicon 
esculentum] 


5.6 


2294 


1684828 


gi|1684828|gb|AAB36537.1| (U77681) tyrosine kinase 
receptor [Xenopus laevis] 


2 


2297 


12859724 


gi|12859724|dbj|BAB3 1753.1| (AK019486) putative 
[Mus musculus] 


0.0003 


2301 


11498284 


eill 1498284lrefINP 069510 11 adenvlate kinase (adk) 
[Archaeoglobus fulgidus] sp|029581|KAD_ARCFU 
ADENYLATE KINASE (ATP-AMP 
TRANSPHOSPHORYLASE) pir||D69334 adenylate 
kinase (EC 2.7.4.3) - Archaeoglobus fulgidus 
gb|AAB90565.1| (AE001058) adenylate kinase (adk) 
[Archaeoglobus fulgidus] 


3E-13 


2309 


14725330 


gi| 14725330|reflXP_002254.2| mitochondrial 
translational initiation factor 2 precursor [Homo 
sapiens] 


4.5 


2313 


79651 


gi|7965 l|pir||A30189 iron stress-induced hypothetical 
protein precursor - Synechococcus sp 


2.8 


2314 


7500007 


gi|7500007|pir||T 16186 hypothetical protein F27D9.4 - 
Caenorhabditis elegans gb|AAA93383.1| (U49829) 
Hypothetical protein F27D9.4 [Caenorhabditis elegans] 


7.1 


2317 


13517833 


gi| 1 35 1 7833|gb|AAK290 1 1 . 1 1 (AF344620) long- 
wavelength rhodopsin [Ceratina calcarata] 


3.4 
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Table 3B Nearest Neighbor (BlastX vs. Non-Redundant Proteins) 


SEQID 
NO 


ACCESS 
N 


DESCRIPTION 


P VALUE 


2318 


7478661 


gi|7478661|pir||F70662 probable plcC protein - 
Mycobacterium tuberculosis (strain H37RV) 
emb|CAB06 146.1) (Z83860) plcC [Mycobacterium 
tuberculosis] gb|AAK46707.1| (AE007081) 
phospholipase C [Mycobacterium tuberculosis 
CDC1551] 


4.4 


2323 


14768227 


gi|14768227|ref|XPJ)12121.3| purinergic receptor P2X, 
ligand-gated ion channel, 7 [Homo sapiens] 


4.3 


2328 


283032 


gi|283032|pir]|S22456 hydroxyproline-rich glycoprotein - 
perennial teosinte emb|CAA45514. 1| (X64173) 
hydroxyproline-rich glycoprotein [Zea diploperennis] 


5.4 


2329 


10241645 


gi|10241645|emb|CAC09484.1| (AL442113) putative 
protein [Oryza sativa] 


9.1 


2330 


14733085 


gi|14733085|ref|XPJ)03575.3| soluble liver antigen/liver 
pancreas antigen [Homo sapiens] 


1E-17 


2335 


12188796 


gi|12188796|emb|CAC21494.1| (AJ278866) MchF 
protein [Escherichia coli] 


4.7 


2340 


2492604 


gi|2492604|sp|P78595(CDR2 _CANAL MULTIDRUG 
RESISTANCE PROTEIN CDR2 gb|AAB96797.1| 
(U63812) drug resistance protein 2 [Candida albicans] 


6.4 


2345 


13365569 


gi|13365569|dbj|BAB391 14. 1| (AP002897) hypothetical 
protein-similar to Oryza sativa chromosome 1, 
P0665D10.16 , 


1.8 


2346 


1334612 


gi|1334612|emb|CAA41034.1| (X57968) nadl [Triticum 
aestivum] 


4.8 


2351 


1334612 


gi|1334612|emb|CAA41034.1| (X57968) nadl [Triticum 
aestivum] 


4.8 


2352 


1334612 


gi|1334612|emb|CAA41034.1| (X57968)nadl [Triticum 
aestivum] 


4.6 


2353 


1334612 


gi|1334612|emb|CAA41034.1| (X57968) nadl [Triticum 
aestivum] 


4.8 


2356 


1334612 


gi|1334612|emb|CAA41034.1| (X57968) nadl [Triticum 
aestivum] 


4,4 


2357 


14250644 


gi|14250644|gb|AAH08786.1|AAH08786 (BC008786) 
integrin, alpha 5 (fibronectin receptor, alpha 
polypeptide) [Homo sapiens] 


2 


2367 


7293054 


gi|7293054|gb|AAF48440.1| (AE003498) Topi gene 
product [Drosophila melanogaster] 


1.2 


2369 


13959344 


gi|13959344|sp|P82957|DM43J>IDMA VENOM 
METALLOPROTEINASE INHIBITOR DM43 


8.2 
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Table 3B Nearest Neighbor (BlastX vs. Non-Redundant Proteins) 


SEQID 
NO 


ACCESS 
N 


DESCRIPTION 


P VALUE 


2371 


9082017 


gi|90820 1 7|gb|AAF82689. 1 |AF227 1 96_1 (AF227 1 96) 
ORFla polyprotein [gill-associated virus] 


7.8 


2374 


7498863 


gi|7498863|pir||T20730 hypothetical protein F10G8.8 - 
Caenorhabditis elegans emb|CAB02286.2| (Z80216) 
Weak similarity with intermediate filament protein 
(TREMBL id G633240), contains similarity to Pfam 
domain: PF00169 (PH domain), Score=79.3, E- 
value=2.7e-21, N=2~cDNA EST EMBL:T01262 comes 
from this gene-cDNA EST yk23d5.3 comes from this 
gene~> emb|CAA19441.2| (AL023823) Weak similarity 
with intermediate filament protein (TREMBL id 
G633240), contains similarity to Pfam domain: 
PF00169 (PH domain), Score=79.3, E-value=2.7e-21, 
N=2~cDNA EST EMBLT01262 comes from this 
gene-cDNA EST yk23d5.3 comes from this gen> 


2.5 


2375 


321514 


gi|321514|pir||S27931 Env/v-mpl fusion protein - 
myeloproliferative leukemia virus gb|AAA77654. 1| 
(M60350) env:v-mpl fusion protein [Myeloproliferative 
leukemia virus] 


2.8 


2376 


1 1348760 


gi|l 1348760|pir||C83635 hypothetical protein PA0086 
[imported] - Pseudomonas aeruginosa (strain PAOl) 
gb|AAG03476.1|AE004447_9 (AE004447) hypothetical 
protein [Pseudomonas aeruginosa] 


4.6 


2377 


742234 


gi|742234|prf||20093 17A adhA upstream ORF 
[Acetobacter (subgen. Acetobacter) aceti] 


8.2 


2379 


11466189 


gi|l 1466189|ref|NP_066512. 1| apocytochrome b 
[Naegleria gruberi] gb|AAG17790.1|AF288092_15 
(AF288092) apocytochrome b [Naegleria gruberi] 


1 .1 


2380 


8250181 


gi|8250181|emb|CAB93524.1| (AJ271740) D-Titin 
[Drosophila melanogaster] 


4.2 


2383 


C07A0/10 


gi|5870848|gb|AAB03857.2| (U31864) stearyl-CoA 

/^pcofiiricp rf"*vmi*irnic pernio! 


7.7 


2387 


4063751 


gi|4063751|gb|AAC98459.1| (AC005851) putative ABC 
transporter [Arabidopsis thaliana] 


7.6 


2389 


7504822 


gi|7504822|pir||T33371 hypothetical protein H02F09.1 - 
Caenorhabditis elegans gb|AAC64621.1| (AF077538) 
unknown [Caenorhabditis elegans] 


3.6 
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Table 3B Nearest Neighbor (BlastX vs. Non-Redundant Proteins) 


SEQID 
NO 


ACCESS 
N 


DESCRIPTION 


P VALUE 


2390 


15011889 


oil 1 S01 1 RSQIrpflNP 077951 1 1 nvv<ttprn1 hinrlino nrntpin 

2 [Mus musculus] emb|CAC16404.2| (AJ278263) 
oxystyrol-binding protein homologue 1 [Mus musculus 
domesticus] 


1.9 


2393 


450730 


gi|450730|emb|CAA50838.1| (X71982) ORF jl8L; 
potential membrane spanning region; potential 
glcosylatiori site [African swine fever virus] 


2.5 


2398 


7445990 


g i|7445990|pir||G72290 branched chain amino acid AiBC 
transporter, ATP -binding protein - Thermotoga 

maritime Retrain M«\R8^ ahlAAD^fi^lS 1IAF001771 8 

(AE001771) branched chain amino acid ABC 
trarnsnnrtpr AXP -binding nrotein rTherrnotoffa 
maritima] 


7.4 


2401 


11990448 


gi|l 1990448|dbj|BAB19782.1| (AB052747) vascular | 

cpW aHhp^inn molecule- 1 6T) variant lackinc? D7 HBos 

taurus] 


4.6 


2402 


12841678 


gi|12841678|dbj|BAB25308.1| (AK007856) putative j 
nvfus musculusl 

UT1UO 111UOV Ui UuJ 


1E-39 


2403 


5052967 


gi|5052967|gb|AAD38786.1|AF151533_l (AF151533) 
polyketide synthase [Nodulisporium sp. ATCC74245] 


6.3 


2407 


8099350 


gi|8099350|gb|AAF72105. 1|AF154847_1 (AF154847) 
33 kDa Vamp-associated protein (Homo sapiens] 


5.2 


2410 




gi|267344|sp|r29791|VCjLr_r>KbVA r UMUJN 
GLYCOPROTEIN PRECURSOR [CONTAINS: 

T7TTC1TVN.t Y^T VrHPU OTTiTM VI- V\ TQTfYM 
rUolUJN vjJL x l^U "KAJ 1 riliN rz, rUoHJIN 

GLYCOPROTEIN Fl] pir||VGNZBA cell fusion 

glycoprotein precursor - bovine respiratory syncytial 

virus (strain A51908) gb|AAA42804.1| (M82816) 

•fiicinn nrntein "F ("Rovine resniratorv svnevtial vim si 


1.4 


2417 


12856615 


gi| 1 2 85 66 1 5 |dbj |B AB 3 0727 . 1 1 (AK017396) putative 
[Mus musculus] 


8E-49 


2425 


11347010 


gi| 11 3470 10|pir||B8 1303 probable membrane protein 
Ci 1013c [imported] - Campylobacter jejuni (strain 
NCTC 1 1 168) emb|CAB73269.1| (AL139077) putative 
membrane protein [Campylobacter jejuni] 


0.89 


2426 


7499991 


gi|7499991|pir||T29526 hypothetical protein F27C1.7 - 
Caenorhabditis elegans gb|AAB37654.1| (U80441) 
Hypothetical protein F27C 1.7 [Caenorhabditis elegans] 


3.1 
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Table 3B Nearest Neighbor (BlastX vs. Non-Redundant Proteins) 


SEQID 
NO 


ACCESS 
N 


DESCRIPTION 


P VALUE 


2427. 


2498043 


gi|2498043 |sp|Q5 7568|Y 1 04_METJA 
HYPOTHETICAL ATP-BINDING PROTEIN MJ0104 
pir||H64312 probable DNA helicase MJ0104 - 
Methanococcus jannaschii gb|AAB98084.1| (U67467) 
DNA-bindine nrotein Drobablv DNA helicase 
[Methanococcus jannaschii] 


1.5 


2430 


7494263 


ml7dQil?6^lnirllT1 XdXR Vi\motVipti^5»1 nrntf»in POB'?^ 

gi\ / L Ty t *z.\jj>\pir\\ i io*too i iy p u ii li ud.i proiein v^uo^jc 
malaria parasite (Plasmodium falciparum) 
emb|CABl 1 127. 1| (Z9855 1) putative cleavage and 
polyadenylation specificity factor protein [Plasmodium 
falciparum] 


2.3 


2434 


493224 


eil493224ldbilBAA03434 11 (D1458D fattv-acid 
desaturase [Anabaena variabilis] 


9.1 


2438 


6755468 


gi|6755468|ref]NP_036019,l| septin 3 [Mus musculus] 
<?nlOQZlS5ISEP3 MOUSE NEIJRONA1 -SPECIFIC 
SEPTIN 3 gb|AAD02884.1| (AF10441 1) neuronal- 
specific septin 3 [Mus musculus] 


0.59 


2440 


9967295 


gi|9967295|dbj|BAB12347.1| (AB047936) hypothetical 
protein [Macaca fascicularis] 


0.063 


2447 


12847975 


gi|12847975|dbj|BAB27780.1| (AK01 1690) putative 
[Mus musculus] 


7E-65 


2451 


1730946 


gi|1730946|sp|P50833|YPPE_BACSU 
HYPOTHETICAL 14.5 KDA PROTEIN IN PONA- 
COTD INTERGENIC REGION pir||B69940 
hypothetical protein yppE - Bacillus subtilis 
gb| AAB38463.il (L47838) putative [Bacillus subtilis] 
emb|CAB14144.1| (Z99115) yppE [Bacillus subtilis] 


9.3 


2452 


401192 


gi|401 192|sp|P30975|TLR2_DROME TACHYKININ- 
LIKE PEPTIDES RECEPTOR 99D IDTKR) 
pir||S 17783 tachykinin receptor homolog DTKR - fruit 
fly (Drosophila melanogaster) emb|CAA44595. 1| 
(X6271 1) receptor for tachykinin-like peptides 
[Drosophila melanogaster] 


4.8 


2453 


14768202 


gi|14768202|ref]XP_0I8137.2| LI cell adhesion 
molecule precursor [Homo sapiens] 


0.11 
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Table 3B Nearest Neighbor (BlastX vs. Non-Redundant Proteins) 


SEQID 
NO 


ACCESS 
N 


DESCRIPTION 


P VALUE 


2457 


141028 


gi|141028|sp|P04540|NU5M_TRYBB NADH- 
UBIQUINONE OXIDOREDUCTASE CHAIN 5 
pir||QQUTC5 NADH dehydrogenase (ubiquinone) (EC 
1.6.5.3) chain 5 - Trypanosoma brucei mitochondrion 
gb|AAB59225.1| (M 14820) NADH dehydrogenase 
subunit 5 [Trypanosoma brucei] emb|CAB57807.1| 
(X01094) unidentified reading frame 10 [Trypanosoma 
brucei] 


3.6 


2461 


7499039 


gi|7499039|pir||T20867 hypothetical protein F13H10.5 - 
Caenorhabditis elegans emb|CAA92956.1| (Z68748) 
contains similarity to Pfam domain: PF01663 (Type I 
phosphodiesterase / nucleotide pyrophosphatase), 
Score=512.3, E-vaIue=l.le-150, N=l [Caenorhabditis 
elegans] emb|CAA15977.1| (AL021176) contains 
similarity to Pfam domain: PF01663 (Type I 
phosphodiesterase / nucleotide pyrophosphatase), 
Score=512.3, E-value=l.le-150, N=l [Caenorhabditis 
elegans] 


9.7 


2462 


3023956 


gi|3023956|sp|Q00808|HETl_PODAN 
VEGETATIBLE INCOMPATIBILITY PROTEIN 
HET-E-1 pir||T 18521 beta transducin-like protein - 
Podospora anserinagb|AAA85775.1| (L28125) beta 
transducin-like protein [Podospora anserina] 


8.7 


2463 


14972564 


gi|14972564|gb|AAK75201.1| (AE007410) glutamine 
amidotransferase, class I [Streptococcus pneumoniae] 


0.4 


2470 


13928966 


gi|13928966|refINP_l 13882. 1| heat shock factor 2 
[Rattus norvegicus] gb|AAD51329.1|AF172640_l 
(AF 172640) heat shock factor 2 [Rattus norvegicus] 


6E-14 


2473 


4521320 


gi|4521320|dbj|BAAl 1580. 1| (D82816) product is 
unknown [Gallus gallus] 


0.29 


2475 


7507534 


gi|7507534|pir||T24738 hypothetical protein T09E1 1 .2 - 
Caenorhabditis elegans emb|CAB03532.1| (Z81147) 
Similarity to zinc finger proteins, contains similarity to 
Pfam domain: PF00104 (Ligand-binding domain of 
nuclear hormone receptor), Score=14.1, E- 
value=0.00047, N=l; PF00105 (Zinc finger, C4 type 
(two domains)), Score=42.6, E-value=5.5e-12, N> 


6.7 
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Table 3B Nearest Neighbor (BlastX vs. Non-Redundant Proteins) 


SEQID 
NO 


ACCESS 
N 


DESCRIPTION 


P VALUE 


2478 


927030 


gi|927030|gb|AAA73871.1| (L13287) kcrB4 gene 
product [Escherichia coli] 


3.5 


2481 


6724309 


gi|6724309|gb|AAF26929.1| (AF079967) NADH 
dehydrogenase subunit 4 [Phytomonas serpens] 


7.9 


2482 


6319700 


gi|63 19700|refINP_009783. 1| Ybr224wp 
[Saccharomyces cerevisiae] sp|P38320|YB74_YEAST 
HYPOTHETICAL 19.3 KDA PROTEIN IN FAT2- 
MCX1 INTERGENIC REGION PRECURSOR 
pir||S46100 probable membrane protein YBR224w - 
yeast (Saccharomyces cerevisiae) emb|CAA85187.1| 
(Z36092) ORE YBR224w [Saccharomyces cerevisiae] 


2.4 


2496 


7503173 


gi|7503173|pir||T31884 hypothetical protein F41E6.14 - 
Caenorhabditis elegans gb|AAB65962.1| (AF016448) 
weak similarity to several acyltransferases 
[Caenorhabditis elegans] 


9.7 


2498 


1 1352621 


gi|11352621|pir||E83187 tetrahydrodipicolinate 
succinylase PA3666 [imported] - Pseudomonas 
aeruginosa (strain PAO 1) dbj|BAA759 1 1 . 1 1 
(AB02460 1 ) tetrahydrodipicolinate N- 
succinyletransferase [Pseudomonas aeruginosa] 
gb|AAG07054. 1|AE004786_6 (AE004786) 
tetrahydrodipicolinate succinylase [Pseudomonas 
aeruginosa] 


3:3 


2500 


7662214 


gi|7662214|ref]NP_055604.1| KIAA0628 gene product 
[Homo sapiens] reflXP_005044.3| KIAA0628 gene 
product [Homo sapiens] dbj|BAA31603.1| (ABO 14528) 
KIAA0628 protein [Homo sapiens] 


3 


2506 


7508531 


gi|750853 l|pir||T25325 hypothetical protein T26H2.7 - 
Caenorhabditis elegans emb|CAB04848.1| (Z82055) 
contains similarity to Pfam domain: PF01757 (Domain 
of unknown function), Score=543.5, E-value=4.6e-160, 
N=l [Caenorhabditis elegans] 


9.2 


2507 


14730527 


gi|l4730527|ref|XP_05I896.1| phospholipase A2, group 
IVA (cytosolic, calcium-dependent) [Homo sapiens] 
reflXP_05 1897.1| phospholipase A2, group IVA 
(cytosolic, calcium-dependent) [Homo sapiens] 


5E-26 
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Table 3B Nearest Neighbor (BlastX vs. Non-Redundant Proteins) 


SEQ ID 
NO 


ACCESS 

XT 

N 


nn c c r> rDTTfwr 
UcoLKir I lUiN 


r> -ir at t Tin 

r VALUr, 


2510 


138394 


gi|138394|sp|P27330|VHEL_LSV PROBABLE 
HELICASE (ORF 2) emb|CAA33398.1| (X15343) 
25kD protein [Lily symptomless virus] 


10 


2519 


13938116 


gi|13938116|gb|AAH07173.1|AAH07173 (BC007173) 
Unknown (protein for IMAGE:3493127) [Mus 
musculus] 


8E-22 


2520 


7486371 


gi|7486371|pir||T00661 hypothetical protein F3I6.24 - 
Arabidopsis thaliana gb|AAC00591.1| (AC002396) 
Unknown protein [Arabidopsis thaliana] 


U. Id 


2523 


11358141 


gi|l 1358141 |pir||T4 8198 hypothetical protein 
T20L15.40 - Arabidopsis thaliana emb|CAB82747.1| 
(AL 1623 51) putative protein [Arabidopsis thaliana] 


9.1 


2526 


14485227 


gi|14485227|gb|AAK62977.1|AF384372_3 (AF384372) 
surface antigen [Hepatitis B virus] 


2.6 


Zjz / 


6594617 


gi|6594617|gb|AAF18559.1|U42380 1 (U42380) 
aminopeptidase [Aplysia califomica] 


5.3 


2529 


14193306 


gi|14193306|gb|AAK55890.1|AF267211_2 (AF26721 1) 
ATP synthase gamma subunit [Candidatus Carsoneila 
ruddii] 


3.5 


2531 


3319680 


gi|3319680|emb|CAA76809.1| (Y17614) N8 protein 
[Medicago truncatula] 


1.5 


2536 


13811987 


gi| 138 1 1987|ref)NP__l 13116.1] DNA repair helicase 
component of transcription factor b [Guillardia theta] 
gb|AAK39689.1|AF083031_46 (AF083031) DNA 
repair helicase component of transcription factor b 
[Guillardia theta] 


4.8 


2537 


3122601 


gi|3 122601|sp|P93 107|PF20_CHLRE FLAGELLAR 
WD-REPEAT PROTEIN PF20 pir||T08180 PF20 
protein, microtubule-associated - Chlamydomonas 
reinhardtii gb|AAB41727.1| (U78547) PF20 
[Chlamydomonas reinhardtii] 


1.1 


2540 


7460001 


gi|7460001|pir||G71079 hypothetical protein PH0903 - 
Pyrococcus horikoshii dbj|BAA29997.1| (AP000004) 
141aa long hypothetical protein [Pyrococcus horikoshii] 


6.3 


2541 


12330702 


gi|12330702|gb|AAG52889.1|AF333769_l (AF333769) 
cell recognition molecule CASPR3 [Homo sapiens] 


2E-28 
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Table 3B Nearest Neighbor (BlastX vs. Non-Redundant Proteins) 


SEQID 
NO 


ACCESS 

XT 

N 


DESCRIPTION 


P VALUE 


2547 


6754652 


gil6754652lrefiNP_034904.ll methyl-CpG binding 
domain protein 4 [Mus musculus] gb|AAC68878.1| 
(AF072249) methyl-CpG binding protein MBD4 [Mus 
musculus] gb|AAD56595.1|AF120996_l (AF120996) 
methyl-CpG binding protein 4 [Mus musculus 
domesticus] 


7.1 




12655370 


gi|12655370|emb|CAB57344.3| (AJ243708) prickle pk 
isoform [Drosophila melanogaster] 


7.7 


2551 


12853631 


gi| 1285363 l|dbj|BAB29800.1| (AK015333) putative 
[Mus musculus] 


0.61 


2554 


11466216 


gi|l 14662 16|ref|NP_066539. 1| haem lyase [Naegleria 
gruberi] gb|AAGI7817.1|AF288092_42 (AF288092) 
haem lyase [Naegleria gruberi] 


1.5 


255 / 


7321597 


gi|7321597|gb|AAA32099.2| (L28677) unknown 
[Tetrahymena pyriformis] 


3 


2560 


7304202 


gi|7304202|gb|AAF59238.1| (AE003840) CG1602 gene 
product [Drosophila melanogaster] 


1.6 


2564 


336831 


gi|336831|gb| AAB02281.il (M57910) NADH 
dehydrogenase subunit 2 [Drosophila melanogaster] 


5.5 


2566 


7515231 


gi|7515231|pir||T13518 hypothetical protein 29 - 
Bacillus phage phi-105 dbj|BAA36635.1| (AB016282) 
ORF29 [bacteriophage phi-105] 


7.7 


2568 


12847263 


gi|12847263|dbj|BAB27500.1| (AK011258) putative 
[Mus musculus] 


6.6 


2569 


9964395 


gi|9964395|ref|NP_064863.1| AMV081 [Amsacta 
moorei entomopoxvirus] gb|AAG02787.1|AF250284_81 
(AF250284) AMV08 1 [Amsacta moorei 
entomopoxvirus] 


2.4 


2573 


12060849 


gi|12060849|gb|AAG48266.1|AF308299_l (AF308299) 
serologically defined breast cancer antigen NY-BR-85 
[Homo sapiens] 


0.0006 


2575 


9633381 


gi|963338 l|ref|NP_050485. 1| D5L protein [variola 
minor virus] pir||H72173 D5L protein - variola minor 
virus (strain Garcia-1966) gb|AAA69395.1| (U18339) 
D4L [Variola virus] emb|CAA50966.1| (X72086) 
ORr 15L; BloL in citation [J J [Vanola virus] 
emb|CAB54786.1| (Y16780) D5L protein [variola 
minor virus] 


7.5 


2576 


7407131 


gi|7407131|gb|AAF61923.1| (AF228524) SanE 
[Streptomyces ansochromogenes] 


0.53 


2577 


14760789 


gill4760789lreflXP_044332.ll piwi (Drosophila)-like 1 
[Homo sapiens] 


9E-42 
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Table 3B Nearest Neighbor (BlastX vs. Non-Redundant Proteins) 


SEQID 
NO 


ACCESS 
N 


DESCRIPTION 


P VALUE 


2584 


2764800 


gi|2764800|emb|CAA54 153.1| (X76738) 12s globulin 
[Avena sativa] 


1.4 


2585 


12860337 


gi|12860337|dbj|BAB31923.1| (AK019929) putative 
[Mus musculus] 


5.3 


2586 


7768484 


gi|7768484|emb|CAB90775.1| (AL355632) putative 
mitochondrial carrier protein [Schizosaccharomyces 
pombe] 


2.8 


2587 


12620098 


gi|12620098|gb|AAG60558.1| (AF250768) BioA-like 
protein [uncultured bacterium pCosFSl] 


8.4 


2591 


2281181 


gi|2281 181|gb|AAB66275.1| (U58587) maturase 
[Lagoecia cuminoides] 


3.8 


2595 


6573736 


gi|6573736|gb|AAF17656.1|AC009398_5 (AC009398) 
F20B24. 1 0 [Arabidopsis thaliana] 


6.7 


2596 


31155 ! 


gi|31155|emb|CAA24999.1| (X00176) preproenkephalin 
part 1 [Homo sapiens] 


9.5 


2600 


11278033 


gi|11278033|pir||C81832 transferrin-binding protein A 
NMA2024 [imported] - Neisseria meningitidis (group A 
strain Z2491) gb|AAC13726.1| (AF058689) transferrin 
binding protein A precursor [Neisseria meningitidis] 
emb|CAB85243. 1| (AL162757) transferrin-binding 
protein A [Neisseria meningitidis Z2491] 


5 


2613 


7493138 


gi|7493138|pir||T37964 probable ubiquitin ligase - 
fission yeast (Schizosaccharomyces pombe) 
emb|CAB 16714. 1| (Z99531) putative ubiquitin ligase 
[Schizosaccharomyces pombe] 


0.21 


2615 


14625275 


gi| 14625275 |gb|AAA80360.2| (U39644) Hypothetical 
protein T10E1 0.4 [Caenorhabditis elegans] 


5.3 


2617 


7515479 


gi|7515479|pir||S72298 hypothetical protein 91 - 
Plasmodium falciparum plastid emb|CAA64588.1| 
(X95276) ORF91 [Plasmodium falciparum] 


0.66 


! 2619 


14091855 


gi| 1409 1 855 |gb|AAK53 858 . 1 |AC0 1 678 1_1 2 
(AC0 16781) Hypothetical protein [Oryza sativa] 


0.69 


2621 


8393165 


gi|8393 165|ref|NP_035661 .2| transiently-expressed 
axonal glycoprotein [Mus musculus] 


0.11 


2624 


6754242 


gi|6754242|ref]NP_034603.1| histidine rich calcium 
binding protein [Mus musculus] 
gb|AAD55250.1|AF158597_l (AF158597) histidine- 
rich Ca2+ binding protein [Mus musculus] 


8.1 


2625 


7959261 


gi|7959261|dbj|BAA96024.1| (AB040933) KIAA1500 
protein [Homo sapiens] 


1E-36 
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Table 3B Nearest Neighbor (BlastX vs. Non-Redundant Proteins) 


SEQID 
NO 


ACCESS 
N 


DESCRIPTION 


P VALUE 


2626 


5508828 


gi|5508828|gb|AAD43995.1| (U59485) AttU 
[Agrobacterium tumefaciens] 


0.27 


2627 


3643603 


gi|3643603|gb|AAC42250.1| (AC005395) unknown 
protein [Arabidopsis thaliana] 


4.7 


2630 


5453906 


gi|5453906|reflNP_0063 10. 1| CDP-thacylglyceroI- 
inositol 3-phosphatidyltransferase (phosphatidylinositol 
synthase) [Homo sapiens] ref|XP_008065.1| CDP- 
diacylglycerol— inositol 3-phosphatidyltransferase 
(phosphatidylinositol synthase) [Homo sapiens] 
ref]XP_043951.1| CDP-diacylglycerol-inositol 3- 
phosphatidyltransferase (phosphatidylinositol synthase) 
[Homo sapiens] sp|014735|PIS_HUMAN CDP- 
DIACYLGLYCEROL-INOSITOL 3- 
PHOSPHATIDYLTRANSFERASE 
(PHOSPHATIDYLINOSITOL SYNTHASE) (PTDINS 
SYNTHASE) (PI SYNTHASE) gb|AAB94860. 1 1 
(AF0 14807) phosphatidylinositol synthase (Homo 
sapiens] gb|AAH01444.1|AAH01444 (BC001444) CDP 
diacylglycerol— inositol 3-phosphatidyltransferase 
(phosphatidylinositol synthase) [Homo sapiens] 


7 


2631 


7515479 


gi|7515479|pir||S72298 hypothetical protein 91 - 
Plasmodium falciparum plastid emb|CAA64588.1| 
(X95276) ORF91 [Plasmodium falciparum] 


0.71 


2636 


11467075 


gi|l 1467075|ref|NP_042551.1| ribosomal protein L5 
[Acanthamoeba castellanii] sp|P46764|RM05_ACACA 
MITOCHONDRIAL 60S RIBOSOMAL PROTEIN L5 
pir)|S53852 ribosomal protein L5 - Acanthamoeba 
castellanii mitochondrion gb|AAD11844.1| (U12386) 
ribosomal protein L5 [Acanthamoeba castellanii] 


2.3 


2639 


1352549 


gi|1352549|sp|P48906[NU2M_HANWI NADH- 
UBIQUINONE OXIDOREDUCTASE CHAIN 2 


4.1 


2642 


13111580 


gi| 1 3 1 1 1 5 80|gb| AAK 12385.1 1 AF29609 1 _1 (AF29609 i ) 
polyprotein [Porcine teschovirus] 


2.4 


2646 


1314734 


gi|1314734|gb|AAA99804.1| (U54641) 220 kDa silk 
protein [Chironomus thummi] 


1.9 


2651 


7001374 


gi|700 1 374|gb|AAF3487 1 . 1|AF 1 12 1 84_1 ( AF 1 12 1 84) 
serine/threonine kinase NKIATRE alpha [Rattus 
norvegicus] 


2.9 


2653 


2687582 


gi|2687582|gb|AAB88853.1| (AF032875) protein kinase 
[Mus musculus] 


7.2 
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Table 3B Nearest Neighbor (BlastX vs. Non-Redundant Proteins) 


SEQID 
NO 


ACCESS 
N 


DESCRIPTION 


P VALUE 


2654 


10636263 


gi|10636263|emb|CAC10528.1| (AJ293919) putative 
inositol 1,4,5-trisphosphate receptor [Caenorhabditis 
briggsae] 


5 


2663 


5902891 


gi|5902891|dbj|BAA84474.1| (AB032367) type I 
polyketide synthase AVES 1 [Streptomyces avermitilis] 


0.087 


2664 


4567214 


gi|4567214|gb|AAD23629.1|AC0071 13_2 (AC0071 13) 
putative villin [Arabidopsis thaliana] 


6.4 


2665 


2326816 


gi|2326816|emb|CAA99382.1| (Z75081) ORF 
YOR172w [Saccharomyces cerevisiae] 


0.46 


2667 


14285987 


gi|14285987|sp|083933|Y967_TREPA 
HYPOTHETICAL PROTEIN TP0967 pir||B7 1 260 
hypothetical protein TP0967 - syphilis spirochete 
gb|AAC65925.1| (AE001264) T. pallidum predicted 
coding region TP0967 [Treponema pallidum] 


6.9 


2669 


6678247 


gi|6678247|ref]NP_033358. 1| transcription factor 7-like 
1 [Mus musculus] emb|CAAl 1070.1| (AJ223069) TCF- 
3 protein [Mus musculus] 


3.4 


2671 j 


7491697 


gi|7491697|pir||T40527 hypothetical protein 
SPBC530. 11c - fission yeast (Schizosaccharomyces 
pombe) emb|CAA19177.1| (AL023634) putative 
transcriptional regulator [Schizosaccharomyces pombe] 


4.9 


2673 


5459308 


gi|5459308|emb|CAB50693.1| (AI238951) CE9 protein 
[Canis familiaris] 


8.8 


2675 


7959261 


gi|7959261|dbj|BAA96024.1| (AB040933) KIAA1500 
protein [Homo sapiens] 


1E-36 


2680 


14520279 


gi|14520279|ref|NP 125754. 11 hypothetical protein 
[Pyrococcus abyssi] pir||B75192 hypothetical protein 
PAB2304 - Pyrococcus abyssi (strain Orsay) 
emb|CAB48985.1| (AJ248283) hypothetical protein 
[Pyrococcus abyssi] 


6.7 


2681 


12654531 


gi|12654531|gb|AAH01098.1|AAH01098 (BC001098) 
Unknown (protein for IMAGE:3508043) [Homo 
sapiens] 


2.8 


2682 


12657687 


gi|12657687|gb|AAK0 1000.11 (AF178873) NADH 
dehydrogenase subunit 1 [Archiearis parthenias] 


0.68 
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Table 3B Nearest Neighbor (BlastX vs. Non-Redundant Proteins) 


SEQID 
NO 


ACCESS 
N 


DESCRIPTION 


P VALUE 


2686 


6319517 


gi|63 195 17|ref]NP_009599. 1| Ybr043cp 
[Saccharomyces cerevisiae] sp|P38227(YBP3_YEAST 
HYPOTHETICAL 77.3 KDA PROTEIN IN FAT1- 
TCM62 INTERGENIC REGION pir||S45901 probable 
membrane protein YBR043c - yeast (Saccharomyces 
cerevisiae) emb|CAA84985.1| (Z35912) ORF YBR043c 
[Saccharomyces cerevisiae] 


• 

7.2 


2691 


7019565 


gi|7019565|ref]NPJ)37528.1| ubiquitin specific protease 
25; ubiquitin specific protease USP25 [Homo sapiens] 
ref|XP_047738.1| ubiquitin specific protease 25 [Homo 
sapiens] gb|AAF24998.1|AF134213_l (AF134213) 
ubiquitin-specific protease [Homo sapiens] 


2E-20 


2693 


2130214 


gi|2130214|pir||S67381 tubulin-folding cofactor D 
homolog - fission yeast (Schizosaccharomyces pombe) 
pir||T393 19 tubulin-folding cofactor D homolog - fission 
yeast (Schizosaccharomyces pombe) emb|CAA20686.1| 
(AL03 1528) tubulin-folding cofactor d. 
[Schizosaccharomyces pombe] 


3.9 


2696 


2120601 


gi|2120601|pir||JC6030 3-oxo-5alpha-steroid 4- 
dehydrogenase (EC 1.3.99.5) - Comamonas testosteroni 
gb|AAB085 17.1| (L23428) delta 4, 5-alpha steroid 
dehydrogenase [Comamonas testosteroni] 


4.6 


2697 


4263524 


gi|4263524|gb|AAD 15350. 1| (AC004044) hypothetical 
protein [Arabidopsis thaliana] emb|CAB7776Ll| 
(AL161495) hypothetical protein [Arabidopsis thaliana] 


5.8 


2698 


5453072 


gi|5453072|gb|AAD43426.1| (AF073977) olfactory 
receptor [Mus musculus domesticus] 


1.1 


2701 


7298915 


gi|7298915|gb|AAF54120.1| (AE003675) CG10267 
gene product [Drosophila melanogaster] 


0.86 


2703 


158148 


gi|158148|gb|AAA28827.1| (M19537) RNA polymerase 
II largest subunit (, EC 2.7.7.6) [Drosophila 
melanogaster] 


0.95 


2706 


7492334 


gi|7492334|pir||T37965 probable 40s ribosomal protein - 
fission yeast (Schizosaccharomyces pombe) 
emb|CAB16715. 1| (Z9953 1) putative component of U3 
snoRNP, required for pre-18S rRNA processing 
[Schizosaccharomyces pombe] 


6.8 
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SEQID 
NO 


ACCESS 
N 


DESCRIPTION 


P VALUE 


2709 


9366627 


gi|9366627|emb|CAB953 89.1| (AL359782) conserved 
hypothetical protein, CHR1.84 [Trypanosoma brucei] 


9.2 


2713 


7436828 


gi|7436828|pir||T00129 hypothetical protein 7 - 
Leptospira interrogans (fragment) dbj|BAA24376.1| 
(ABO 10203) ORF7; putative [Leptospira interrogans] 


7.2 


2715 


3805770 


gi|3805770|gb|AAC69148.1| (U78721) auxin response 
transcription factor 3 (ETTIN/ARF3) [Arabidopsis 
thaliana] gb|AAG53998.1|AF336917_l (AF336917) 
ARF3 [Arabidopsis thaliana] 
gb|AAK26023.1|AF360313_l (AF3603 13) ARF3 
[Arabidopsis thaliana] 


0.65 


2716 


5454158 


gi|5454158|reflNP_006286.1| valyl-tRNA synthetase 2 
[Homo sapiens] sp|P26640|SYV2_HUMAN VALYL- 
TRNA SYNTHETASE 2 (VALINE— TRNA LIGASE 
2) (VALRS 2) gb|AAD2 1819.1| (AF134726) G7A 
[Homo sapiens] 


1.6 


2721 


7019565 


eil7019565lreflNP 037528 1 1 ubiauitin snecific nrotease 
25; ubiquitin specific protease USP25 [Homo sapiens] 
ref]XP_047738.1| ubiquitin specific protease 25 [Homo 
sapiens] gb|AAF24998.1|AF134213_l (AF134213) 
ubiquitin-specific protease [Homo sapiens] 

~ r Mr L r J 


8E-21 


2722 


13186335 


gi|13186335|gb|AAK15378.1| (AF211 133) tryptophanyl- 
tRNA synthetase [Carsonella ruddii] 


8.9 


2726 


7514607 


gi|7514607|pir||A71301 conserved hypothetical protein 
TP0636 - syphilis spirochete gb|AAC65610.1| 
(AE001238) conserved hypothetical protein [Treponema 
pallidum] 


9.4 


2727 


13129046 


gi|13129046|refiNP_076972.1| hypothetical protein 
MGC2718 [Homo sapiens] reflXP 017742.2| 
hypothetical protein MGC27 1 8 [Homo sapiens] 
reflXP_043040.1| hypothetical protein MGC2718 
[Homo sapiens] gb| AAH0 1 076. 1|AAH0 1076 
(BC001076) Unknown (protein for MGC2718) [Homo 
sapiens] gb|AAH05 121.1 |AAH05 1 2 1 (BC005 121) 
hypothetical protein MGC2718 [Homo sapiens] 


3.2 
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SEQ ID 
NO 


ACCESS 
N 


DESCRIPTION 


P VALUE 


2730 


11466216 


gi|l 14662 16|ref]NP_066539. 1| haem lyase [Naegleria 
gruberi] gb|AAG17817.1|AF288092_42 (AF288092) 
haem lyase [Naegleria gruberi] 


1.4 


2734 


14701844 


gi|14701844|gb|AAK72251.1| (AF378136) MB2 
[Plasmodium falciparum] 


3.3 


2739 


7486489 


gi|7486489|pir||T00671 hypothetical protein F6E13.4 - 
Arabidopsis thaliana gb|AAC23400.1| (AC004005) 
putative methyl chloride transferase [Arabidopsis 
thaliana] gb|AAK73255.1| (AY044314) putative methyl 
chloride transferase [Arabidopsis thaliana] 


8.1 


2747 


7509946 


gi|7509946|pir||T26972 hypothetical protein Y47H9C.4 - 
Caenorhabditis elegans emb|CAA21739.1| (AL032657) 
contains similarity to Pfam domain: PF00008 (EGF-like 
domain), Score=76.2, E-value=2.2e-19, N=17~cDNA 
EST yk20a5.3 comes from this gene-cDNA EST 
yk20a5.5 comes from this gene-cDNA EST yk299al2.3 
comes from this gene-cDNA EST yk467g8.3 comes > 
gb|AAG60061.1|AF332568_l (AF332568) CED-1 
[Caenorhabditis elegans] 


1.6 


2749 


8569100 


gi|8569100|gb|AAF76445. 1|AC015445_12 (AC015445) 
Contains Ribosomal S17 PF|00366 and DLH PF|01738 
domains. [Arabidopsis thaliana] 


9.5 


2750 


7293625 


gi|7293625|gb|AAF48997.1| (AE003512) CG14223 
gene product [Drosophila melanogaster] 


2.9 


2751 


5454050 


gi|5454050|reffNP_006369.1| sema domain, 
immunoglobulin domain (Ig), transmembrane domain 
(TM) and short cytoplasmic domain, (semaphorin) 4D; 
sema domain, immunoglobulin domain (Ig), 
transmembrane domain (TM) and short cytoplasmic 
domain, 4D [Homo sapiens] 
sp|Q92854|SM4D_HUMAN SEMAPHORIN 4D 
PRECURSOR (LEUKOCYTE ACTIVATION 
ANTIGEN CD 100) (BB18) (A8) (GR3) 
gb|AAC50810.1| (U60800) semaphorin [Homo sapiens] 


9 


2761 


9964076 


gi|9964076|gb|AAG098 12. 1|AF275943_1 (AF275943) 
avermectin polyketide synthase [Streptomyces 
avermitilis] 


2.9 


2762 


4234794 


gi|4234794|gb|AAD 12962.1| (AF078135) unknown 
[Leptospira borgpetersenii] 


1.3 
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SEQID 
NO 


ACCESS 
N 


DESCRIPTION 


P VALUE 


2764 


11131078 


gi|l 1 13 1078|sp|O15072|ATS3_HUMAN ADAM-TS 3 
PRECURSOR (A DISINTEGRIN AND 
METALLOPROTEINASE WITH 
THROMBOSPONDIN MOTIFS 3) (ADAMTS-3) 
(ADAM-TS3) dbj|BAA20821.1| (AB002364) 
KIAA0366 [Homo sapiens] 


4E-17 


2765 


6449069 


gi|6449069|gb|AAF08806.1|AF 192748 1 (AF 192748) 
synapsin lb [Lampetra fluviatilis] 


0.008 


2769 


7300358 


gi|7300358|gb|AAF55517.1| (AE003721) CG8045 gene 
product [alt 2] [Drosophila melanogaster] 
gb|AAB34837.2| (S78747) RK2 [Drosophila sp.] ! 


3 


mi 


14731064 


gi|14731064|ref]XP_036165.1| 40679 [Homo sapiens] 


6E-20 


2774 


4927134 


gi|4927134|gb|AAD33018.1|AF131999_l (AF131999) 
putative erythrocyte binding protein EBL-1 
[Plasmodium falciparum] 


8.6 


2775 


11994465 


gi|11994465|dbj|BAB02467.1| (AB025624) contains 
similarity to late embryogenesis abundant 
protein~gene_id:MLD14.16 [Arabidopsis thaliana] 


7.5 


2776 


12852706 


gi|12852706|dbj|BAB29508.1| (AK014697) putative 
[Mus musculus] 


1 


2777 


9972373 


gi|9972373|gb|AAG10623.1|AC022521_l (AC022521) 
Unknown protein [Arabidopsis thaliana] 


3.2 


2779 


12838769 


gi|12838769|dbj|BAB24323.1| (AK005931) putative 
[Mus musculus] 


7.6 


2780 


14743085 


gi|14743085|ref]XP_050026.1| similar to 
immunoglobulin superfamily containing leucine-rich 
repeat (H. sapiens) [Homo sapiens] 


3.4 


2781 


4581140 


gi|4581 140|gb|AAD24624. 1|AC006919_4 (AC006919) 
unknown protein [Arabidopsis thaliana] 


2.8 


2792 


7661684 


gi|7661684|ref|NP_056277.1| DKFZP586L0724 protein 
rHomo saniensl reflXP 038194 11 DKFZP586L0724 
protein [Homo sapiens] reflXP_038195.1| 19734 [Homo 
sapiens] pir||T14789 hypothetical protein 
DKFZp586L0724.1 - human emb|CAB53709.1| 
(AL1 10271) hypothetical protein [Homo sapiens] 
gb|AAH01726.1|AAH01726 (BC001726) Similar to 
DKFZP586L0724 protein [Homo sapiens] 


7 


2793 


13624635 


gi|13624635|emb|CAA10856.2| (AJ222584) maturase- 
like protein [Euglena viridis] 


1.3 
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SEQID 
NO 


ACCESS 
N 


DESCRIPTION 


P VALUE 


2800 


9622888 


gi|9622888|gb|AAF89968. 1|AF200532_1 (AF200532) 
cellulose synthase-8 [Zea mays] 


3.8 


2803 


7499161 


gi|7499161|pir||T25690 hypothetical protein F15A8.6 - 
Caenorhabditis elegans gb|AAB52848. 1| (U97549) 
strong similarity to the type-B carboxylesterase/lipase 
family [Caenorhabditis elegans] 


3.1 


2806 


14746401 


gi| 1 474640 1 jref|XP_03 1 955 . 1 1 ring finger protein 27 
[Homo sapiens] 


0.3 


2809 


14731173 


gi|14731 173|ref]XP_017730.2| IQ motif containing 
GTPase activating protein 2 [Homo sapiens] 


2E-11 


2813 


4567214 


gi|4567214|gb|AAD23629.1|AC0071 13_2 (AC0071 13) 
putative villin [Arabidopsis thalianaj 


3.5 


2817 


2500866 


gi|2500866|sp|Q2041 1|SA1 1_CAEEL SRA-1 1 
PROTEIN pir||T22192 hypothetical protein F44F4.13 - 
Caenorhabditis elegans emb|CAA85461.1| (Z37092) 
contains similarity to Pfam domain: PF021 17 (C .elegans 
Sra family integral membrane protein), Score=675 .6, E- 
value=8.3e-200, N=l [Caenorhabditis elegans] 


3.1 


2818 


15011503 


gi|15011503|gb|AAK77598.1|AF396436_38 
(AF396436) ymf71 [Tetrahymena thermophila] 


5.9 


2823 


11278033 


gi|l 1278033|pir||C81832 transferrin-binding protein A 
NMA2024 [imported] - Neisseria meningitidis (group A 
strain Z2491) gb|AAC13726. 1| (AF058689) transferrin 
binding protein A precursor [Neisseria meningitidis] 
emb|C AB85243.il (AL162757) transferrin-binding 
protein A [Neisseria meningitidis Z2491] 


5 


2825 


3913143 


gi|3913143|sp|023913|AXlB_ARATH 
ALTERNATIVE OXIDASE IB PRECURSOR 
dbj|BAA22624.1| (D89875) alternative oxidase 
[Arabidopsis thaliana] dbj|BAB01774.1| (AB022215) 
alternative oxidase lb precursor [Arabidopsis thaliana] 


1.2 


2827 


12842679 


gi|12842679|dbj|BAB25689.1| (AK008476) putative 
[Mus musculus] 


7.8 


2835 


12848636 


gi|12848636|dbj|BAB28031.1| (AK012100) putative 
[Mus musculus] 


0.083 


2839 


7292152 


gi|7292152|gb|AAF47564.1| (AE003472) Dhc62B gene 
product [Drosophila melanogaster] 


4.6 
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SEQID 
NO 
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N 
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P VALUE 


2846 


9628099 


gi|9628099|refINP_042686. 1| alternative tat protein 
[Jembrana disease virus] gb|AAA64395.1| (U21603) 
alternative tat protein [Jembrana disease virus] 
prf]|2 1 16345E tat gene [Jembrana disease virus] 


3.3 


2855 


4165313 


gi|4165313|dbj|BAA37146.1| (AB022083) SOX30 
protein [Homo sapiens] 


9.2 


2859 


14388365 


gi|14388365|dbj|BAJ360739.1| (AB062957) hypothetical 
protein [Macaca fascicularis] 


0.55 


2864 


14739019 


gi| 147390 19|refIXP_005626.3| deleted in bladder cancer 
chromosome region candidate 1 [Homo sapiens] 


6.3 


2867 


6319950 


gi|63 1 9950|ref]NP_0 1 003 1 . 1 1 Transcription regulator; 
Ycrl06wp [Saccharomyces cerevisiae] 
sp|P2561 1|YCZ6_YEAST PUTATIVE 95.7 KD 
TRANSCRIPTIONAL REGULATORY PROTEIN IN 
PAU3-AAD3 INTERGENIC REGION pir||S19418 
probable membrane protein YCR106w - yeast 
(Saccharomyces cerevisiae) emb|CAA4223 8 . 1 1 
(X59720) hypothetical protein [Saccharomyces 
cerevisiae] 


9.1 


2870 


14724850 


gi|14724850|ref|XP_050192.1| 29140 [Homo sapiens] 


2.2 


2871 


4587097 


gi|45 87097|dbj|BAA766 1 6. 1 1 (ABO 1 9045) 
OMPdecarboxylase [Rhizomucor pusillus] 


9.7 


2873 


7522108 


gi|7522108|pir||T29097 pro-poI-dUTPase polyprotein - 
murine endogenous retrovirus ERV-L (fragment) 
emb|CAA73251. 1| (Y12713) protease; reverse 
transcriptase; RNaseH; integrase; dUTPase; Pro-Pol- 
dUTPase polyprotein [Mus musculus] 


0.003 


2875 


7482073 


gi|7482073|pir||B69010 conserved hypothetical protein 
MTH1078 - Methanobacterium thermoautotrophicum 
(strain Delta H) gb|AAB85567.1| (AE000879) 
conserved protein [Methanothermobacter 
thermautotrophicus] . 


4.6 


2876 


11360401 


gi|l 1360401|pir||T42759 Muncl3-3 protein - rat 


0.000000005 




5091521 


gi|5091521|dbj|BAA78756.1| (AB023482) Hypothetical 
protein [Oryza sativa] 


2.1 


2881 


13810543 


gi|13810543|dbj|BAB43950.1| (AB051633) ookinete 
surface protein Pos28-2 [Plasmodium ovale] 


3 


2882 


1 

5091521 


gi|5091521|dbj|BAA78756.1| (AB023482) Hypothetical 
protein [Oryza sativa] 


2.1 
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Table 3B Nearest Neighbor (BlastX vs. Non-Redundant Proteins) 


SEQID 
NO 


ACCESS 
N 


DESCRIPTION 


P VALUE 


2887 


6723244 


gi|6723244|dbj|BAA89640.1| (AB036666) similar to 
terminase large subunit of phage lambda [Wolbachia sp. 
wKue] 


7.1 


2889 


7494347 


gi|7494347|pir||E71625 variant-specific surface protein 
1 truncated homolog PFB0020c - malaria parasite 
(Plasmodium falciparum) gb|AAC71794.1| (AE001366) 
PfEMPl fragment [Plasmodium falciparum] 


5 


2890 


6942188 


gi|6942188|gb|AAF32349.1|AF220008_l (AF220008) 
coilin p80 [Danio rerio] 


0.11 


2891 


10639397 


gi| 1 0639397|emb|CAC 1 1 399. 1 1 (AL445063) 
hypothetical membrane protein [Thermoplasma 
acidophilum] 


8.5 


2898 


10800417 


gi|10800417|ref!NP_006759.2| BRCA1 associated 
protein [Homo sapiens] 


0.98 


2901 


7488089 


gi|7488089|pir||T02283 probable disease resistance 
protein T13D8.20 - Arabidopsis thaliana 
gb|AAC24071.1| (AC004473) Contains similarity to 
TMV resistance protein N homolog gb|2245048 from A. 
thaliana chromosome 4 contig gb|Z97342. [Arabidopsis 
thaliana] 


8.5 


2904 


10728394 


gi|10728394|gb|AAF45654.2| (AE003421) EG:171E4.2 
gene product [Drosophila melanogaster] 


1.4 


2905 


10956333 


gi|10956333|reflNP_052782.1| pXOl-86 [Bacillus 
anthracis] pir||F59101 hypothetical protein pXO 1-86 - 
Bacillus anthracis virulence plasmid pXOl 
gb|AAD32390.1|AAD32390 (AF065404) pXOl-86 
[Bacillus anthracis] 


9.7 


2906 


4028153 


gi|4028153|gb|AAC96117.1| (AF083221) putative 
neurotransmitter receptor [Takifugu rubripes] 


2.8 


2909 


12836120 


gi|12836120|dbj|BAB23511.1| (AK004729) putative 
[Mus musculus] 


5.3 


2911 


1778844 


gi|1778844|gb|AAB40929.1| (U83086) LimA 1 
[Dictyostelium discoideum] j 


13 


2913 


3192956 


gi|3192956|gb|AAC4 1298.1| (AF033670) T-Box protein 
4 [Gallus gallus] 


3.1 


2914 


7506147 


gi|7506147|pir||T33303 hypothetical protein R01B10.4 - 
Caenorhabditis elegans gb|AAC17768.1| (AF068718) 
R.01B10.4 gene product [Caenorhabditis elegans] 


0.4 
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Table 3B Nearest Neighbor (BlastX vs. Non-Redundant Proteins) 


SEQ ID 
NO 


ACCESS 
N 


DESCRIPTION 


P VALUE 


2915 


6041793 


gi|6041793|gb|AAF02113.1|AC009755_6(AC009755) 
putative auxin-independent growth promoter 
[Arabidopsis thaliana] 


2.1 


2916 


5803098 


gi|5803098|refINP_006757.1| zinc finger protein 220; 
Monocytic leukemia zinc finger protein [Homo sapiens] 
sp|Q92794|MOZ_HUMAN MONOCYTIC 
LEUKEMIA ZINC FINGER PROTEIN (ZINC 
FINGER PROTEIN 220) gb|AAC50662.1| (U47742) 
monocytic leukaemia zinc finger protein [Homo sapiens] 


0.084 


2919 


10639353 


gi|10639353|emb|CACH355.1|(AL445063) 
hypothetical membrane protein [Thermoplasma 
acidophilum] 


3.1 


2920 


13235586 


gi|13235586|emb|CAC33776.1| (AJ301807) SclB 
protein [Streptococcus pyogenes] 


9.7 


2925 


7507618 


gi|7507618|pir||T33548 hypothetical protein T10D4.8 - 
Caenorhabditis elegans 


4.3 


2928 


7522108 


gi|7522108|pir||T29097 pro-pol-dUTPase polyprotein - 
murine endogenous retrovirus ERV-L (fragment) 
emb|CAA73251.1| (Y12713) protease; reverse 
transcriptase; RNaseH; integrase; dUTPase; Pro-Pol- 
dUTPase polyprotein [Mus musculus] 


1.2 


2932 


13542796 


gi|13542796|gb|AAH05601.1|AAH05601 (BC005601) 
Similar to RIKEN cDNA 1 1 10061A19 gene [Mus 
musculus] 


6.4 


2934 


417869 


gi|417869|sp|P33007|TERP_PSESPTERPREDOXIN 
(TDX) pir||E42971 terpredoxin - Pseudomonas sp 
gb|AAA25998:l| (M91440) terpredoxin [Pseudomonas 
sp] 


3.7 


2938 


7433891 


gi|7433891|pir||T00981 flavonol 3-O-glucosyltransferase 
homolog T9 J22 . 1 5 - Arabidopsis thaliana 
gb| AAC14497.1| (AC002505) putative 
glucosyltransferase [Arabidopsis thaliana] 


6.8 


2939 


15021546 


gi| 1 502 1 546|gb|AAK77823 . 1 |AF369029_1 54 
(AF369029) ORF154 [white spot syndrome virus] 


0.25 


2944 


11466694 


gi|11466694|reflNP_039290.1| ORF370i [Marchantia 
polymorpha] sp|P12174|MATK_MARPO PROBABLE 
INTRON MATURASE pir||A05034 hypothetical 
protein 370i - liverwort (Marchantia polymorpha) 
chloroplastemb|CAA28076.1| (X04465) ORF370i 
[Marchantia polymorpha] 


4.3 
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Table 3B Nearest Neighbor (BlastX vs. Non-Redundant Proteins) 


SEQID 
NO 


ACCESS 
N 


DESCRIPTION 


P VALUE 


2945 


7302236 


gi|7302236|gb|AAF57330.1| (AE003786) CG10416 
gene product [Drosophila melanogaster] 


1.4 


2950 


2495638 


gi|2495638|sp|P765 1 l|YFDO_ECOLI 
HYPOTHETICAL 14.4 KDA PROTEIN IN INTC- 
DSDC INTERGENIC REGION pir||C65009 
hypothetical protein b2358 - Escherichia coli (strain K- 
12) gb|AAC754 17.1| (AE000324) orf, hypothetical 
protein [Escherichia coli K12] 


4.5 


2955 


220578 


gi|220578|dbj|BAA00447. 1| (D00570) open reading 
frame (25 1 AA) [Mus musculus] 


4.2 


2958 


12855573 


gi|12855573|dbj|BAB30384.1| (AK016695) putative 
[Mus musculus] 


0.007 


2963 


2981631 


gi|2981631|dbj|BAA25253.1| (AB012223) ORF2 [Canis 
familiaris] 


0.29 


2966 


7657401 


gi|7657401|ref[NP_056616.1| neuropathy target 
esterase; Swiss cheese [Mus musculus] 
gb|AAD51700.1|AF173829_l (AF173829) neuropathy 
target esterase homolog [Mus musculus] 


1.5 


2967 


14285535 


gi|14285535|sp|P71399|LSGl_HAEIN LSG LOCUS 
PUTATIVE PROTEIN 1 


4.8 


2973 


14423780 


gi|14423780|sp|O95013|O4F3_HUMAN OLFACTORY 
RECEPTOR 4F3 gb|AAD05195.1| (AC004908) similar 
to rat olfactory receptor OR18; similar to S29710 
(PID:g423702) [Homo sapiens] 


3E-35 


2975 


14771691 


gi|14771691|reflXP_045484.1| 67354 [Homo sapiens] 


1.3 


2978 


6573738 


gi|65 73 73 8 |gb| AAF 1 765 8 . 1 1 AC009398_7 (AC0093 98) 
F20B24.13 [Arabidopsis thaliana] 


8.5 


2982 


13811437 


gi|13811437|gb|AAK40121.1| (AF354707) type II 
deodinase [Xenopus laevis] 


2.4 


2986 


7522108 


gi|7522108|pir||T29097 pro-pol-dUTPase polyprotein - 
murine endogenous retrovirus ERV-L (fragment) 
emb|CAA73251.1| (Y 127 13) protease; reverse 
transcriptase; RNaseH; integrase; dUTPase; Pro-Pol- 
dUTPase polyprotein [Mus musculus] 


0.00001 


2990 


12722927 


gi| 1 2722927|gb|AAK04 181.1 1 AE006247_3 (AE006247) 
UNKNOWN PROTEIN [Lactococcus lactis subsp. 
lactis] 


1.3 
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Table 3B Nearest Neighbor (BlastX vs. Non-Redundant Proteins) 


SEQID 
NO 


ACCESS 
N 


DESCRIPTION 


P VALUE 


2994 


11346713 


gi|l 1346713|pir||F81302 hypothetical protein Cjl009c 
imported] - Campylobacter jejuni (strain NCTC 1 1 168) 
emb|CAB73265.1| (AL139077) hypothetical protein 
Cj 1009c [Campylobacter jejuni] 


4.1 


2995 


7321945 


gi|7321945|gb|AAC60504.2| (S68356) action potential 
jroadening potassium channel [Aplysia sp.] 


4.2 


3003 


11360394 


gi|l 1360394|pir||T42731 atrophin-1 related protein - rat 
gb|AAA98970.1| (U44091) atrophin-1 related protein 
Rattus norvegicus] 


7.6 


3005 


10765337 


gi|10765337|gb|AAG22997.1| (AF 188579) glycoprotein 
Bovine respiratory syncytial virus] 


1.9 


3006 


5803252 


gi|5803252|dbj|BAA83562.1| (AP000399) hypothetical 
protein [Oryza sativa] 


0.046 


3007 


7662688 


gi|7662688|gb|AAF66138.1| (L00016) urf4 [Homo 
sapiens] 


1.7 


3013 


14150037 


gi|14150037|refjNP_l 15666.1| hypothetical protein 
DKFZp761C121 [Homo sapiens] ref|XP_027894.1| 
hypothetical protein DKFZp761C121 [Homo sapiens] 
emb|CAB66495. 1| (AL 13 6560) hypothetical protein 
[Homo sapiens] 


0.00000001 


3014 


7243706 


gi|7243706|gb|AAF43421.1|AF233291_l (AF233291) 
epsin-like protein [Drosophila melanogaster] 


6.5 


3019 


7293274 


gi|7293274|gb|AAF48655.1| (AEO03503) CG9644 gene 
product [Drosophila melanogaster] 


0.47 


3025 


11414881 


gi| 1 14 1 488 1 |dbj|BAB 1 8568 . 1 1 (AB028 1 73) HCCA2 
[Homo sapiens] 


8.6 


3026 


1 1359423 


gi|l 1359423|pir||T48729 hypothetical protein 8D4.30 
[imported] - Neurospora crassa emb|CAB88545.1| 
(AL353819) conserved hypothetical protein 
[Neurospora crassa] 


0.66 


3028 


2118405 


gi|2 1 1 8405 |pir||I5 1018 cobra venom factor precursor - 
monocled cobra gb|AAA68989.1| (U09969) cobra 
venom factor precursor [Naja naja] 


3.1 


3029 


2739145 


gi|2739145|gb|AAC98522.1| (AF030306) envelope 
protein; ORF4 [Porcine reproductive and respiratory 
syndrome virus] 


4.3 


3030 


13549158 


gi| 1 3549158|gb|AAK29672. 1|AF353095_1 (AF353095) 
protein synthesis initiation factor eIF2 beta [Arabidopsis 
thaliana] 


6.3 
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Table 3B Nearest Neighbor (BlastX vs. Non-Redundant Proteins) 


SEQ ID 
NO 


N 


DESCRIPTION 


P VALUE 


3034 


14753542 


gi|14753542|reflXP_046011.1| 53288 [Homo sapiens] 


0.000000006 


3042 


3150471 


oil"? 1 S0471lcrhlA AC1 69X9 II fAF067?I \\ HvnnthptiV.nl 

protein B0205.2 [Caenorhabditis elegans] 


0.56 


3044 


14734012 


gi|14734012|ref)XP_051005.1| KIAA1297 protein 
[Homo sapiens] 


0.16 


3047 


749^994 


gi|7493994|pir||JC6564 cellobiose oxidase (EC 1.1.3.25) 

nrpr>iir<;nr - white-rot fiinoii*; ^Trametp^ versirnlnr^ 


6.1 


- 

3056 


1 1 
1 IHjJ 1 


lyl'J^II^IDAOIIyllATn TJCV 1 XT AT DUA TD A ATC 

gl(l A4JM|Sp|FUoJ 1 4| At lz_nbV Ir AJ^FrlA 1KAJN5- 
INDUCING FACTOR 77 KD PROTEIN pir||TNBE77 
/ / jv aipna Lrana-inuu.ciiig piuicin iiuiiidn iicrpcsviiua i 
(strain F) gb|AAA45768T| (M15621) alpha trans- 

i-nHnfifify tci r*tr\T 771fh rTintTisiri nPmpcT/inic 1 1 
IIlLlU.L'lllg, Id^lUl / / rv U pilllllail lid pCo V 11 Uj 1J 


7 


3069 


6562755 


gi|6562755|emb|CAB62894.1| (AL035475) possible 
ribosomal protein [Plasmodium falciparum] 


6.4 


3071 


804764 


cri 1X047641 oh! A A AfiSQQQ 11 rrvT978?6^ npntrnl nrnfp^Qp 

large subunit [Homo sapiens] 


0.00003 


3079 


14768311 


gi ah / ooj i i |rei|-/v.r uh-oj-'o. i| rn.cu.iyi v^pvj uuiuuig 
protein 2 [Homo sapiens] 


0.65 


3080 


11994604 


gi|l 1994604|dbj|BAB02658. 1| (AP002062) 
gene_id:T22B 15.1 1 -unknown protein [Arabidopsis 
thaliana] 


5 


3083 


7302673 


gi| / juzo / j)gQ\r\j\r d 1 1 j D. ij ^rviiuujouuj siau gene 
product [alt 2] [Drosophila melanogaster] 


9.2 


3085 


7494170 


gi|7494170|pir||D71613 GAF domain protein (cyclic nt 
signal transduct) PFB05 lOw - malaria parasite 
(Plasmodium falciparum) gb|AAC7189Ll| (AE001399) 
vxrvr ciurridiii proicui yoyoiii/ in aigucii iiaiiouuvi.y 
[Plasmodium falciparum] 


8.1 


3087 


14590168 


gi|14590168|ref]NP_142233.1) hypothetical protein 
TPvrococcus horikoshiil oirllF71247 hvnothetical orotein 
PH0237 - Pyrococcus horikoshii dbj|BAA29309.1| 
(AP000001) 230aa long hypothetical protein 
[Pyrococcus horikoshii] 


2.3 


3097 


14326099 


gi|14326099|gb|AAK60138.1|AF365405_l (AF365405) 
ribosomal protein S14 [Schizosaccharomyces pombe] 


3. 
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Table 3B Nearest Neighbor (BlastX vs. Non-Redundant Proteins) 


SEQID 
NO 


ACCESS 
N 


DESCRIPTION 


P VALUE 


3098 


2499244 


gi|2499244|sp|Q35 140|NU2M_NEUCR NADH- 
UBIQUINONE OXIDOREDUCTASE CHAIN 2 
pir||A25096 NADH dehydrogenase (ubiquinone) (EC 
1.6.5.3) chain 2 - Neurospora crassa mitochondrion 
emb|CAA274 18.1| (X03793) put. URF-2 like protein 
(aa 1-583) [Neurospora crassa] 


8.1 


3101 


113668 


gi|113668|sp|P23961|ALUC_HUMAN !!!! ALU 
CLASS C WARNING ENTRY MM 


6.5 


3105 


12721131 


gi| 12721 13 l|gb|AAK02908.1| (AE006121) unknown 
[Pasteurella multocida] 


9.2 


3107 


12621134 


gi|12621134|ref]NP_075244.1| MEGF6 [Rattus 
norvegicus] pir||T 13954 MEGF6 protein - rat 
dbj|BAA32462.1| (AB011532) MEGF6 [Rattus 
norvegicus] 


2.1 


3108 


1346666 


gi|1346666|sp|P48305|NB5M_BOVIN NADH- 
UBIQUTNONE OXIDOREDUCTASE B15 SUB UNIT 
(COMPLEX I-B15) (CI-B15) pir||S28237 NADH 
dehydrogenase (ubiquinone) (EC 1.6.5.3) chain B15 - 
bovine emb|CAA46107.1| (X64898) B15 subunit of the 
NADH: ubiquinone oxidoreductase complex [Bos 
taurus] 


0.47 


3111 


462022 


gi|462022|sp|P33948|ERD2_PLAFA ER LUMEN 
PROTEIN RETAINING RECEPTOR pir||S39609 
ERD2 protein - malaria parasite (Plasmodium 
falciparum) emb|CAA81128.1| (Z26043) ERD2 
[Plasmodium falciparum] emb|CAA52861.1| (X74869) 
PFERD2 [Plasmodium falciparum] 


0.95 


3114 


12831427 


gi|12831427|gb|AAK02082.1| (AY0 14401) site-specific 
recombinase IntIA [Listonella pelagia] 


8.3 


3117 


7657530 


gi|7657530|ref)NP_055248. 1| rhabdoid tumor deletion 
region protein 1 [Homo sapiens] ref)XP_009866. 1| 
rhabdoid tumor deletion region protein 1 [Homo 
sapiens] ref]XP_037053.1| rhabdoid tumor deletion 
region protein 1 [Homo sapiens] 
gb|AAF02484.1|AF133587_l (AF133587) rhabdoid 
tumor deletion region protein 1 [Homo sapiens] 
gb|AAH08986.1|AAH08986 (BC008986) rhabdoid 
tumor deletion region protein 1 [Homo sapiens] 


7.8 


3123 


12083527 


gi|12083527|gb|AAG48836.1|AC084218_6 
(AC0842 18) similar to Arabidopsis thaliana DNA- 
directed RNA polymerase (EC 2.7.7.6) II largest chain 
(JDMU 1 ) [Oryza sativa] 


6.9 
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Table 3B Nearest Neighbor (BlastX vs. Non-Redundant Proteins) 


SEQ ID 
NO 


ACCESS 
N 


DESCRIPTION 


P VALUE 


3126 


2565196 


gi|2565196|gb|AAB81938.1| (AF000381) non-functional 
folate binding protein [Homo sapiens] 


8.8 


• 

3132 


8923808 


gi|8923808|ref|NP_060941. 1| uncharacterized 
hypothalamus protein HT010 [Homo sapiens] 
gb|AAF67649.1|AF220184_l (AF220184) 
uncharacterized hypothalamus protein HT010 [Homo 
sapiens] 


7E-13 


3138 


14755072 


gi|14755072|ref|XP_048449.1| hypothetical protein 
XP_048449 [Homo sapiens] 


9.5 


3141 


1085507 


gi|1085507|pir||S52306 zinc finger protein 10 - mouse 
emb|CAA85283. 1| (Z36270) GC Binding Protein - 23b 
[Mus musculus] i 


6.7 


3142 


4417278 


gi|4417278|gb|AAD20403.1| (AC007019) unknown 
protein [Arabidopsis thaliana] 


2.8 


3148 


12084884 


gi|12084884|ref|NP_073349.1| UL54 post-translational 
gene regulation protein [Meleagrid herpesvirus 1] 
gb|AAG45793.1|AF291866_60 (AF291866) UL54 post- 
translational gene regulation protein [Meleagrid 
herpesvirus 1] 


8.2 


3151 


13122204 


gi|13122204|emb|CAB89584.2| (AL354512) possible 
non-canonical ubiquitin conjugating enzyme 1 
[Leishmania major] 


0.65 


3153 


418745 


gi|418745|pir||S34959 NADH dehydrogenase 
(ubiquinone) (EC 1.6.5.3) chain 4 - Crithidia oncopelti 
mitochondrion emb|CAA39491.1| (X56015) NADH 
dehydrogenase subunit 4 [Crithidia oncopelti] 


• 

1 


3157 


6015766 


gi|6015766|emb|CAB57593.1| (Y18930) hypothetical 
protein [Sulfolobus solfataricus] 


7.7 


3162 


6983867 


gi|6983867|dbj|BAA90802. 1| (AP001 168) Similar to 
putative salt-inducible protein (AC006248) [Oryza 
sativa] 


2.8 


3163 


11467948 


gi|l 1467948|sp|O65404|ERl 1_ARATH SQUALENE 
MONOOXYGENASE 1,1 (SQUALENE EPOXIDASE 
1,1) (SE 1,1) dbj|BAB08406.1| (AB016883) squalene 
monooxygenase [Arabidopsis thaliana] 


6.1 


3167 


3461813 


gi|3461813|gb|AAC32907.1| (AC004138) putative 
sucrose-proton symporter [Arabidopsis thaliana] 
emb|CAB92307.1| (AJ289165) sucrose transporter 
[Arabidopsis thaliana] 


4.4 
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Table 3B Nearest Neighbor (BlastX vs. Non-Redundant Proteins) 


SEQID 
NO 


ACCESS 
N 


DESCRIPTION 


P VALUE 


3168 


6753576 


gi|6753576|reflNP_034128.1| cytochrome P450, 2bl0, 
phenobarbitol inducible, type b [Mus musculus] 
sp|P12791|CPBA_MOUSE CYTOCHROME P450 
2B10 (CYPIIB10) (TESTOSTERONE 16-ALPHA 
HYDROXYLASE) (P450-16-ALPHA) (CLONE 
PF3/46) pir||B31047 testosterone 16alpha-hydroxylase 
(EC 1 . 14. 14.-) cytochrome P450 2B10 - mouse 
gb|AAA40425.1| (M2 1856) testosterone 16-alpha- 
hydroxylase [Mus musculus] 


7.6 


3174 


585811 


gi|5858 1 l|sp|Q085 17|REFR_SPVKA RIFAMPICIN 
RESISTANCE PROTEIN (62 KD PROTEIN) 
gb|AAA16176.1| (L22012) ORF H1L [Swinepox virus] 


6.9 


3176 


14714688 


gi|147 14688|gb|AAH10485. 1|AAH10485 (BCO 10485) 
Unknown (protein for MGC:7224) [Mus musculus] 


2.1 


3178 


10047191 


gi|10047191|dbj|BAB13389.1| (AB046783) KIAA1563 
protein [Homo sapiens] 


4E-26 


3180 


6324246 


gi|6324246|reflNP_0143 16. 1| Ynl083wp 
[Saccharomyces cerevisiae] pir||S57539 probable 
membrane protein YNL083w - yeast (Saccharomyces 
cerevisiae) emb|CAA61427.1| (X89016) ORFN2312 
[Saccharomyces cerevisiae] emb|CAA95958.1| 
(Z71359) ORF YNL083w [Saccharomyces cerevisiae] 


0.24 


3184 


7494290 


gi|7494290|pir||C71618 hypothetical protein PFB0315w 
malaria parasite (Plasmodium falciparum) 
gb|AAC7 1852.1| (AE001386) hypothetical protein 
[Plasmodium falciparum] 


0.084 


3185 


6754948 


gi|6754948|ref[NP_036089.1| origin recognition 
complex, subunit 5 homolog (S. cerevisiae); mouse 
origin recognition complex 5 [Mus musculus] 
sp|Q9WUV0|ORC5_MOUSE ORIGIN 
RECOGNITION COMPLEX SUBUNIT 5 
emb|CAB43767.1| (AJ007360) ORC5-related protein 
[Mus musculus] gb|AAH06927. 1|AAH06927 
(BC006927) origin recognition complex, subunit 5 
homolog (S. cerevisiae) [Mus musculus] 


8.5 


3199 


7295489 


gi|7295489|gb|AAF50803.1| (AE003567) CG10671 
gene product [Drosophila melanogaster] 


4.3 
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Table 3B Nearest Neighbor (BlastX vs. Non-Redundant Proteins) 


SEQID 
NO 


ACCESS 
N 


DESCRIPTION 


P VALUE 


3203 


14741894 


gi|14741894|ref|XP_049656.1| hypothetical protein 
XP_049656 [Homo sapiens] 


4 


3208 


14520989 


gi|14520989|reflNP_126464.1| hypothetical protein 
Pyrococcus abyssi] pir||F75122 hypothetical protein 
PAB1844 - Pyrococcus abyssi (strain Orsay) 
emb|CAB49695.1| (AJ248285) hypothetical protein 
Pyrococcus abyssi] 


4.1 


3210 


9911016 


gi|991 1016|sp|P76543|YFFL_ECOLI 
HYPOTHETICAL 25.1 KDA PROTEIN IN EUTB- | 
EUTH INTERGENIC REGION pir||B65019 
hypothetical protein b2443 - Escherichia coli (strain K- 
12) gb|AAC75496.1| (AE000331) orf, hypothetical 
protein [Escherichia coli K12] 


7.9 


3211 


9626990 


gi|9626990|ref|NP_056868.1| No definition line found 
gb|AAB92648. 1| (AF035403) No definition line found 
Turnip yellow mosaic virus] 


3.7 


3213 


7504416 


gi|7504416|pir||T16477 hypothetical protein F56D2.5 - 
Caenorhabditis elegans gb|AAB52683.1| (U13644) 
F56D2.5 gene product [Caenorhabditis elegans] 


8.4 


3216 


14746120 


gi|14746120|reflXP_005163.2| cadherin 17, LI cadherin 
(liver-intestine) [Homo sapiens] reflXP_043524.1| 
cadherin 17, LI cadherin (liver-intestine) [Homo 
sapiens] 


1E-18 


3217 


9366835 


gi|9366835|emb|CAB95597.1| (AL359782) hypothetical 
protein, CHR1.368 [Trypanosoma brucei] 


4.1 | 


3218 


6272295 


gi|6272295|gb|AAF06072. 1|AF072715_3 (AF072715) 
unknown [Mycoplasma mycoides subsp. capri] 


0.17 


3220 


7293488 


gi|7293488|gb|AAF48863.1| (AE003509) CG15040 
gene product [Drosophila melanogaster] 


2.8 


3223 


7662432 


gi|7662432|reflNP_055769.1| KIAA0985 protein [Homo 
sapiens] reflXP_007006.3| KIAA0985 protein [Homo 
sapiens] sp|Q9Y2I0|RP3A_HUMAN RABPHILIN-3A 
dbj|BAA76829.1| (AB023202) KIAA0985 protein 
[Homo sapiens] 


0.18 


3225 


7504860 


gi|7504860|pir)|T33299 hypothetical protein H05B2 1.4 - 
Caenorhabditis elegans gb|AAC17764.1| (AF068717) 
Hypothetical protein H05B21.4 [Caenorhabditis 
elegans] 


3.7 
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Table 3B Nearest Neighbor (BlastX vs. Non-Redundant Proteins) 


SEQID 
NO 


ACCESS 
N 


DESCRIPTION 


P VALUE 


3226 


6708056 


gi|6708056|gb|AAF25780.1|AFT63311_l (AF163311) 
Kail. 2 [Danio rerio] 


2.5 


3229 


13473697 


gi|13473697|ref|NP_105265.1| acyl-CoA thioesterase 
[Mesorhizobium loti] dbj|BAB51051.1| (AP003004) 
acyl-CoA thioesterase [Mesorhizobium loti] 


5.4 


3230 


12964703 


gi| 1 2964703|gb|AAKl 1280. 1 |AF3 1 5035_1 (AF3 15035) 
phosphocholine cytidylyltransferase [Plasmodium 
falciparum] 


2.1 


3231 


7521951 


gi|752 1 95 1 |pir||T30 1 80 hypothetical protein - 
Shewanella sp gb|AAB81120.1| (U73935) unknown 
[Shewanella sp. SCRC-2738] 


6 


3232 


3249620 


gi|3249620|gb|AAC24120.1| (AF067182) IDI-2 
precursor [Podospora anserina] 


3.1 


3233 


7493160 


gi|7493 160|pir||T40507 probable vacuolar protein 
sorting-associated pro tein - fission yeast 
(Schizosaccharomyces pombe) emb|CAA20730. 1| 
(AL03 1534) putative vacuolar protein sorting- 
associated protein [Schizosaccharomyces pombe] 


5.5 


3237 


7462822 


gi|7462822|pir||C72269 hypothetical protein TM1297 - 
Thermotoga maritima (strain MSB8) 
gb|AAD36371.1|AE001785_2 (AE001785) 
oxidoreductase, putative [Thermotoga maritima] 


5.5 ! 


3241 


1531651 


gi|1531651|gb|AAC61662.1| (U67083) KRAB-zinc 
finger protein KZF-2 [Rattus norvegicus] 


4.6 


3247 


2118405 


gi|21 18405|pir||I5 1018 cobra venom factor precursor - 
monocled cobra gb|AAA68989.1| (U09969) cobra 
venom factor precursor [Naja naja] 


9.2 


3253 


1 1499508 


gi|l 1499508|reflNP_070749.1| LSU ribosomal protein 
L4P (rpl4P) [Archaeoglobus fulgidus] 
sp|028355|RL4_ARCFU 50S RIBOSOMAL 
PROTEIN L4/L1E pir||C69490 LSU ribosomal protein 
L4P (rpl4P) homolog - Archaeoglobus fulgidus 
gb|AAB89332.1| (AE000971) LSU ribosomal protein 
L4P (rpl4P) [Archaeoglobus fulgidus] 


2.9 
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Table 3B Nearest Neighbor (BlastX vs. Non-Redundant Proteins) 


SEQID 
NO 


ACCESS 
N 


DESCRIPTION 


P VALUE 


3258 


461509 


gi|46 1 509|sp|Q03 045 1 AMY G_HORRE 
GLUCO AMYLASE P PRECURSOR (GLUCAN 1,4- 
ALPHA-GLUCOSIDASE) (1,4-ALPHA-D-GLUCAN 
GLUCOHYDROLASE) pir||S33908 glucan 1,4-aIpha- 
glucosidase (EC 3.2.1.3) P precursor - creosote fungus 
emb|CAA47945.1| (X67708) 1, 4-alpha-D-glucan 
glucohydrolase; glucan 1,4-alpha-glucosidase 
Amorphotheca resinae] emb|CAA48243.1| (X68143) 
glucan 1,4-alpha-glucosidase [Amorphotheca resinae] 
prf]|1907167A glucoamylase P [Amorphotheca resinae] 
prf]|21 13213A glucoamylase P [Amorphotheca resinae] 


5.8 


3260 


5817900 


gi|5817900|gb|AAD52976.1| (AF176771) reverse 
transcriptase [Human immunodeficiency virus type 2] 


6.1 


3262 


12804147 


gi|12804147|gb|AAH02928. 1|AAH02928 (BC002928) 
Unknown (protein for MGC: 1 1 357) [Homo sapiens] 


3E-14 


3266 


6323756 


gi|6323756|ref]NP_0 13827. 1| myosin I; Myo5p 
[Saccharomyces cerevisiae] sp|Q04439|YMZ9_YEAST 
HYPOTHETICAL MYOSIN-LIKE PROTEIN IN 
ILV2-ADE17 INTERGENIC REGION pir||S54570 
probable membrane protein YMR109w - yeast 
(Saccharomyces cerevisiae) emb|CAA89745.1| 
(Z49702) unknown [Saccharomyces cerevisiae] 
gb|AAB37419.1| Myo5p=actin patch localized myosin I 
variant/MY05 product [Saccharomyces 
cerevisiae=yeast, Peptide, 1219 aa] 


0.24 


3271 


12848866 


gi|12848866|dbj|BAB281 15.1| (AK012246) putative 
[Mus musculus] 


0.011 


3273 


4758842 


gi|4758842|ref]NP_00455 1 . 1| receptor tyrosine kinase- 
like orphan receptor 2; Ror2; neurotrophic tyrosine 
kinase, receptor-related 2 [Homo sapiens] 
sp|Q01974|ROR2_HUMAN TYROSINE-PROTEIN 
KINASE TRANSMEMBRANE RECEPTOR ROR2 
PRECURSOR (NEUROTROPHIC TYROSINE 
KINASE, RECEPTOR-RELATED 2) pir||B45082 
neurotrophic receptor ror2 precursor - human 
gb|AAA60276.1| (M97639) transmembrane receptor 
[Homo sapiens] 


5.6 
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Table 3B Nearest Neighbor (BlastX vs. Non-Redundant Proteins) 


SEQ ID 
NO 


ACCESS 
N 


DESCRIPTION 


P VALUE 


3274 


913140 


gi|913140|gb|AAB33486.1| ARK2 product/receptor-like 
serine/threonine protein kinase ARK2 [Arabidopsis 
thaliana, Columbia, Peptide, 850 aa] 


1.7 


3276 


11357726 


gi|l 1357726|pir||T51437 hypothetical protein F2G14_40 
- Arabidopsis thaliana emb|CAC01811.1| (AL391146) 
putative protein [Arabidopsis thaliana] 
gb|AAK49610.1|AF372894_l (AF372894) 
AT5gl4920/F2G14_40 [Arabidopsis thaliana] 
gb|AAK74054.1| (AY045696) AT5gl4920/F2G14_40 
[Arabidopsis thaliana] 


2 


3277 


7511204 


gi|751 1204|pir||T27899 hypothetical protein ZK546.5 - 
Caenorhabditis elegans gb|AAA68738.1| (U29380) 
Hypothetical protein ZK546.5 [Caenorhabditis elegans] 


3.4 


3279 


7492154 


gi|7492154|pir||T38426 major facilitator protein 
homolog - fission yeast (Schizosaccharomyces pombe) 


6 


3285 


14764251 


gi|14764251|ref|XP_0I1989.3| ELKL motif kinase 1 
isoform a [Homo sapiens] 


9E-18 


3286 


126686 


gi|126686|sp|P27424|MGPl_BOVIN MICROFIBRIL- 
ASSOCIATED GLYCOPROTEIN PRECURSOR 
(MAGP) (MAGP-1) (TROPOELASTIN-BINDING 
PROTEIN) pir||A5415 1 microfibril-associated 
glycoprotein precursor - bovine gb|AAA62715.1| 
(M59851) microfibril-associated glycoprotein [Bos 
taurus] gb|AAB29686.1| (S68064) microfibril- 
associated glycoprotein, MAGP=tropoelastin-binding 
protein [cattle, Peptide Partial, 183 aa] [Bos taurus] 


5.4 


3293 




gi|13622462|gb|AAK34181.1| (AE006573) conserved 
hypothetical protein [Streptococcus pyogenes Ml GAS] 


z: 
O 


3295 


7523494 


gi|7523494|dbj|BAA94222.1| (AP001633) hypothetical 
protein [Oryza sativa] 


0.16 


3301 


5815436 


gi|5815436|gb|AAD52672.1|AF178772_l (AF178772) 
98kDa HDM allergen [Dermatophagoides farinae] 


8.3 
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Table 3B Nearest Neighbor (BlastX vs. Non-Redundant Proteins) 


SEQID 
NO 


ACCESS 
N 


DESCRIPTION 


P VALUE 


3302 


7522146 


gi|75 22 1 46|pir||T 1 7467 rifamycin polyketide synthase 
modules 9-10 - Amycolatopsis mediterranei 
emb|CAAl 1039.1| (AJ223012) rifamycin polyketide 
synthase, type 1 [Amycolatopsis mediterranei] 
gb|AAC0 1714.1| (AF040570) polyketide synthase 
[Amycolatopsis mediterranei] 


8.5 


3313 


14737876 


gi|14737876|ref]XP_031833.1| collagen, type V, alpha 1 
[Homo sapiens] 


9.6 


3316 ! 


10092673 


gi|10092673|ref]NP_064709.1| hypothetical protein 
[Homo sapiens] ref|XP_048065.1| hypothetical protein 
[Homo sapiens] gb|AAC24312.1| (AC004382) 
Unknown gene product [Homo sapiens] 


0.000002 


3317 ; 


135937 


gi|135937|sp|P04924jTNFA_RABIT TUMOR 
NECROSIS FACTOR PRECURSOR (TNF-ALPHA) 
(CACHECTIN) gb|AAA3 1482.1| (M12846) tumor 
necrosis factor [Oryctolagus cuniculus] 
gb|AAA3 1484.1| (M60340) tumor necrosis factor 
[Oryctolagus cuniculus] 


8.2 


3318 


11282039 


gi|11282039|pir||C82096 aminoacyl-histidine dipeptidase 
VC2279 [imported] - Vibrio cholerae (group 01 strain 
N16961) gb|AAF95423.1| (AE004299) aminoacyl- 
histidine dipeptidase [Vibrio cholerae] 


0.73 


3320 


11360605 


gi|l 13 60605 |pir||A8 1752 conserved hypothetical protein 
TC0009 [imported] - Chlamydia muridarum (strain 
Nigg) gb|AAF38902.1| (AE002269) conserved 
hypothetical protein [Chlamydia muridarum] 


9.2 


3321 


7491033 


gi|7491033|pir||T38495 hypothetical protein 
SPAC29B12.07 - fission yeast (Schizosaccharomyces 
pombe) 


0.46 


3322 


102425 


gi|l 02425 |pir||B41 132 collagen-related protein 2 - Hydra 
magnipapillata (fragment) pir||S21930 mini-collagen - 
Hydra sp emb|CAA43380.1| (X61046) mini-collagen 
[Hydra sp.] 


| 0.99 


3328 


7507644 


gi|7507644|pir||T25887 hypothetical protein T10H10.2 - 
Caenorhabditis elegans gb|AAB37989.1| (U80848) 
T10H10.2 gene product [Caenorhabditis elegans] 


4.3 
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Table 3B Nearest Neighbor (BlastX vs. Non-Redundant Proteins) 


SEQID 
NO 


ACCESS 
N 


DESCRIPTION 


P VALUE 


3331 


3738325 


gi|3738325|gb|AAC63666.1| (AC005170) cyclic 
nucleotide and calmodulin-regulated ion channel 
[Arabidopsis thaliana] 


9.1 


3332 


8978523 


gi|8978523|dbj|BAA98360.1| (AP002545) CTI47 
hypothetical protein [Chlamydophila pneumoniae J 138] 


8.3 


3337 


12382001 


gi| 1238200 1 |dbj |B AB2 1270. 1 1 (AP002844) hypothetical 
protein [Oryza sativa] 


2.6 


3338 


11466493 


gi|l 1466493|reflNP_038 196. 1| cytochrome c oxidase 
subunit 3 [Chrysodidymus synuroideus] 
gb|AAF36962.1|AF222718_36 (AF222718) cytochrome 
c oxidase subunit 3 [Chrysodidymus synuroideus] 


5.4 


3339 


7475952 


gi|7475952|pir||H69754 two-component sensor histidine 
kinase homolog yccG - Bacillus subtilis 
dbj|BAA22234.1| (AB000617) YccG [Bacillus subtilis] 
emb|CAB 12067. 1| (Z99105) similar to two-component 
sensor histidine kinase [YccH] [Bacillus subtilis] 


5.9 


3344 


340613 


gi|340613|gb|AAA3 1881.1| (L07545) A 'c' was inserted 
after nt 369 (=nt 10459 in genomic sequence (M10126)) 
to correct - 1 frameshift orobablv due to eel comoression 
[Leishmania tarentolae] 


1.4 


3345 


10121788 


gi|10121788|gb|AAG13373.1| (AF268180) polyprotein 
[bovine viral diarrhea virus type 2] 


5.4 


3346 


3641252 


gi|3641252|gb|AAC36318.1| (AF053127) leucine-rich 
receptor-like protein kinase [Malus x domestica] 


0.49 


3347 


6226170 


gi|6226 1 70|sp|O6727 1 |SYE_AQUAE GLUTAMYL- 
TRNA SYNTHETASE (GLUTAMATE-TRNA 
LIGASE) (GLURS) pir||D70405 glutamate-tRNA 
ligase (EC 6. 1 . 1 . 17) - Aquifex aeolicus 
gb|AAC07230.1| (AE000729) glutamyl-tRNA 
synthetase [Aquifex aeolicus] 


3 


3348 


2127912 


gi|2127912|pir||B64428 formate hydrogenlyase, subunit 
5 - Methanococcus jannaschii gb|AAB9903 1 . 1| 
(U67545) formate hydrogenlyase, subunit 5 
[Methanococcus jannaschii] 


2.9 
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Table 3B Nearest Neighbor (BlastX vs. Non-Redundant Proteins) j 


SEQ ID 
NO 


ACCESS 
N 


DESCRIPTION 


P VALUE 


3351 


7507391 


gi|7507391|pir||T24665 hypothetical protein T07F10.4 - 
Caenorhabditis elegans emb|CAB01241.1| (Z77669) 
predicted using Genefinder-Similarity to Human mRNA 
(KIAA0033) (TRG436224) [Caenorhabditis elegans] 


6.3 


3355 


7476137 


gi|7476137|pir||A70989 hypothetical glycine-rich protein 
Rvl768 - Mycobacterium tuberculosis (strain H37RV) 
emb|CAB093 11.1| (Z95890) PEJPGRS 
Mycobacterium tuberculosis] 


4.1 


3359 


6782280 


gi|6782280|emb|CAB70102.1| (AL132949) Y53F4B.7 

[Caenorhabditis elegans] emb|CAB70113.2| 

(AL 132949) Y53F4B.26 [Caenorhabditis elegans] 


5.6 


3361 


14133241 


gi|14133241|dbj|BAA86438.2| (AB032950) KIAA1124 
protein [Homo sapiens] 


0.28 


3362 


117000 


gi|l 17000|sp|P04371|COXl_TRYBB CYTOCHROME 
C OXIDASE POLYPEPTIDE I pir||ODUTMB 
cytochrome-c oxidase (EC 1.9.3.1) chain I - 
Trypanosoma brucei mitochondrion gb|AAB59223.1| 
(M14820) cytochrome c oxidase subunit I 
[Trypanosoma brucei] emb|CAB57806.1| (X01094) put. 
gene for cytochrome c oxidase subunit I gene 
[Trypanosoma brucei] 


1.7 


3369 


2072972 


gi|2072972|gb|AAC5 1276.1| (U93572) putative p 150 
[Homo sapiens] 


0.000008 


3371 


13476092 


gi|13476092|reflNP_107662.1| ABC transporter 
permease protein [Mesorhizobium loti] 
dbj|BAB53448.1| (AP00301 1) ABC transporter 
permease protein [Mesorhizobium loti] 


0.43 


3372 


13385538 


gi|13385538|reflNP_0803 16.1| RIKEN cDNA 
2810036K01 gene [Mus musculus] dbj|BAB28520.1| 
(AK0 12865) putative [Mus musculus] 


2E-58 


3376 


14765434 


gi|14765434|reflXP_030354.1| similar to KIAA0220 
protein (H. sapiens) [Homo sapiens] 


8 


3393 


10641134 


gi|10641134|dbj|BAB16313.1| (AB049587) fork 
head/HNF-3 homologue [Ciona savignyi] 


9.2 


3396 


11358605 


gi|l 1358605|pir||T49882 pectin methyl-esterase-like 
protein - Arabidopsis thaliana emb|CAB87932.1| 
(AL163912) pectin methyl-esterase-like protein 
[Arabidopsis thaliana] 


4.1 
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Table 3B Nearest Neighbor (BlastX vs. Non-Redundant Proteins) 


SEQ ID 
NO 


ACCESS 
N 


DESCRIPTION 


P VALUE 


3397 


4493932 


gi|4493932|emb|CAB38968. 1| (AL034556) 
Hypothetical protein, PFC0580c [Plasmodium 
falciparum] 


7 


3400 


1 1496667 


gi|l 1496667|ref|NP_045466.1| conserved hypothetical 
protein [Borrelia burgdorferi] pir||F7023 1 conserved 
hypothetical protein BBG06 - Lyme disease spirochete 
plasmid G/lp28-2 gb|AAC66054.1| (AE000786) 
conserved hypothetical protein [Borrelia burgdorferi] 


7.3 


3403 


7020787 


gi|7020787|dbj|BAA9 1274. 1 1 (AK000589) unnamed 
protein product [Homo sapiens] 


5E-19 


3404 


12045115 


gi| 12045 11 5|ref|NP 072926. 1| lipoprotein, putative 
[Mycoplasma genitalium] sp|P47502|Y260_MYCGE 
HYPOTHETICAL LIPOPROTEIN MG260 
PRECURSOR pir||G64228 hypothetical protein 
homolog MG260 - Mycoplasma genitalium 
gb|AAC71481.1| (U39705) lipoprotein, putative 
[Mycoplasma genitalium] 


3.4 


3407 


13959004 


gi| 1 3959004|gb|AAK5 1 055 . 1 |AF36 1 075_2 (AF36 1 075) 
UL24 [Canine herpesvirus] 


0.89 


3408 


13814730 


gi|13814730|gb|AAK41724.1| (AE006765) Hypothetical 
protein [Sulfolobus solfataricus] 


9.1 


3415 


12744896 


gi|12744896|gb|AAK06840. 1|AF329637_1 (AF329637) 
mitofusin 1 precursor [Homo sapiens] 


0.16 


3416 


8922500 


gi|8922500|ref]NP_060600. 1| hypothetical protein 
FLJ10539 [Homo sapiens] dbj|BAA91669.1| 
(AK001401) unnamed protein product [Homo sapiens] 


7.1 


3418 


6635084 


gi|6635084|emb|CAB64573.1| (AL135930) hypothetical 
protein L4738.02 [Leishmania major] 


3.5 


3419 


296559 


gi|296559|emb|CAA49925.1| (X70529) ORF YBR1730 
[Saccharomyces cerevisiae] 


0.42 


3422 


5579432 


gi|5579432|gb|AAD45553 . 1 |U70376_1 8 (U70376) 
SpcH [Streptomyces netropsis] 


6.3 


3423 


11466493 


gi|l 1466493|ref|NP_038196. 1| cytochrome c oxidase 
subunit 3 [Chrysodidymus synuroideus] 
gb|AAF36962.1|AF222718_36 (AF222718) cytochrome 
c oxidase subunit 3 [Chrysodidymus synuroideus] 


6 


3424 


1084985 


gi|1084985|pir||S51908 cryptogene protein G1(ND9) - 
Leishmania tarentolae (strain LEM125) 


6.6 


3426 


8778413 


gi|87784 1 3|gb|AAF7942 1 . 1 |AC025808_3 (AC025808) 
F18014.6 [Arabidopsis thaliana] 


4.2 
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Table 3B Nearest Neighbor (BlastX vs. Non-Redundant Proteins) 


SEQID 
NO 


ACCESS 
N 


DESCRIPTION 


P VALUE 


3430 


13992688 


gi|13992688|gb|AAK51582.1|AC022352_18 
(AC022352) Putative retroelement [Oryza sativa] 


9.3 


3431 


9280694 


gi|9280694|gb|AAF86563. 1|AC069252_22 (AC069252) 
F2E2.6 [Arabidopsis thaliana] 


3.3 


3437 


4115918 


gi|4 1 159 1 8|gb|AAD03429 . 1| (AJF11 8222) similar to 
nascent polypeptide associated complex alpha chain 
[Arabidopsis thaliana] 


4.4 


3438 


7433244 


gi|743 3244 |pir||T0 1751 gibberellin 20-oxidase - common 
tobacco dbj|BAA3 1690. 1| (AB016084) Ntcl6 
[Nicotiana tabacum] 


1.2 


3439 


3978489 


gi|3978489|gb|AAC83366.1| (AF092918) unknown 
[Pseudomonas alcaligenes] 


8.5 


3441 


7506359 


gi|7506359|pir||T23969 hypothetical protein R06C7.5 - 
Caenorhabditis eleeans emblCAA95843 11 ^Z71266^ 
Similarity to Human adenylosuccinate lyase 
(SW:PUR8 HUMAN), contains similarity to Pfam 
domain: PF00206 (Lyase), Score=165.2, E-vaiue=3.5e- 
46, N=l~cDNA EST EMBL.Z14522 comes from this 
gene-cDNA EST yk67g5.3 comes from this 
gene-cDNA EST yk67g5> ! 


5.9 


3443 


12852662 


gi|12852662|dbj|BAB29494. 1| (AK014667) putative 
[Mus musculus] 


2E-28 


3448 


9256527 


gi|9256527|reflNP_06 1 764. 1 1 ceroid-lipofuscinosis, 
neuronal 8 (epilepsy, progressive with mental 
retardation) [Homo sapiens] 

gb|AAF131 15.1|AF123757_1 (AF123757) putative 
transmembrane protein [Homo sapiens] 
gb|AAF13116.1|AF123758_l (AF123758) putative 
transmembrane nrotein rHomo ^aniensl 
gb|AAF13 1 17. 1|AF123759_1 (AF123759) putative 
transmembrane protein [Homo sapiens] 
gb|AAF13118.1|AF123760_l (AF123760) putative 
transmembrane protein [Homo sapiens] 
gb|AAF13119.1|AF123761_l (AF 123761) putative 
transmembrane protein [Homo sapiens] 


2.7. 


3457 


7705167 


gi|7705167|gb|AAC60545.2| (S54379) sucrose- 
phosphate synthase; SPS [Spinacia oleracea] 


8.6 


3461 


10179322 


gi|10179322|dbj|BAB13673.1| (AB041350) type IV 
collagen alpha 5 chain [Mus musculus] 


0.25 


3462 


13882453 


gi|13882453|gb|AAK47018.1| (AE007102) hypothetical 
protein [Mycobacterium tuberculosis CDC 1551] 


3.6 
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Table 3B Nearest Neighbor (BlastX vs. Non-Redundant Proteins) 


SEQID 

, NO 


ACCESS 
N 


DESCRIPTION 


P VALUE 


3466 


2499996 


gi|2499996|sp|Q45298|PTGA_CORGL PTS SYSTEM, 
GLUCOSE-SPECIFIC IIABC COMPONENT 
(EIIABC-GLC) (GLUCOSE-PERMEASE IIABC 
COMPONENT) (PHOSPHOTRANSFERASE 
ENZYME II, ABC COMPONENT) (EII-GLC/EIII- 
GLC) gb|AAA22992.1| (L18875) phosphoenolpyruvate 
sugar phosphotransferase [Corynebacterium 
glutamicum] 


9.9 


3467 


7503384 


gi|75 03 3 84|pir||T3 1714 probable zinc proteinase (EC 
3.4.24.-) F44E7.4 - Caenorhabditis elegans 
gb|AAC25789.1| (AF0 16421) Hypothetical protein 
F44E7.4 [Caenorhabditis elegans] 


5.1 


3472 


225485 


gi|225485|prf||1304284B beejin [Dictyostelium 
discoideum] 


5 


3482 


7302644 


gi|7302644|gb|AAF57724.1| (AE003800) fj gene 
product [Drosophila melanogaster] 


0.19 


3487 


3121914 


gi|3 121914|sp|Q37679|COX3_THEAN 
CYTOCHROME C OXIDASE POLYPEPTIDE ffl 
gb|AAA7363 1 . 1| (U32225) cytochrome oxidase 
polypeptide III [Theileria annulata] 


6.9 


3489 


1351243 


gi| 135 1243|sp|P47749|THRR_XENLA THROMBIN 
RECEPTOR PRECURSOR pir||I5 1667 thrombin 
receptor - African clawed frog gb|AAA 18498. 1| 
(U09632) thrombin receptor [Xenopus laevis] 


6.2 


3491 


12517831 


gi| 125 1783 l|gb|AAG58344. 1|AE005549_1 (AE005549) 
aerobic respiration sensor-response protein; histidine 
protein kinase/phosphatase, sensor for arcA 
[Escherichia coli 0157:H7 EDL933] dbj|BAB37512.1| 
(AP002564) aerobic respiration sensor-response protein 
[Escherichia coli 0157:H7] 


6.9 


3492 


2240037 


gi|2240037|gb|AAB66910.1| (AF005356) integrin 
subunit betaCnl [Acropora millepora] 


5.5 


3494 


14742385 


gi|14742385|reflXP 046349.1| 33219 [Homo sapiens] 


4.6 


3501 


12847027 


gi|12847027|dbj|BAB27408. 1| (AK01 1 1 13) putative 
[Mus musculus] 


5.6 


3505 


1763691 


gi|1763691|gb|AAB39835.1| (U72048) glycoprotein 
[Classical swine fever virus] 


1.2 


3507 


13470696 


gi|13470696|reflNP_l 02265. 1| unknown protein 
[Mesorhizobium loti] dbj|BAB48051.1| (AP002994) 
unknown protein [Mesorhizobium loti] 


5.1 
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Table 3B Nearest Neighbor (BlastX vs. Non-Redundant Proteins) 


SEQID 
NO 


ACCESS 
N 


DESCRIPTION 


P VALUE 


3511 


7706335 


gi|7706335|ref|NP_057 140.1| CGI-119 protein [Homo 
sapiens] gb|AAD34114.1|AF151877_l (AF151877) 
CGI-1 19 protein [Homo sapiens] 


2.3 


3512 


13812236 


gi|138 12236|ref]NP_l 13367. 1| hypothetical protein 
[Guillardia theta] gb|AAK39923.1|AF165818_131 
(AF 1658 18) hypothetical protein [Guillardia theta] 


2.4 


3513 


7510320 


gi|7510320|pir||T33571 hypothetical protein Y59C2A.2 - 
Caenorhabditis elegans gb|AAC68742.1| (AF099003) 
Y59C2A.2 gene product [Caenorhabditis elegans] 


0.37 


3517 


12724149 


gi| 12724 149|gb|AAK0528 1 . 1 |AE006350_8 (AE006350) 
HYPOTHETICAL PROTEIN [Lactococcus lactis 
subsp. lactis] 


1.7 


3519 


2342679 


gi|2342679|gb|AAB70402.1| (AC000106) Similar to 
Vicia sativa ENBP1 (gb|X95995). [Arabidopsis 
thaliana] 


5.2 


3520 


7305389 


gi|7305389|reflNP_038658.1| polycystic kidney disease 
1 homolog; polycystin-1 [Mus museums] 
gb|AAC53207.1| (U70209) polycystic kidney disease 1 
protein [Mus musculus] 


2.2 


3523 


1353257 


gi|1353257|gb|AAB06234.1| (U26665) dimethyl 
sulphoxide reductase subunit B [Haemophilus 
influenzae] 


3.9 


3524 


I4794474 


gi|14794474|gb|AAK73355.1|AF390546_l (AF390546) 
gut-enriched kruppel-like factor [Rattus norvegicus] 


0.47 


3527 


7510320 


gi|7510320|pirl|T33571 hypothetical protein Y59C2A.2 - 
Caenorhabditis elegans gb|AAC68742.1| (AF099003) 
Y59C2A.2 gene product [Caenorhabditis elegans] 


0.89 


3530 


10173181 


gi|10173181|dbj|BAB04286:i| (AP001509) nickel 
transport system (nickel-binding protein) [Bacillus 
halodurans] 


4.6 


3531 


7442453 


gi|7442453|pir||G72215 oligopeptide ABC transporter, 
permease protein - Thermotoga maritima (strain MSB8) 
gb|AAD36813.1|AE001813_5 (AE001813) oligopeptide 
ABC transporter, permease protein [Thermotoga 
maritima] 


8.7 


3532 


11136027 


gi|l 1 136027|sp|O88553|ZF37_RAT ZINC FINGER 
PROTEIN 37 (ZFP-37) gb|AAC24590.1| (AF072439) 
zinc-finger protein-37; ZFP-37 [Rattus norvegicus] 


1.8 
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Table 3B Nearest Neighbor (BlastX vs. Non-Redundant Proteins) 


SEQID 
NO 


ACCESS 
N 


DESCRIPTION 


P VAT ITF 


3538 


14732500 


gi|14732500|reflXP_041698.1| hypothetical protein 
FLJ 10904 [Homo sapiens] ref]XP_041699.1| 50659 
[Homo sapiens] 


8.5 


3540 


7438506 


CTil74"}RS0f»lnirirT0QQfit mitnQic-criprifir* r\rr\\r\ R.twip - 

gi| / tjo ^uu|pii|| i U77UJ iiuLuaib-apcL/iiiL. cycim xj-type 
Madagascar periwinkle dbj|BAA2041Ll| (D86386) B- 
tvne cvclin TCatharanthii^ roseusl . 

J r w V villi VulilUlCUlUlUJ 1 vuvUtJ 


0.75 


3541 


7495199 


gi|7495199|pir||T31857 hypothetical protein C02E7.14 - 

Papnnrhahrlrh*; plpoan* ahl A AP94 171 1 1 ( A F0 1 (\&Af%\ 

Hypothetical protein C02E7.14 [Caenorhabditis 
elegans] 


4.9 


3542 


162223 


ail 162223lablAAA30233 11 fM27163i RNA nolvmerase 
III [Trypanosoma brucei] 


4.9 


3546 


6635084 


gi|6635084|emb|CAB64573.1| (AL135930) hypothetical 
protein L4738.02 [Leishmania major] 


2.7 


3549 


13095647 


oill ^0QSfi471rpflNP 076S69 1 1 nnloinwn TRnvinp 

Hl[ 1 / [I Vljl^-T / UJU/. . 1 1 UJJJVI1UW11 ^J_>U Vllit/ 

herpesvirus 4] gb|AAK07989.1|AF3 18573^69 
(AF3 18573) unknown [Bovine herpesvirus 4] 


6.9 


3551 


11359423 


gij 1 1 j j7 t tz o jpirji iho /z:/ nypouiCLicd.1 protein ol/h.ju 
[imported] - Neurospora crassa emb|CAB88545. 1| 

f AT 1S1R10^ prin^prvpH VivnfYthptipAl nrnfpin 

[Neurospora crassa] 


5.3 


3556 


13241881 


gi|13241881|gb|AAK16450.1| (AF327992) cytochrome 
oxidase subunit I [Platycryptus undatus] 


9.7 


3562 


4589564 


cHI4^89'S64lrlhilRAA76R04 11 fAR023177^ KTAA0960 
protein [Homo sapiens] 


4.8 


3563 


7486330 


gi|7486330|pir||T05113 hypothetical protein 
F28M20.240 - Arabidopsis thaliana emb|CAA19766.1| 
(AL031004) putative protein [Arabidopsis thaliana] 
emb|CAB79875.1| (AL161579) putative protein 
[Arabidopsis thaliana] 


8.3 


3569 


118965 


gi|l 18965|sp|P23u98|DYHC_IRi(jrR DYNblN ah l A 
CHAIN, CILIARY pir||S 17653 dynein beta heavy 
chain, ciliary - sea urchin (Tripneustes gratilla) 
emb|CAA42 170.1) (X59603) Beta heavy chain of outer- 
arm axonemal dynein ATPase [Tripneustes gratilla] 
prf]|1714372A dynein: SUB UNIT=beta heavy chain 
[Tripneustes gratilla] 


7.7 


3571 


7662078 


gi|7662078|ref]NPJ)55454.1| KIAA0372 gene product 
[Homo sapiens] dbj|BAA20827.1| (AB002370) 
KIAA0372 [Homo sapiens] 


5E-65 
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Table 3B Nearest Neighbor (BlastX vs. Non-Redundant Proteins) 


SEQID 
NO 


ACCESS 
N 


DESCRIPTION 


P VALUE 


3576 


5803098 


gi|5803098|ref!NP_006757. 1| zinc finger protein 220; 
Monocytic leukemia zinc finger protein [Homo sapiens] 
sp|Q92794|MOZ_HUMAN MONOCYTIC 
LEUKEMIA ZINC FINGER PROTEIN (ZTNC. 
FINGER PROTEIN 220) gb|AAC5 0662.1 J (U47742) 
monocytic leukaemia zinc finger protein [Homo sapiens] 


4.6 


3582 


9964384 


&il9964384lreflNP 064852 11 AMV070 FAm<;Ret» 
moorei entomopoxvirus] gb|AAG02776.1|AF250284_70 
(AF250284) AMV070 [Amsacta moorei 
entomopoxvirus] 


9 


3583 


13272342 


gi|13272342|gb|AAK17105.1|AF291051_2(AF291051) 
ATP synthase subunit a [Candidatus Carsonella ruddii] 


1.3 


3586 


7505649 


gi|7505649|pir||T28783 hypothetical protein K09E10.1 - 
Caenorhabditis eleeans eblAAC48044 11 rAF003149^ 
Hypothetical protein K09E10. 1 [Caenorhabditis 
elegans] 


2.9 


3587 


2981631 


gi|2981631|dbj|BAA25253.1| (AB012223) ORF2 [Canis 
familiaris] 


0.98 


3590 


6018210 


gi|6018210|gb|AAF01791.1| (AF143853) 82 kD heat 
shock protein [Moniliformis moniUformis] 


0.15 


3593 


7160719 


gi|7160719|emb|CAA88053.2| (Z48007) contains 
similarity to Pfam domain: PF00069 (Eukaryotic protein 
kinase domain), Score=49.7, E-value=3.4e-13, N=3; 
PF002 1 1 (Adenylate and Guanylate cyclase catalytic 
domain i Score=325 1 E-value— 2 5e-94 N— 1 * 
PF0 1094 (Receptor family ligand bi> 


4.3 


3599 


7470593 


gi|7470593|pir||S75491 hypothetical protein slr21 15 - 
Synechocystis sp. (strain PCC 6803) dbj|BAA18052.1| 
(D9091 1) ORF_ID:slr21 15~unknown protein 
[Synechocystis sp. PCC 6803] 


5.5 


3600 


1334398 


gi|1334398|emb|CAA33 190.1| (X15081) MURF2 
protein (AA 1-348) [Crithidia fasciculata] 


2.2 
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Table 3B Nearest Neighbor (BlastX vs. Non-Redundant Proteins) 


SEQID 
NO 


ACCESS 
N 


DESCRIPTION 


P VALUE 


3602 i 


118965 


gi|l 18965|sp|P23098|DYHC_TRIGR DYNEIN BETA 
CHAIN, CILIARY pir||S 17653 dynein beta heavy 
chain, ciliary - sea urchin (Tripneustes gratilla) 
emb|CAA42 170.11 (X59603) Beta heavy chain of outer- 
arm axonemal dynein ATPase [Tripneustes gratilla] 
prf||1714372A dynein:SUBUNIT=beta heavy chain 
Tripneustes gratilla] 


9.8 


3603 


14578630 


gi| 14578630|gb|AAK689 19. 1|AF 1 89282_9 (AF 1 89282) 
putative glycosyltransferase [Bacteroides fragilis] 


0.29 


3606 


14318569 


gi|14318569|ref]NP_116702.1|Yfr044cp 
Saccharomyces cerevisiae] sp|P43616|YFL4_YEAST 
HYPOTHETICAL 52.9 KD PROTEIN IN SAP155- 
YMR31 INTERGENIC REGION pir||S56299 
hypothetical protein YFR044c - yeast (Saccharomyces 
cerevisiae) dbj|BAA09283.1| (D50617) YFR044C 
[Saccharomyces cerevisiae] 


3 


3609 


10581847 


gi|10581847|gb|AAG20525.1| (AE005124) Vng2444c 
[Halobacterium sp. NRC-1] 


4.5 


3616 


1363925 


gi|1363925|pir||S57662 hypothetical protein 2 - North 
American opossum (fragment) emb|CAA88817.1| 
(Z48955) ORF-2, putative RT [Didelphis virginiana] 


3.6 


3618 


1808609 


gi|1808609|emb|CAA64091.1| (X94355) D6L [Cowpox 
virus] emb|CAA72556.1| (Y11842) C6L [Cowpox 
virus] 


9.6 


3619 


14775653 


gi|14775653|ref]XP_045559.1| similar to KIAA0565 
gene product (H. sapiens) [Homo sapiens] 


4.7 


3621 


7475003 


gi|7475003|pir||G69801 hypothetical protein yfhO - 
Bacillus subtilis emb|CAB12689.1| (Z99108) yfhO 
[Bacillus subtilis] dbj|BAA24481.1| (D85082) YfhO 
[Bacillus subtilis] 


8.1 


3626 


5902895 


gi|5902895|dbj|BAA84478.1| (AB032367) type I 
polyketide synthase AVES 3 [Streptomyces avermitilis] 


4.3 


3627 


7444049 


g i[7444049|pir||F72275 phosphate regulon transcription 
regulator PhoB - Thermotoga maritima (strain MSB 8) 
gb|AAD36333. 1|AE00 178 1_4 (AE00 178 1) phosphate 
regulon transcriptional regulatory protein PhoB 
[Thermotoga maritima] 


2.8 
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Table 3B Nearest Neighbor (BlastX vs. Non-Redundant Proteins) 


SEQID 
NO 


ACCESS 
N 


DESCRIPTION 


P VALUE 


3630 


7507776 


gi|7507776|pir||T16867 probable cytochrome P450 
T13C5.1 [similarity] - Caenorhabditis elegans 


1.6 


3632 


11360480 


gi|l 1360480|pir||H82745 acyl-[ACP]-UDP-N- 
acetylglucosamine XF0918 [imported] - Xylella 
fastidiosa (strain 9a5c) gb|AAF83728.1|AE003931_5 
(AE00393 1) acyl-[ACP]-UDP-N-acetylglucosamine 
[Xylella fastidiosa 9a5c] 


1.3 


3633 


13873167 


gi|13873167|gb|AAK43406.1| (AF196891) 
polygalacturonase inhibitor protein [Fragaria vesca] 
gb|AAK43407.1| (AF196892) polygalacturonase 
inhibitor protein [Fragaria vesca] gb|AAK43408.1| 
(AF 196893) polygalacturonase inhibitor protein 
[Fragaria vesca] 


3.7 


3636 


10946710 


gi|10946710|reflNP_067350.1| Rhesus blood group- 
associated B glycoprotein; Rh type B glycoprotein [Mus 
musculus] gb|AAF19371.1| (AF193808) Rh type B 
glycoprotein [Mus musculus] 


4.9 


3638 


7447412 


g i|7447412|pir||T06201 xyloglucan endo-l,4-beta-D- 
glucanase (EC 3.2.1.-) - barley emb|CAA63662.1| 
(X93 174) xyloglucan endotransglycosylase (XET) 
[Hordeum vulgare] 


5.5 


3639 


12620601 


gi| 1 262060 1 |gb|AAG60877. 1 |AF3220 1 2_1 82 
(AF322013) ID409 [Bradyrhizobium japonicum] 


6.4 


3640 


1175418 


gi| 1 1 754 1 8|sp|Q09743|ST 1 6_SCHPO STE 1 6 
PROTEIN pir||T39379 sexual differentiation and 
meiosis protein ste20 - fission yeast 
(Schizosaccharomyces pombe) emb|CAA90815.1| 
(Z54140) required for sexual differentiation and meiosis 
[Schizosaccharomyces pombe] emb|CAAl 1758. 1| 
(AJ223984) Ste20 protein [Schizosaccharomyces 
pombe] 


4.6 


3641 


1172876 


gi|l 172876|sp|P35906|RDS_FELCA PERIPHERIN 
(RETINAL DEGENERATION SLOW PROTEIN) 

- iiTj/'Ann 1 x LI A A A 1 n 1 <7C 11 /TV Xf\ A f\ A "7\ 

pir||I46087 penphenn - cat gb|AAA19175. 1| (M94047) 
peripherin [Felis catus] 


5.1 


3643 


825671 


gi|825671|emb|CAA34809.1| (X16934) B23 
nucleophosmin (280 AA) [Homo sapiens] 


2E-10 


3645 


2388576 


gi|2388576|gb|AAB71457.1| (AC000098) YUP8H12.17 
[Arabidopsis thaliana] 


3.7 ! 
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Table 3B Nearest Neighbor (BlastX vs. Non-Redundant Proteins) 


SEQID 
NO 


ACCESS 
N 


DESCRIPTION 


P VALUE 


3648 


7498664 


gi|7498664|pir||T20598 hypothetical protein F08G2.4 - 
Caenorhabditis elegans emb|CAB04058.1| (Z81495) 
predicted using Genefinder~cDNA EST yk401a9.3 
comes from this gene~cDNA EST yk401a9.5 comes 
from this gene-cDNA EST yk523d8.3 comes from this 
gene-cDNA EST yk523d8.5 comes from this gene 
[Caenorhabditis elegans] gb|AAG50226.1|AF303268_l 
(AF303268) 20123 [Caenorhabditis elegans] 


9.4 


3654 


225992 


gi|225992|prfl|1405326A GLI gene [Homo sapiens] 


3.2 


3657 


422532 


gi|422532|pir||A45407 collagen alpha 3(IV) chain - sea 
urchin (Strongylocentrotus purpuratus) 


0.94 


3658 


14149807 


gi| 14 1 49807|reflNP_l 1 55 1 7. 1 1 hypothetical protein 
DKFZp434K1421 [Homo sapiens] emb|CAB66740.1| 
(AL 136806) hypothetical protein [Homo sapiens] 


4E-65 


3665 


134872 


gi| 1 34872|sp|P 1 3666|SRCA_RABIT 
SARCALUMENIN PRECURSOR gb|AAA3 1 189. 1| 
(M25750) sarcolumenin precursor [Oryctolagus 
cuniculus] 


8.1 


3670 


14734955 


gi|14734955|ref|XP_046758.1| tensin [Homo sapiens] 


0.47 


3675 


14742385 


gi|14742385|ref|XP_046349.1| 33219 [Homo sapiens] 


2.1 


3676 


2197085 


gi|2197085|gb|AAD04635.1| (AF003535) ORF2-like 
protein [Homo sapiens] 


0.14 


3690 


1711034 


gi|171 1034|gb|AAB38323.1| (U78953) basic helix-loop- 
helix DNA binding protein HLH-3 [Caenorhabditis 
elegans] 


5.4 


3692 


2072964 


gi|2072964|gb|AAC51271.1| (U93569) putative pl50 
[Homo sapiens] 


0.15 


3693 


1857258 


gi|1857258|gb|AAB48409.1| (U75538) putative viral 
polymerase [tobacco streak virus] 


5.3 


3694 


8573079 


gi|8573079|ref|NP_059567. 1| NADH dehydrogenase 
subunit 1 [Sciurus vulgaris] emb|CAB93985.1| 
(AJ238588) NADH dehdrogenase subunit 1 [Sciurus 
vulgaris] 


3E-15 


3699 


12654875 


gi|12654875|gb|AAH01281.1|AAH01281 (BC001281) 
tumor necrosis factor receptor superfamily, member 10b 
[Homo sapiens] 


7.9 


3704 


2961586 


gi|2961586|gb|AAC05758.1| (AF051294) NADH 
dehydrogenase subunit 1 [Dalbulus gelbus] 


4.3 
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Table 3B Nearest Neighbor (BlastX vs. Non-Redundant Proteins) 


SEQID 
NO 


ACCESS 
N 


DESCRIPTION 


P VALUE 


3707 


1504016 


gi|1504016|dbj|BAA13207.1| (D86971) no similarities 
to reported gene products [Homo sapiens] 


6E-11 


3709 


1 1466493 


gi|l 1466493|reflNP_038 196.1| cytochrome c oxidase 
subunit 3 [Chrysodidymus synuroideus] 
gb|AAF36962.1|AF222718_36 (AF222718) cytochrome 
c oxidase subunit 3 [Chrysodidymus synuroideus] 


5.7 


3710 


14089788 


gi|14089788|emb|CAC13547.1|(AL445564) 
LIPOPROTEIN [Mycoplasma pulmonis] 


2.4 


3724 


8978260 


gi|8978260|dbj|BAA98 151.1| (AB025612) CLP 
protease regulatory subunit CLPX-like [Arabidopsis 
thaliana] 


5.4 


3727 


14748431 


gi|14748431|refIXP_0 18068.2| hypothetical protein 
MGC3 1 99 [Homo sapiens] 


0.000009 


3734 


10727054 


gi|10727054|gb|AAF46943.2| (AE003459) CG3037 
gene product [Drosophila melanogaster] 


3.8 


3735 


6323629 


gi|6323629|reflNP_01 3700. 1 1 YmlO 1 3c-ap 
[Saccharomyces cerevisiae] pir||S6987 1 hypothetical 
protein YML012c-a - yeast (Saccharomyces cerevisiae) 


9 


3736 


4502081 


gi|450208 1 |reflNP_00 1 626. 1 1 amphiphysin; 
amphiphysin (Stiff-Man syndrome with breast cancer 
128kD autoantigen) [Homo sapiens] reflXP_035768.1| 
amphiphysin [Homo sapiens] ref|XP 035767. 1| 
amphiphysin [Homo sapiens] 
sp|P49418|AMPH_HUMAN AMPHIPHYSIN 
pir||S62400 amphiphysin (clone 22-2) - human 
gb|AAA2 1865.1| (U07616) amphiphysin [Homo 
sapiens] emb|CAA57197.1| (X81438) amphiphysin 
[Homo sapiens] 


0.61 


3741 


7492913 


gi|7492913|pir||T40695 probable ribosomal protein 
precursor, mitochondrial - fission yeast 
(Schizosaccharomyces pombe) emb|CAB36868. 1| 
(AL035536) mitochondrial ribosomal protein L36 
[Schizosaccharomyces pombe] 


6.7 


3743 


1168945 


gi|l 168945|sp|P30572|CHS2_CANAL CfflTIN 
SYNTHASE 2 (CHITIN-UDP ACETYL- 
GLUCOSAMINYL TRANSFERASE 2) 
gb|AAB59308.2| (M82937) chitin synthase 2 [Candida 
albicans] 


1.2 
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Table 3B Nearest Neighbor (BlastX vs. Non-Redundant Proteins) 


SEQID 
NO 


ACCESS 
N 


DESCRIPTION 


P VALUE 1 


3745 


12722927 


gi| 1 2722927|gb|AAK04 181.1 |AE006247_3 (AE006247) 
UNKNOWN PROTEIN [Lactococcus lactis subsp. 
lactis] 


2.9 


3747 


6090792 


gi|6090792|gb|AAF03328.1| (AF101747) olfactory 
receptor [Pan paniscus] 


4.1 


3750 


12846356 


gi|12846356|dbj|BAB27137.1| (AK010713) putative 
Mus musculusj 


0.000000004 


3754 


4240279 


gi|4240279|dbj|BAA749 18.1| (AB020702) KIAA0895 
protein [Homo sapiens] 


10 


3755 


543715 


gi|543715|sp|P36875|2AAA_PEA PROTEIN 
PHOSPHATASE PP2A REGULATORY SUBUNIT A 
(PR65) pir||S40 1 7 1 phosphoprotein phosphatase 2A 
65kDa regulatory chain - garden pea (fragment) 
pir||S43776 phosphoprotein phosphatase 2A 65kDa 
regulatory subunit - garden pea (fragment) 
emb|CAA81 107. 1| (Z25888) phosphoprotein 
phosphatase 2A 65kDa regulatory subunit [Pisum 
sativum] 


6E-12 


3756 


11353649 


gi|l 1353649|pir||D81094 hypothetical protein NMB1340 
[imported] - Neisseria meningitidis (group B strain 
MD58)gb|AAF4 1715.1| (AE002482) hypothetical 
protein [Neisseria meningitidis MC58] 


3.4 


3761 


11276053 


gi| 1 1 27605 3 |gb|AAG33 872 . 1 |AF3 1 9939_1 (AF3 19939) 
enhancin [Choristoneura fumiferana granulovirus] 


4.3 


3763 


13812312 


gi|13812312|reflNP_113430.1| 40S ribosomal protein 
SSA [Guillardiatheta] emb|CAC26999.1| (AJ0 10592) 
40S ribosomal protein SSA [Guillardia theta] 


9.3 


3764 


4115943 


gi|4115943|gb|AAD03453.1| (AF 118223) contains 
similarity to eukaryotic protein kinase domains (Pfam: 
PF00069, score=312.6, E=4.7e-90, N=l) and EF hand 
domains (Pfam: PF00036, score=131, E=2.1e-35, N=4) 
[Arabidopsis thaliana] emb|CAB80837.1| (AL161501) 
putative calcium dependent protein kinase [Arabidopsis 
thaliana] 


1.2 


3765 


7494381 


g i|7494381|pir||H71613 probable multiple 
transmembrane domain protein PFB0475c - malaria 
parasite (Plasmodium falciparum) gb|AAC71884.1| 
(AE001397) predicted multiple transmembrane domain 
protein [Plasmodium falciparum] 


8.5 
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Table 3B Nearest Neighbor (BlastX vs. Non-Redundant Proteins) 


SEQED 
NO 


ACCESS 
N 


DESCRIPTION 


P VALUE 


3768 


3930075 


gi|3930075|gb|AAC82262.1| (U81928) envelope 
glycoprotein [Human immunodeficiency virus type 1] 


2.5 


3769 


4493896 


gi|4493896|emb|CAB39005.1| (AL034558) predicted 
using hexExon; MAL3P2.18 (PFC0245c), Hypothetical 
protein, len: 3934 aa [Plasmodium falciparum] 1 


9.2 


3770 


14193274 


gi|14193274|gb|AAK55866.1|AF267203_2(AF267203) 
ATP synthase gamma subunit [Candidatus Carsonella 
ruddii] 


6.3 


3771 


11499055 


gi|l 1499055|reflNP_070289.1| hypothetical protein 
[Archaeoglobus fulgidus] sp|O28812|YE60_ARCFU 
HYPOTHETICAL PROTEIN AF1460 pir||C69432 
hypothetical protein AF1460 - Archaeoglobus fulgidus 
gb|AAB89791.1| (AE001002) A. fulgidus predicted 
coding region AF 1460 [Archaeoglobus fulgidus] 


5.9 


3773 


7301453 


gi|7301453|gb|AAF56578.1| (AE003755) CG12290 
gene product [Drosophila melanogaster] 


9.3 


3777 


11467606 


gi|l 1467606|ref]NP_050068.l| NH2 terminus uncertain 
[Leishmania tarentolae] pir||B26696 hypothetical protein 
1 (CYb-COII intergenic region) - Leishmania tarentolae 
mitochondrion (fragment) gb|AAA96601.1| (M10126) 
NH2 terminus uncertain [Leishmania tarentolae] 


0.4 


3780 


7507710 


gi|7507710|pir||T23023 hypothetical protein T12A7.5 - 
Caenorhabditis elegans emb|CAB07423.1| (Z92847) 
cDNA EST yk26a3.5 comes from this gene-cDNA EST 
yk29g7.5 comes from this gene-cDNA EST yk29g8.5 
comes from this gene-cDNA EST yk50c8.5 comes from 
this gene-cDNA EST yk52fl2.5 comes from this 
gene-cDNA EST yk53cl.5 comes from this 
gene-cDNA EST> emb|CAA98143.1| (Z7391 1) cDNA 
EST yk26a3.5 comes from this gene-cDNA EST 
yk29g7.5 comes from this gene-cDNA EST yk29g8.5 
comes from this gene-cDNA EST yk50c8.5 comes from 
this gene-cDNA EST yk52fl2.5 comes from this 
gene-cDNA EST yk53cl.5 comes from this 
gene-cDNA EST> 


■ • 2.6 



561 





Table 3B Nearest Neighbor (BlastX vs. Non-Redundant Proteins) 


SEQID 
NO 


ACCESS 
N 


DESCRIPTION 


P VALUE 


3783 


13994312 


gi|139943 12|ref|NP_l 14137.1| testis transcript Y 13 
[Homo sapiens] ref|XP_040549.1| testis transcript Y 13 
[Homo sapiens] gb|AAK13492.1|AF332242_l 
(AF332242) transcript Y 13 [Homo sapiens] 


2.6 


3786 


1 169093 


gi|l 169093|sp|P45815|CRFl_YARLI COPPER 
RESISTANCE PROTEIN CRF1 emb|CAA80803.1| 
(Z23265) Product required for copper resistance 
[Yarrowia lipolytica] 


7.1 


3787 


3599476 


gi|3599476|gb|AAC69336.1| (AF084637) serendipity 
alpha protein [Drosophila virilis] 


2.5 


3793 


14728817 


gi| 147288 17|reflXP_047357.1| KIAA0342 gene product 
[Homo sapiens] 


9.5 


3795 


11281706 


gi|11281706|pir||B81937 competence protein NMA0906 
[imported] - Neisseria meningitidis (group A strain 
Z2491) emb|CAB84 183.1| (AL 162754) competence 
protein [Neisseria meningitidis Z2491] 


5.5 


3797 


11096149 


gi| 1 1 096 149|gb|AAG302 14.1 1 AF2963 34_1 (AF2963 34) 
collagen-like surface protein [Streptococcus pyogenes] 


2.4 


3798 


1827933 


gi|1827933|pdb|lPCA| Procarboxypeptidase A 
(E.C.3.4.12.2) 


1.3 


3800 


6320364 


gi|6320364|reflNP_010444.1| regulator of transporters; 
Ssylp [Saccharomyces cerevisiae] 
sp|Q03770|SSYl_YEAST PUTATIVE AMINO-ACID 
PERMEASE SSY1 pir||S57984 probable membrane 
protein YDR160w - yeast (Saccharomyces cerevisiae) 
emb|C AA90380.1| (Z50046) unknown [Saccharomyces 
cerevisiae] 


0.92 


3803 


14973521 


gi|14973521|gb|AAK76078.1| (AE007490) ribosomal 
large subunit pseudouridine synthase, RluD subfamily 
[Streptococcus pneumoniae] 


7.4 


3807 


10834955 


gi|10834955|reflNP_066916.1| ICP4 protein [Gallid 
herpesvirus 3] dbj|BAB16594.1| (AB049735) ICP4 
protein [Gallid herpesvirus 3] 


1.6 


3817 


13430085 


gi| 1 3430085|gb|AAK2573 8. 1 |AF29 1747_1 (AF29 1 747) 
zinc-finger transcription factor KROX20 [Gallus gallus] 


0.63 


3822 


7462422 


gi|7462422|pir||A72258 hypothetical protein - 
Thermotoga maritima (strain MSB8) 
gb|AAD36479.1|AE001793_9 (AE001793) hypothetical 
protein [Thermotoga maritima] 


9.7 
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Table 3B Nearest Neighbor (BlastX vs. Non-Redundant Proteins) 


SEQID 
NO 


ACCESS 
N 


DESCRIPTION 


P VALUE 


3828 


7517565 


gi|75 17565|pir||A70328 hypothetical protein aq_3 1 1 - 
Aquifex aeolicus gb|AAC06616.1| (AE000683) putative 
protein [Aquifex aeolicus] 


3.7 


3830 


3924618 


gi|3924618|gb|AAC79121.1| (U88902) putative 
envelope protein [Homo sapiens] 


0.0000006 


3835 


7023029 


gi|7023029|dbj|BAA9 1807.1| (AK001647) unnamed 
protein product [Homo sapiens] j 


4E-80 


3836 


12698001 


gi| 1 269800 1 |dbj |B AB2 1 8 1 9 . 1 1 (AB051515) KIAA1728 
protein (Homo sapiens] 


0.0004 


3837 


5281354 


gi|5281354|gb|AAD41491.1|AF136456_l (AF136456) 
transcription factor Tcf3b [Danio rerio] 


5 


3838 


9628045 


gi|9628045|ref|NP_042639.1| ORE 42 [Equine 
herpesvirus 2] pir||S55637 hypothetical protein 42 - 
equine herpesvirus 2 gb|AAC13830.1| (U20824) ORF 
42 [Equine herpesvirus 2] 


7.1 


3839 


9964462 


gi|9964462|reflNP_064930.1| AMV148 [Amsacta 
moorei entomopoxvirus] 

gb|AAG02854.1|AF250284_148 (AF250284) AMV148 
[Amsacta moorei entomopoxvirus] 


5.8 


3844 


13357611 


gi| 1 33576 1 l|ref]NP_077885. 1| membrane nuclease A - 
hypothetical [Ureaplasma urealyticum] pir||A82939 
membrane nuclease A, hypothetical UU055 [imported] - 
Ureaplasma urealyticum gb|AAF30460. 1|AE002105_1 
(AE002105) membrane nuclease A - hypothetical 
[Ureaplasma urealyticum] 


2.9 


3845 


2425188 


gi|2425188|dbj|BAA22281.1| (AB007035) FGF receptor 
3 [Xenopus laeyis] 


2.5 


3848 


11351069 


gi|l 1351069|pir||H83232 probable ATP-dependent 
helicase PA3297 [imported] - Pseudomonas aeruginosa 
(strain PAOl) gb|AAG06685. 1|AE004752_1 
(AE004752) probable ATP-dependent helicase 
[Pseudomonas aeruginosa] 


4.2 


3850 


7141304 


gi|7141304|gb|AAF37281.1| (AF225702) RSH1 
[Arabidopsis thaliana] 


9.3 


3852 


11352313 


gi| 1 13523 13|pir||G83376 probable trehalose synthase 
PA2152 [imported] - Pseudomonas aeruginosa (strain 
PAOl) gb|AAG05540.1|AE004642_7 (AE004642) 
probable trehalose synthase [Pseudomonas aeruginosa] 


3 



563 





Table 3B Nearest Neighbor (BlastX vs. Non-Redundant Proteins) 


SEQID 
NO 


ACCESS 
N 


DESCRIPTION 


P VALUE 


3856 


9453863 


gi|9453863|dbj|BAB03284.1| (AB037278) complement 
C4A [Cyprinus carpio] 


5.5 


3859 


1 1466282 


gi|11466282|refINP_049597.1| orfl386 [Tetrahymena 
pyriformis] gb|AAD41942.1|AF160864_30 (AF160864) 
orfl386 [Tetrahymena pyriformis] 


7.5 


3861 


9626695 


gi|9626695|ref]NP_040967.1| overlapping out-of-phase 
protein [Eggplant mosaic virus] 
sp|P20129|V70K_EPMV 70 KD PROTEIN 
gb|AAA43038.1| (J04374) overlapping out-of-phase 
protein [Eggplant mosaic virus] 


5.6 


3862 


7473683 


gi|7473683|pir||H75456 probable succinate 
dehydrogenase, hydrophobic subunit SdhD - 
Deinococcus radiodurans (strain Rl) 
gb|AAF 1 0526. 1 |AE00 1 947_9 (AE00 1 947) succinate 
dehydrogenase, hydrophobic subunit SdhD, putative 
[Deinococcus radiodurans] j 


5.2 


3864 


11359953 


gi|11359953|pir||T46330 hypothetical protein 
DKFZp434D0513.1 - human (fragment) 
emb|CAB70660.1| (AL137259) hypothetical protein 
[Homo sapiens] 


6E-28 | 


3867 


3056600 


gi|3056600|gb|AAC1391 1. 1|AAC1391 1 (AC004255) 
T1F9.21 [Arabidopsis thaliana] 


5.5 


3872 


11358605 


gi|11358605|pir||T49882 pectin methyl-esterase-like 
protein - Arabidopsis thaliana emb|CAB87932.1| 
(AL163912) pectin methyl-esterase-like protein 
[Arabidopsis thaliana] 


3.9 


3873 


5917666 


gi|5 9 1 7666|gb|AAD55980. 1 |AF 1 59297_1 (AF 1 59297) 
extensin-like protein [Zea mays] I 


9.2 


3879 


15011489 


gi|1501 1489|gb|AAK77584. 1|AF396436_24 
(AF396436) heme maturase [Tetrahymena thermophila] 


3 


3880 


5835877 


gi|5835877|refINP_008647. 1|ND2_15072 NADH 
dehydrogenase subunit 2 [Ceratitis capitata] 
emb|CAB45088.1| (AJ242872) NADH dehydrogenase 
(ubiquinone) chain 2 [Ceratitis capitata] 


0.85 
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Table 3B Nearest Neighbor (BlastX vs. Non-Redundant Proteins) 


SEQID 
NO 


ACCESS 
N 


DESCRIPTION 


P VALUE 


3881 


10956089 


gi|10956089|re£|NP_052581.1| Orf2 [Pediococcus 
pentosaceus] ref]NP_037562.1| mobilization protein 
Tediococcus pentosaceus] 
gb|AAD25894.1|AF069302_2 (AF069302) Orf2 
Pediococcus pentosaceus] 

gb|AAD39619.1|AF033858_2 (AF033858) mobilization 
protein [Pediococcus pentosaceus] 


5.5 


3883 


9294238 


gi|9294238|dbj|BAB02 140.1| (AP000411) contains 
similarity to reverse transcriptase~gene_id:Kl 1J14.5 
[Arabidopsis thaliana] 


6.3 


3885 


975667 


gi|975667|emb|CAA61500.1| (X89213) RNA 
polymerase [Infectious hematopoietic necrosis virus] 
prf||2 12 14 13F RNA polymerase [Infectious 
hematopoietic necrosis virus] 


4.3 


3886 


138293 


gi| 1 38293 |sp|P2304 1 |VGLG_HRSV8 MAJOR 
SURFACE GLYCOPROTEIN G (ATTACHMENT 
GLYCOPROTEIN G) pir||MGNZ60 major surface 
glycoprotein G - human respiratory syncytial virus 
(strain 8/60) gb|AAA47408.1| (M73545) attachment 
protein [Human respiratory syncytial virus] 
gb|AAA47413. 1| (M55633) attachment glycoprotein ! 
[Human respiratory syncytial virus] 


2.1 


• 

3888 


9628729 


gi|9628729|ref]NP_043760.1| U4 [Human herpesvirus 7] 
sp|P52521|VU4_HSV7J U4 PROTEIN pir||T41908 
hypothetical protein U4 - human herpesvirus 7 (strain 
JI) gb|AAC54668. 1| (U43400) U4 gene product [Human 
herpesvirus 7] gb|AAC40722.1| (AF037218) U4 
[Human herpesvirus 7] 


0.77 1 


3891 


13376093 


gi|13376093|refjNP_079033.1| hypothetical protein 
FLJ 12879 [Homo sapiens] dbj|BAB14321.1| 
(AK022941) unnamed protein product [Homo sapiens] 


6.5 


3892 


7508715 


gi|7508715|pir||T26003 hypothetical protein 
VC27A7L.1 - Caenorhabditis elegans 
emb|CAB09130.1| (Z95621) contains similarity to Pfam 
domain: PF01461 (7TM chemoreceptor), Score=-47.3, 
E-value=1.9e-12, N=l [Caenorhabditis elegans] 


4.7 


3893 


2961421 


gi|2961421|dbj|BAA25 153.1| (AB011027) PnslO-2 [oat 
1 sterile dwarf virus] 


7.5 
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Table 3B Nearest Neighbor (BlastX vs. Non-Redundant Proteins) 


NO 


ACCESS 
N 


DESCRIPTION 


P VALUE 


3899 


11276053 


gi| 1 1 276053 |gb|AAG33 872 . 1 |AF3 1 993 9_1 (AF3 1 993 9) 
enhancin [Choristoneura fumiferana granulovirus] 


3.7 


3904 


1017/870 


gi|10177870|dbj|BABl 1240. 1| (AB010074) 
potassium/proton antiporter-like protein [Arabidopsis 
tnalianaj 


2.7 


3907 


9629709 


gi|9629709|ref]NP_045001.1| methyltransferase (MT) 
and helicase (HEL) domains [Little cherry closterovirus] 
emb|CAA7 1285.1| (Y10237) methyltransferase (MT) 
and helicase (HEL) domains [Little cherry closterovirus] 


4.1 




14756677 


gi|14756677|ref|XPJJ40326.1| absent in melanoma 1 
[Homo sapiens] 


0.96 


3911 


9630708 


gi|9630708|ref|NP_047255.1| gag-pol precursor 
polyprotein gPr80 [Feline leukemia virus] 
gb| AAC31801.il (AF052723) gag-pol precursor 
polyprotein gPr80 [Feline leukemia virus] 


0.021 


3913 


91039 


gi|91039|pir||S04847 leukocyte adhesion protein CD 18 
precursor - mouse emb|CAA33077.1| (X14951) CD18 
antigen preprotein [Mus musculus] 


4.6 


3916 


5107943 


gi|5107943|gb|AAD40185.1|AF157488__l (AF157488) 
36DE accessory gland protein [Drosophila 
melanogaster] gb|AAF53664.1| (AE003658) Acp36DE 
gene product [Drosophila melanogaster] 


5.8 


3919 


4809000 


gi|4809000|gb|AAD30054.1| (AF 133052) pol 
polyprotein [walleye epidermal hyperplasia virus type 2] 


0.000004 




7262603 


gi|7262603|gb|AAF4390 1 . 1 |AF 1 62 1 34__1 (AF 1 62 1 34) 
immunoglobulin epsilon heavy chain constant region 
[Felis catus] 


8.9 


3927 


12963481 


gi|12963481|reflNP_06 1927. 1| hypothetical protein 
MGC5560; hypothetical protein [Homo sapiens] 
dbj|BAB14342.1| (AK022978) unnamed protein product 
[Homo sapiens] 


2E-66 




13651251 


gi[ 1 365 1 25 1 |refJXP_0 1 7240. 1 1 15060 [Homo sapiens] 


0.00000003 


3930 


11466329 


gi|11466329|ref]NPJ)51157.1| ATP synthase F0 subunit 
6 [Cafeteria roenbergensis] 
gb[AAF05808.1|AF193903_31 (AF193903) ATP 
synthase F0 subunit 6 [Cafeteria roenbergensis] 


8.3 
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Table 3B Nearest Neighbor (BlastX vs. Non-Redundant Proteins) 


SEQID 
NO ! 


ACCESS 
N 


DESCRIPTION 


P VALUE 


3933 


7452186 


gi|7452186|pir||S75936 hypothetical protein slr0023 - 
Synechocystis sp. (strain PCC 6803) dbj|BAA10783.1| 
(D64006) ORF_ID:slr0023~unknown protein 
Synechocystis sp. PCC 6803] 


7.7 


3935 


12720861 


gi|12720861|gb|AAK02675.1| (AE006095) unknown 
Pasteurella multocida] 


1.2 


3937 


8919178 


gi|8919178|emb|CAB96077.1| (AJ277244) alpha- 
glucosidase [Solanum tuberosum subsp. tuberosum] 


5.7 


3938 


12830385 


gi|12830385|emb|CAC29069.1| (AJ408289) 
immunoglobulin lambda light chain variable region 
Homo sapiens] 


2.1 


3942 


13385576 


gi|13385576|ref|NPJ)80353.1| RIKEN cDNA 
3110040N11 gene [Mus musculus] dbj|BAB29184.1| 
(AK014163) putative [Mus musculus] dbj|BAB31031.1| 
(AK018003) putative [Mus musculus] dbj|BAB31634.1| 
(AK0 19261) putative [Mus musculus] 


5E-48 


3945 


13476785 


gi|13476785|ref|NP_108354.1| transcription regulator 
[Mesorhizobium loti] dbj|BAB53815.1| (AP003013) 
transcription regulator [Mesorhizobium loti] 


5.6 


3947 


13357649 


gi|13357649|refjNPJ)77923.1| unique hypothetical 
membrane lipoprotein [Ureaplasma urealyticum] 
pir||E82934 hypothetical protein UU092 [imported] - 
Ureaplasma urealyticum gb|AAF30498.1|AE002109_l 
(AE002109) unique hypothetical membrane lipoprotein 
[Ureaplasma urealyticum] 


4.1 


3951 


13358144 


gi| 1 335 8 144|reflNP_0784 1 8 . 1 1 conserved- hypothetical 
membrane lipoprotein [Ureaplasma urealyticum] 
pir||G82873 conserved hypothetical membrane 
lipoprotein UU579 [imported] - Ureaplasma urealyticum 
gb|AAF30993.1|AE002156_8 (AE002156) conserved 
hypothetical membrane lipoprotein [Ureaplasma 
urealyticum] 


8.1 


3956 


7299437 


gi|7299437|gb|AAF54626.1| (AE003691) KP78b gene 
product [Drosophila melanogaster] 


5.5 


3961 


6729023 


gi|6729023|gb|AAF27019.1|AC009177_9(AC009177) 
hypothetical protein [Arabidopsis thaliana] 


9.8 
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Table 3B Nearest Neighbor (BlastX vs. Non-Redundant Proteins) 


SEQID 
NO 


ACCESS 
N 


DESCRIPTION 


P VALUE 


3962 


2645329 


gi|2645329|gb|AAB87213.1| (U83821) NADH 
dehydrogenase subunit 4 [Oryzomys palustris] 


6.6 


3965 


11280919 


gi|11280919|pir||T46939 hypothetical protein 1 
[imported] - Agrobacterium tumefaciens plasmid 
pAtK84b gb|AAD31598.1|AF065244_2 (AF065244) 
unknown [Agrobacterium tumefaciens] 


0.33 


3966 


7305249 


gi|7305249|reflNP_038748.1| MAX-interacting protein 
[Mus musculus] gb|AAF24761.1| (AF205935) MGA 
protein [Mus musculus] 


3E-51 


3969 


5901753 


gi|5901753|gb|AAD55397.1| (AF177905) hypothetical 
protein [Candida glabrata] 


1.6 


3973 


9635492 


gi|9635492|reflNP_059583. 1| gtrA [Enterobacteria 
phage P22] sp|P57021|GTRA_BPP22 
BACTOPRENOL-LINKED GLUCOSE 
TRANSLOCASE gb|AAF75001.1| (AF217253) gtrA ; 
[Enterobacteria phage P22] 


4 


3975 


2143428 


gi|2143428|pir||I58123 aggrecan - mouse (fragment) 
gb|AAB32 159.1| (S73720) aggrecan=cmd(aggrecan) 
[mice, cmd/cmd, liver, Peptide Partial Mutant, 1 12 aa] 
[Mus sp.] 


3.3 


3979 


14767565 


gi|14767565|reflXP_027089.1| N-acetylated alpha- 
linked acidic dipeptidase 2 [Homo sapiens] 
emb|CAB39967. 1| (AJ012370) NAALADase II protein 
[Homo sapiens] 


1.3 


3980 


11359267 


gi| 1 1 359267|pir||T50 1 92 probable pseudouridylate 
synthase [imported] - fission yeast 
(Schizosaccharomyces pombe) emb|CAB61771.1| 
(AL133225) probable pseudouridylate synthase 
[Schizosaccharomyces pombe] 


1.7 


3982 


13652498 


gi|13652498|ref|XP_007053.3| tubby like protein 3 
[Homo sapiens] ref|XP_045148.1| 8937 [Homo sapiens] 


5.1 


3983 


9978891 


gi|9978891|sp|P57059|SNlL_HUMAN PROBABLE 
SERINE/THREONINE PROTEIN KINASE SNF1LK 
dbj|BAA955 36.1| (AP001751) gene similar to rat 
protein kinase (KID2) [Homo sapiens] 


1.6 


3986 


7448436 


gi|7448436|pir||E71674 hypothetical protein RP682 - 
Rickettsia prowazekii emb|CAA15 1 19. 1| (AJ235272) 
unknown [Rickettsia prowazekii] 


2.2 


3987 


13815874 


gi|13815874|gb|AAK42697.1| (AE006854) Hypothetical 
protein [Sulfolobus solfataricus] 


3.8 



568 





Table 3B Nearest Neighbor (BlastX vs. Non-Redundant Proteins) 


SEQID 
NO 


ACCESS 
N 


DESCRIPTION 


P VALUE 


3989 


7485330 


gi|7485330|pir||T04802 hypothetical protein 
F10M23.130 - Arabidopsis thaliana emb|CAB36525.1| 
(AL035440) putative APG protein [Arabidopsis 
thaliana] emb|CAB79534.1| (AL161565) putative APG 
protein [Arabidopsis thaliana] 


4.5 


3991 


7295073 


gi|7295073|gb|AAF50399.1| (AE003555) Talin gene 
product [Drosophila melanogaster] gb|AAG22814.1| 
(AF299248) talin [Drosophila melanogaster] 


3.8 


3992 


14456133 


gi| 144561 33 |emb|CAC4 1650.1| (AI315577) putative 
nitrate reductase [Ustilago maydis] 


8 


3993 


533179 


gi|533179|gb|AAA56944.1| (L33090) pol protein 
[Human immunodeficiency virus type 2] 


7.4 


3996 


14250408 


gi| 1 425040 8|gb|AAH0863 8 . 1 1 AAH0863 8 (BC00863 8) 
Similar to aspartyl-tRNA synthetase [Mus musculus] 


4.1 


4000 


14775307 


gi|14775307|ref)XP_042250.1| similar to nuclear pore 
complex interacting protein (H. sapiens) [Homo sapiens] 


3.5 


4002 


7507695 


gi|7507695|pir||T24847 hypothetical protein Tl 1G6.7 - 
Caenorhabditis elegans emb|CAA93415.1| (Z69384) 
predicted using Genefinder [Caenorhabditis elegans] 


8.3 


4008 


1173359 


gi|l 173359|sp|P45287|SAPC_HAEIN PEPTIDE 
TRANSPORT SYSTEM PERMEASE PROTEIN 
SAPC pir||C64134 sapC protein homolog - 
Haemophilus influenzae (strain Rd KW20) 
gb|AAC23287.1| (U32837) peptide ABC transporter, 
permease protein (sapC) [Haemophilus influenzae Rd] 


0.83 


4009 


13385538 


gi|13385538|reflNP_O80316.1| RIKEN cDNA 
2810036K01 gene [Mus musculus] dbj|BAB28520.1| 
(AK0 12865) putative [Mus musculus] 


1E-41 


4011 


13639013 


gi|13639013|reflXP_012007.2| dual specificity 
phosphatase 8 [Homo sapiens] 


9.1 


4015 


1079359 


gi|1079359|pir||JC2394 phospholipase A2 inhibitor 25K 
chain - monocled cobra gb|AAB32583. 1| phospholipase 
A2 25 kda subunit, PLA2 25 kda subunit=urokinase- 
type plasminogen activator receptor homolog [Naja naja 
kaouthia=Thailand cobras, blood, Peptide, 185 aa] 


5 
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Table 3B Nearest Neighbor (BlastX vs. Non-Redundant Proteins) 


SEQID 
NO 


ACCESS 
N 


DESCRIPTION 


P VALUE 


4016 


284079 


gi|284079|pir||E41925 hypothetical protein 3 - human 
gb|AAA5 8464.1| (M69297) ORF 3 [Homo sapiens] 


0.005 


4017 


7293601 


gi|7293601|gb|AAF48973.1| (AE003512) CG14217 
gene product [Drosophila melanogaster] 


2.9 


4020 


11352313 


gi|l 13523 13|pir||G83376 probable trehalose synthase 
PA2152 [imported] - Pseudomonas aeruginosa (strain 
PAOl) gb|AAG05540.1|AE004642_7 (AE004642) 
probable trehalose synthase [Pseudomonas aeruginosa] 


2.9 


4023 


11386701 


gi|l 1386701|sp|Q9V773|C6AK_DROME PROBABLE 
CYTOCHROME P450 6A20 (CYPVIA20) 


9 


4030 


7332064 


gi|7332064|gb|AAF60751.1| (AC006801) contains 
similarity to Loligo pealei microtubule-associated 
protein HI (PIR:S28831) [Caenorhabditis elegans] 


1.7 


4034 


13242494 


gi|13242494|ref|NP_077507.1| EsV-1-22 [Ectocarpus 
siliculosus virus] 


1.6 


4035 


7522108 


gi|7522108|pir||T29097 pro-pol-dUTPase polyprotein - 
murine endogenous retrovirus ERV-L (fragment) 
emb|CAA73251.1| (Y12713) protease; reverse 
transcriptase; RNaseH; integrase; dUTPasc; Pro-Pol- 
dUTPase polyprotein [Mus musculus] 


0.025 


4042 


12045115 


gi| 12045 11 5|refINP_072926.1| lipoprotein, putative 
[Mycoplasma genitalium] sp|P47502|Y260_MYCGE 
HYPOTHETICAL LIPOPROTEIN MG260 
PRECURSOR pir||G64228 hypothetical protein 
homolog MG260 - Mycoplasma genitalium 
gb|AAC7 1481.1| (U39705) lipoprotein, putative 
[Mycoplasma genitalium] 


. 3.2 


4044 


14249544 


gi|14249544|ref]NP_l 16223. 1| hypothetical protein 
FLJ14751 [Homo sapiens] dbj|BAB55272.1| 
(AK027657) unnamed protein product [Homo sapiens] 


0.27 


4046 


6474685 


gi|6474685|dbj|BAA87286.1| (AB027982) Protein 
kinase C-like 1 [Schizosaccharomyces pombe] 


1.9 


4049 


1514669 


gi|1514669|emb|CAA87082.1| (Z46958) adenyl cyclase 
[Xenopus laevis] 


0.56 


4050 


1514669 


gi|1514669|emb|CAA87082.1| (Z46958) adenyl cyclase 
[Xenopus laevis] 


0.85 
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Table 3B Nearest Neighbor (BlastX vs. Non-Redundant Proteins) 


SEQ ID 
NO 


ACCESS 
N 


DESCRIPTION 


P VALUE 


4051 


2499547 


gi|2499547|sp|P77153|WZB_ECOLI PROBABLE 
LOW MOLECULAR WEIGHT PROTEIN- 
TYROSINE-PHOSPHATASE WZB pir||D64972 
probable protein-tyrosine-phosphatase (EC 3.1.3.48) 
wzb, low molecular weight - Escherichia coli 
gb|AAC77834.1| (U38473) putative acid phosphatase 
[Escherichia coli] gb|AAC75 122.1 1 (AE000296) 
probable protein-tyrosine-phosphatase [Escherichia coli 
K12] gb|AAG57121.1|AE005432_2 (AE005432) 
probable protein-tyrosine-phosphatase [Escherichia coli 
0157:H7 EDL933] dbj|BAB36289.1| (AP002560) 
probable protein-tyrosine-phosphatase [Escherichia coli 
0157:H7] 


2.8 


4052 


14916565 


gi| 149 1 6565|sp|Q9XHG2|FLS_MALDO FLAVONOL 
SYNTHASE (FLS) gb|AAD26261.1|AFl 19095_1 
(AF 119095) flavonol synthase [Malus x domestical 


3.8 


4053 


3769667 


gi|3769667|gb|AAC64604. 1| (AF093797) unknown 
[Norwalk virus] 


2.8 


4060 


14335082 


gi|14335082|gb|AAK59820. 1| (AY037220) 
AT4g24060/T19F6_50 [Arabidopsis thaliana] 


1.3 


4061 


12838540 


gi|12838540|dbj|BAB24237.1| (AK005786) putative 
[Mus musculus] 


4.3 


4066 


7549797 


gi|7549797|ref)NP_03573 1 . 1| T lymphoma oncogene 
[Mus musculus] sp|P17408|TLM_MOUSE TLM 
PROTEIN (TLM ONCOGENE) pir||S 10151 
transforming protein tlm - mouse (strain balb/c) 
emb|CAA36859.1| (X52634) tlm protein [Mus 
musculus] 


i 0.58 


4067 


11357726 


gi|l 1357726|pir||T5 1437 hypothetical protein F2G14_40 
- Arabidopsis thaliana emb|CAC0181 1.1| (AL391 146) 
putative protein [Arabidopsis thaliana] 
gb|AAK49610.1|AF372894_l (AF372894) 
AT5gl4920/F2G14_40 [Arabidopsis thaliana] 
gb|AAK74054.1| (AY045696) AT5gl4920/F2G14_40 
[Arabidopsis thaliana] 


1.8 


4070 


8218109 


gi|82 1 8 1 09|emb|CAB92762 . 1 1 (AL 1 2 1 883) 
dJ545K15.1.3 (novel protein similar to KIAA0512 
(contains translation of cDNAs Em: AK0008 1 8 and 
Em:L20773) (isoform 3)) [Homo sapiens] 


5.5 
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Table 3B Nearest Neighbor (BlastX vs. Non-Redundant Proteins) 


SEQ ID 
NO 


ACCESS 
N 


DESCRIPTION 


P VALUE 


4072 


13096854 


gi|13096854|gb|AAH03224. 1|AAH03224 (BC003224) 
Similar to chromosome condensation 1-like [Mus 
musculus] 


9.1 


4073 


103076 


gi|103076|pir||B21 124 Bkm-like sex^ietermining region 
ivpothetical protein CS3 14 - fruit fly (Drosophila 
melanogaster) (fragment) 


0.3 


4074 


14722732 


gi|14722732|ref]XP_017441.2| hypothetical protein 
FLJ21477 [Homo sapiens] 


6.6 


4076 


3378554 


gi|3378554|emb|CAA76 192. 1| (Y16404) multidrug 
resistance protein [Candida albicans] 


0.33 


4081 


6983946 


gi|6983946|gb|AAF34740. 1|AF200327_1 (AF200327) 
unknown [Plasmodium chabaudi] 


8.5 


4082 


5524754 


gi|5524754|emb|CAB50786.1| (AJ011801) Rx protein 
Solanum tuberosum] 


2.6 


4086 


7959271 


gi|7959271|dbj|BAA96029.1| (AB040938) KIAA1505 
protein [Homo sapiens] 


3E-58 


4087 


130687 


gi| 130687|sp|P27536|POST_XENLA POSTERIOR 
PROTEIN pir||A43784 Xpo protein - African clawed 
frog emb|CAA41397.1| (X58487) Xpo [Xenopus laevis] 


1.2 


4092 


2406633 


gi|2406633|gb|AAB70469.1| (AF005630) adenylyl 
cyclase isoform DAC9 [Drosophila melanogaster] 


7.3 


4095 


13812388 


gi|13812388|ref|NP_l 13506.1| cell division cycle 2 
homolog [Guillardia theta] emb|CAC27075.1| 
(AJ0 10592) cell division cycle 2 homolog [Guillardia 
theta] 


9.7 


4096 


14530932 


gi|14530932|gb|AAG37978.2| (AC087081) Hypothetical 
protein Y82E9BL. 13 [Caenorhabditis elegans] 


3.1 


4097 


14760316 


gi| 147603 16|reflXP 045601. 1| 7324 [Homo sapiens] 


0.83 


4098 


7305361 


gi|7305361|ref|NP_038652.1| otogelin [Mus musculus] 
pir||T42214 otogelin - mouse gb|AAB96561.1| (U9641 1) 
otogelin; MLEMP [Mus musculus] 


1E-10 


4103 


8953656 


gi|8953656|emb|CAB96704.1| (AL360354) virl5, rpgl, 
putative transmembrane protein, similar to rpg2, vir9 
MW:34499 (294 aa), lasta scores, opt. jVo, e,(). u.uzj, 
26.0% identity in 289 aa overlap, and to vir2: 
MW:35019 (292 aa), fasta scores: opt: 380, E(): 0.037, 
28.0% identity in> 


3.6 


4108 


3659615 


gi|36596151gb|AAC6 1684.1| (AF052517) diguanylate 
cyclase [Gluconacetobacter xylinus] 


6.5 
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Table 3B Nearest Neighbor (BlastX vs. Non-Redundant Proteins) 


SEQID 
NO 


ACCESS 

XT 

JN 




Jr VAJLUc. 


4110 


1 1 A S~ f C\ T "I 

11465871 


gi|l 1465871|reflNP_066420.1| NADH dehydrogenase 
subunit 2 [Ochromonas danica] i 
gb|AAGl 8386. 1|AF287 1 34_1 1 (AF287 1 34) NADH 
dehydrogenase subunit 2 [Ochromonas danica J 


9.3 


4112 


13786586 


gi|13786586|reflNP_l 12718. 1| ORF55 [Bacteriophage 
TP901-1] gb|AAK38072.1| (AF304433) ORF55 
[Bacteriophage TP901-1] 


1.4 


A 1 1 C 

4115 


14743649 


gi|14743649|ref]XP_036116.1| KIAA0594 protein 
[Homo sapiens] 


2E-46 


4121 


7491991 


gi|749 1 99 1 |pir||T4 1 608 hypothetical protein 
SPCC790.03 - fission yeast (Schizosaccharomyces 
pombe) emb|C AA21293.1] (AL031855) hypothetical 
protein [Schizosaccharomyces pombe] 




4122 


6647413 


gi|6647413|sp|Q9ZE52|ALR_RICPR ALANINE 
RACEMASE pir||F71718 alanine racemase (air) RP095 
- Rickettsia prowazekii emb|CAA14565.1| (AJ235270) 
ALANINE RACEMASE (air) [Rickettsia prowazekii] 


9.1 


4125 


7293814 


gi|7293814|gb|AAF49 181.11 (AE003517) nes gene , 
product [Drosophila melanogaster] 


7.7 


4128 


7505316 


gi|7505316|pirj|T23351 hypothetical protein K05D4.2 - 
Caenorhabditis elegans emb|CAB07252.1| (Z92804) 
contains similarity to Pfam domain: PF01461 (7TM 
chemoreceptor), Score=118.9, E-value=3.1e-32, N=l 
[Caenorhabditis elegans] 


9.3 


4139 


4335719 


gi|4335719|gb|AAD17397.1| (AC006248) putative 
C3HC4-type RING zinc finger protein [Arabidopsis 
thaliana] 


5.1 


4140 


9625775 


gi|9625775|ref]NP_040024.1| Conserved herpesvirus 
spliced gene [human herpesvirus 5] 
sp|P16732|VTER_HCMVA PROBABLE DNA 
PACKAGING PROTEIN emb|CAA35363.1| (X17403) 
Conserved herpesvirus spliced gene [human herpesvirus 
51 


1 4.3 


4144 


7510388 


gi|7510388|pir||T27298 hypothetical protein Y68A4A.7 - 
Caenorhabditis elegans emb|CAA16418.1| (AL021503) 
predicted using Genefinder-contains similarity to Pfam 
domain: PF01604 (7TM chemoreceptor), Score=-48.3, 
E-value=7.1e-07, N=l [Caenorhabditis elegans] 


3.4 
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Table 3B Nearest Neighbor (BlastX vs. Non-Redundant Proteins) 


SEQID 
NO 


N 


DESCRIPTION 


P VALUE 


4145 


7243081 


gi|7243081|dbj|BAA92588.1| (AB037771) KIAA1350 
protein [Homo sapiens] 


e-112 


4149 


13812221 


gi| 1 3 8 1 222 1 |ref]NP_ 1 13352. 1| hypothetical protein 
[Guillardia theta] gb|AAK39908.1|AF165818_l 16 
(AF 165 8 18) hypothetical protein [Guillardia theta] 


5.1 


4150 


7706557 


gi|7706557|ref|NP_057604.1| hepatocellular carcinoma- 
associated antigen 59; hypothetical protein [Homo 
sapiens] ref]XP_017552.1| hypothetical protein [Homo 
sapiens] ref|XP_052691.1| hypothetical protein [Homo 
sapiens] gb|AAF37561.1| (AF218421) hepatocellular 
carcinoma-associated antigen 59 [Homo sapiens] 
gb|AAH07664.1|AAH07664 (BC007664) hepatocellular 
carcinoma-associated antigen 59 [Homo sapiens] 


3E-81 


4151 

TlJl 


984305 


gi|y843U5|gb|AAA/54oo. 1| (U25975) nrAKo5 [Homo 
sapiens] 


1E-11 


4153 


14729667 


gi|14729667|ref]XPJ)29101.1| KIAA0947 protein 
[Homo sapiens] 


0.47 




3355648 


gi|3355648|emb|CAA08785.1| (AJ009688) tungsten 
formylmethanofuran dehydrogenase subunit fwdB 
[Methanothermobacter wolfeii] 


0.54 


4156 


lie it i r\"> 

12513 192 


gi|12513192|gb[AAG54704.1|AE005215_l (AE005215) 
putative transport protein [Escherichia coh 0157:H7 
EDL933] dbj|BAB33831.1| (AP002551) putative 
transport protein [xiscnericnia coll U15 / .r±/\ 


A 1 


4159 


7472450 


gi|7472450|pir||D75370 hypothetical protein - 
Deinococcus radiodurans (strain Rl) 
gb|AAF11218.1|AE002008_13 (AE002008) 
hypothetical protein [Deinococcus radiodurans] 


7.9 


4160 


135/6525 


gi| 1 3 876525|gb|AAK435 0 1 . 1 |AC020666_1 1 
(ACUzUoooj hypothetical protem [Uryza satival 




4162 


6665675 


gi|6665675|gb|AAF22966.1|AF175308_l (AF175308) 
acetyl-CoA carboxylase [Sus scrofa] 


2E-11 


4163 


7509105 


gi|75 09 1 05 |pir||T3 1728 probable cysteine proteinase 

J,*T,Zi. ) WW/DO-t V^dCllUI llo.UU.lLlb dCgaJlo 

gb|AAB65345.1| (AFO 16426) Hypothetical protein 
W07B8.4 [Caenorhabditis elegans] 


1.4 


4164 


7510169 


gi|75 101 69jpir[|T3 1555 hypothetical protein Y53H1C.2 - 
Caenorhabditis elegans emb|CAB55064. 1| (AL1 17201) 
predicted using Genefinder [Caenorhabditis elegans] 


7 
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Table 3B Nearest Neighbor (BlastX vs. Non-Redundant Proteins) 


SEQID 
NO 


ACCESS 
N 


DESCRIPTION 


P VALUE 


A 1 till 

4166 


6683126 


gi|6683126|dbj|BAA20797.2| (AB002337) KIAA0339 
protein [Homo sapiens] 


9.8 


4167 


7485930 


gi|7485930|pir||T10623 hypothetical protein 
F2 1C20. 160 - Arabidopsis thaliana emb|CAB45847. 1| 
(AL080254) putative protein [Arabidopsis thaliana] 
emb|C AB79081.il (AL161553) putative protein 
[Arabidopsis thaliana] 


5.9 


4171 


11348277 


gi|l 1348277|pir||C83019 conserved hypothetical protein 
PA5019 [imported] - Pseudomonas aeruginosa (strain 
PAOl) gb|AAG08404.1|AE004914_5 (AE004914) 
conserved hypothetical protein [Pseudomonas 
aeruginosa] 


3.5 


4172 


1150480 


gi|1150480|emb|CAA91110.1| (Z54312) hypothetical 
protein [Lactobacillus sakei] 


3.2 


4173 


14776432 


gi|14776432|ref|XP_050788.1| similar to KIAA0133 
gene product (H. sapiens) [Homo sapiens] 


0.3 


4175 


13569915 


gi|13569915|ref|NP_112205.1| amnionless protein 
[Homo sapiens] gb|AAK28532.1|AF328788_l 
(AF328788) amnionless [Homo sapiens] 


8.9 


4180 


6978481 


gi|6978481|ref|NP_036905.1| a-kinase anchoring protein 
[Rattus norvegicus] sp|Q62924|AKl 1RAT A KINASE 
ANCHOR PROTEIN 1 1 (PROTEIN KINASE A 
ANCHORING PROTEIN 1 1) (PRKA1 1) (A KINASE 
ANCHOR PROTEIN 220 KDA) (AKAP 220) 
pir||T42732 A-kinase anchoring protein AKAP 220 - rat 
gb|AAB065 59.1| (U48288) AKAP 220 [Rattus 
norvegicus] 


3.1 


4187 


14738118 


gi| 1473 8 1 1 8|reflXP_048649 . 1 1 Apobec- 1 
complementation factor; APOBEC- 1 stimulating protein 
[Homo sapiens] emb|CAB94754.1| (AJ272078) 
APOBEC- 1 stimulating protein [Homo sapiens] 


1E-37 


4189 


13183342 


gi|13183342|gb|AAK15157.1|AF284034_l (AF284034) 
vitellogenin B [Melanogrammus aeglefinus] 


9.4 
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Table 3B Nearest Neighbor (BlastX vs. Non-Redundant Proteins) 


SEQID 
NO 


ACCESS 
N 


DESCRIPTION 


P VALUE 


4192 




gi| 13 123985|sp|Q9N293|B3G5_GORGO BETA-1,3- 
GALACTOSYLTRANSFERASE 5 (BETA- 1,3- 
GALTASE 5) (BETA3GAL-T5) (B3GAL-T5) (UDP- 
GALACTOSE:BETA-N-ACETYLGLUCOSAMINE 
BETA-l,3-GALACTOSYLTRANSFERASE 5) (UDP- 
GAL.BETA-GLCNAC BETA- 1,3- 

p at A r'TACVT TT> AXTCI7X7T5 A Ct C\ /DET A 1 /^V T"C\ 

(jrALAC I Uo Y JL 1 KAJN or JbKAbJb j) (r>b 1 A-i-uA- 1 o) 
dbj|BAA94501.1| (AB041416) UDP-Gal:GlcNAc 
octal , .j-gaiaciosyuransierase d [nomo sapiens J 


A 
H 


4194 


7295768 


gi|7295768|gb|AAF5 1070.1| (AE003579) CG3410 gene 
product [Drosophila melanogaster] 


1.5 


410^ 


7290544 


gl| f ZyVJ^Q\gu\i\J\rHDyyo. 1| {J\e,\j\Jj £ * dL) \^\j\yy\)3 gene 

product [Drosophila melanogaster] 


6 


4700 


9966502 


rr^lQQAA^fDlrrkl A Aril fOG^ 1 1 ATJ"7'7^0'70 1 ( A VJ1^0T1\ 
gl|yyoojUZ|gD|AALrlUzy3. l|/vrz /jz 'z_l (Arz /3Z /Zy 

unknown [Schizophyllum commune] 


0.83 


4213 


6010435 


gi|6010435|gb|AAF0 1135.11 (AF087699) erythrocyte 
membrane protein 3 [Plasmodium falciparum] 


2.2 


4216 


14775884 


gi|14775884|reflXPJ)43964.1| similar to KIAA0220 
protein (H. sapiens) [Homo sapiens] 


5E-12 


4218 


7511578 


gi|751 1578|pir||T19209 probable protein kinase 
E02H4.3 - Caenorhabditis elegans emb|CAA94122.1| 
(Z70205) Similarity to Drosophila Doa kinase (PIR 
Acc. No. S44077), contains similarity to Pfam domain: 
PF00069 (Eukaryotic protein kinase domain), 
Score=184.6, E-yalue=5.2e-52, N=l~cDNA EST 
yk5d6.3 comes from this gene-cDNA EST yk5d6.5 
comes from this> emb|CAA91979.1| (Z68003) 
Similarity to Drosophila Doa kinase (PIR Acc. No. 
S44077), contains similarity to Pfam domain: PF00069 
(Eukaryotic protein kinase domain), Score= 184.6, E- 
value=5.2e-52, N=l~cDNA EST yk5d6.3 comes from 
this gene~cDNA EST yk5d6.5 comes from this> 


0.069 


4220 


7471938 


gi|7471938|pir||G75366 glucose- 1 -phosphate 
adenylyltransferase - Deinococcus radiodurans (strain 
Rl) gb|AAFl 1244. 1|AE002010J7 (AE002010) glucose- 
1 -phosphate adenylyltransferase [Deinococcus 
radiodurans] 


2.6 
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Table 3B Nearest Neighbor (BlastX vs . Non-Redundant Proteins) 


SEQID 
NO 


ACCESS 
N 


DESCRIPTION 


P VALUE 


4224 


4506051 


gi|4506051|ref[NP_000937.1| primase, polypeptide 1 
(49kD); primase polypeptide 1 (49kD) [Homo sapiens] 
ref|XP_048930.1| primase, polypeptide 1 (49kD) [Homo 
sapiens] ref]XP_006706.3| primase, polypeptide 1 

DNA PRIMASE SMALL SUBUNIT (DNA PRIMASE 
49 KDA SUBUNIT) (P49) pir||S45630 DNA primase 
chain p48 - human emb|CAA52377. 1| (X74330) DNA 
primase (subunit p48) [Homo sapiens] 
gb|AAH05266.1|AAH05266 (BC005266) primase, 
polypeptide 1 (49kD) [Homo sapiens] j 


0.014 


4228 


13812048 


gi|138 12048|reflNP_l 13 182. 1| putative protein kinase 
[Guillardia theta] gb|AAK39750. 1|AF08303 1_107 
(AF08303 1) putative protein kinase [Guillardia theta] 


1.8 ! 


4229 


7465475 


gi|7465475|pir||S70173 autoinducer synthesis protein - 
Pseudomonas aeruginosa 


1.3 


4236 


11288518 


gi|l 12885 18|pir||T49586 related to nif-specific 
repnlatorv nrotein rimDortedl - Neurosoora crassa 
emb|CAB91387. 1| (AL355930) related to nif-specific 
regulatory protein [Neurospora crassa] 


6.8 


4237 


2072951 


gi|2072951|gb|AAC5 1263.1| (U93564) putative pl50 
[Homo sapiens] 


3.1 


4244 


1903416 


gi|1903416|gb|AAC53095.1| (U76112) translation 
repressor NAT1 [Mus musculus] 


2E-15 


4248 


14749171 


gi| 147491 7 l|ref|XP 038309. 1| hypothetical protein 
XP_038309 [Homo sapiens] 


4.3 


4251 


7432367 


gi|7432367|pir||T13881 NADH dehydrogenase 

fiihinninnnp^ fFC 1 6 S 1} chain 4 - Clhloroffoniurn 

elongatum mitochondrion emb|CAA73990.1| (Y13644) 
NADH dehydrogenase subunit 4 [Chlorogonium 
elongatum] 


1.2 


4255 


13621755 


gi|13621755|gb|AAK33536.1| (AE006511) putative 
nucleotide sugar dehydrogenase [Streptococcus 
pyogenes Ml GAS] 


2.7 


4259 


9880 


gi|9880|emb|CAA36427.1| (X52177) RNA polymerase 
beta subunit (697 AA) [Plasmodium falciparum] 


1.1 


4260 


10314010 


gi| 1031401 0|re£[NP_06624 1 . 1 1 replicase polyprotein 
[acute bee paralysis virus] 

gb|AAG13118.1|AF150629_l (AF150629) replicase 
polyprotein [acute bee paralysis virus] 


7.5 
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Table 3B Nearest Neighbor (BlastX vs. Non-Redundant Proteins) 


NO 


ACCESS 
N 


DESCRIPTION 


P VALUE 


4261 


1 1 fKjyyJZ 


gi| 1 170902|sp|P43245|MDRl_RAT MULTIDRUG 
RESISTANCE PROTEIN 1 (P-GLYCOPROTEIN 1) 
pir||Jriu>> uz p -glycoprotein rai 


5.2 




10180785 


gi|10180785|gb|AAG14273.1|AF243438_88 
(AF243438) RSI immediate-early gene transactivator- 

ike protein [Oallid herpesvirus 2 J 
gb|AAG14284.1|AF243438_99 (AF243438) RSI 
immediate-early gene transactivator ICP4-like protein 

Gallid herpesvirus 2] 


1.3 


/ 


1353257 


gi|1353257|gb|AAB06234.1| (U26665) dimethyl 
sulphoxide reductase subunit B [Haemophilus 
influenzae] 


4.8 


4268 


4240315 


gi|4240315|dbj|BAA74936.1| (AB020720) KIAA0913 
protein [Homo sapiens] 


3.3 


4269 


4493991 


gi|4493991|emb|CAB39050.1| (AL034559) hypothetical 
protein, PFC 1060c [Plasmodium falciparum] 


6.3 


4272 


4557503 


gi|4557503|ref|NP_001072.1| cubilin precursor; cubilin; 
intrinsic factor-cobalamin receptor; intrinsic factor B12- 
receptor [Homo sapiens] pir||T09456 intrinsic factor- 
B12 receptor Cubilin precursor - human 
gb|AAC826 12.1| (AF034611) intrinsic factor-B12 
receptor precursor; cubilin [Homo sapiens] 


5E-10 


4277 


7504212 


gi|7504212|pir||T22670 hypothetical protein F54F1 1.1 - 
Caenorhabditis elegans emb|CAB05738.1| (Z83229) 
Weak similarity with glycerol phospholipid-cholesterol 
acyltransferase-cDNA EST yk479hl2.3 comes from 
this gene-cDNA EST yk479hl2.5 comes from this gene 
[Caenorhabditis elegans] 


8 


4279 


421548 


gi|42 1 54 8|pir||B470 1 3 butanol dehydrogenase (EC 1.1. L 
) II - Clostridium acetobutylicum 


1.7 


4284 


7497553 


gi|74975 5 3 |pir||T 1 9999 hypothetical protein C47D12.2 - 
uaenornaoGiiis eieganb ciiiv\\^f\j\yj / u/ .i| v^-'^- 7 - 7 ^^/ 
predicted using Genefinder-cDNA EST ykl4e2.3 comes 
from this gene-cDNA EST yk88e3.3 comes from this 
gene-cDNA EST ykl32hl.3 comes from this 
gene-cDNA EST yk88e3.5 comes from this 
gene-cDNA EST ykl32hl.5 comes from this 
gene-cDNA EST yk422c3.3 > 


6.7 
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Table 3B Nearest Neighbor (BlastX vs. Non-Redundant Proteins) 


SEQID 
NO 


ACCESS 

XT 

N 


HE C /^D TDTTAXT 

UfcbCKlr 1 1UJN 




4292 


5042237 


gi|5042237|emb|C AB44655.1| (Y18605) hypothetical 
protein RvDl-Rv2024c' [Mycobacterium bovis BCG] 
gb|AAK46361.1| (AE007059) hehcase, 
putative/conserved hypothetical protein [Mycobacterium 
tuberculosis CDC 1551] 


6.3 


4298 


14746217 


gi|14746217|re£|XP_01 1563.2| hypothetical protein 
FLJ21634 [Homo sapiens] dbj|BAB15338.1| 
(AK026056) unnamed protein product [Homo sapiens] 


0.000000002 


4299 


6005978 


gi|6005978|ref|NP_009098.1| zinc finger protein 258 
[Homo sapiens] gb|AAD15797.1| (AF055470) ZNF258 
[Homo sapiens] 


9E-26 


4303 


9845291 


gi|9845291|ref|NP_063945. 1| phosphatidylinositol 
polyphosphate 5 -phosphatase type IV [Homo sapiens] 
gb|AAF81404.1|AF187891_l (AF187891) 
phosphatidylinositol polyphosphate 5 -phosphatase type 
IV [Homo sapiens] 


7.7 


4305 


13620879 


gi|13620879|dbj|BAB40992.1| (AB049938) alphal,3- 
fucosyltransferase [Rattus norvegicus] 


2.7 


4308 


6424813 


gi|6424813|gb|AAF08148.1| (AF130192) NADH 
dehydrogenase subunit F [Valeriana fauriei] 


9.6 


4311 


5834894 


gi|5834894|reflNP_006964.1|ND5_10021NADH 
dehydrogenase subunit 5 [Caenorhabditis elegans] 
sp|P24896[NU5M_CAEEL NADH-UBIQUINONE 
OXIDOREDUCTASE CHAIN 5 pir||S26037 NADH 
dehydrogenase (ubiquinone) (EC 1.6.5.3) chain 5 - 
Caenorhabditis elegans mitochondrion 
emb|CAA38162.1| (X54252) ND5 protein (AA 1 - 527) 
[Caenorhabditis elegans] 


l.o 


4314 


11135954 


gi|l 1 135954|sp|Q9TC94|YM16_NEPOL 
HYPOTHETICAL PROTEIN YMF 16 
gb|AAF03203.1|AF110138_35 (AF 110138) homolog of 
E. coli MttB, a protein involved in folded protein 
translocation dnu uArgciiiu^ ctciuoo u<twiviiai iiiciiiui<aiico 
[Nephroselmis olivacea] 


2.2 


4316 


14089831 


gi| 1408983 l|emb|CAC 13590.1| (AL445564) unknown; 
predicted coding region [Mycoplasma pulmonis] 


6.5 


4317 


10728595 


gi|10728595|gb|AAF52302.2| (AE003611) CG9011 
gene product [Drosophila melanogaster] 


4E-19 
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Table 3B Nearest Neighbor (BlastX vs. Non-Redundant Proteins) 


SEQID 
NO 


ACCESS 
N 


DESCRIPTION 


P VALUE 


4318 


9187479 


gi|9187479|emb|CAB96962.1| (AJ007508) magnesium- 
chelatase subunit chll [Gnetum gnemon] 


2.4 


4322 


7469635 


gi|7469635|pir||S76563 hypothetical protein - 
Synechocystis sp. (strain PCC 6803) dbj|BAA10409.1| 
(D64002) ORF_ID:sll0188~unknown protein 
[Synechocystis sp. PCC 6803] 


1.6 


4324 


15021476 


gi| 15 02 1 476|gb|AAK77753 . 1 |AF369029_84 
(AF3 69029) ORF84 [white spot syndrome virus] 


1.7 


4333 


11466210 


gi|l 14662 10|ref]NP_066533.1| NADH dehydrogenase 
subunit 2 [Naegleria gruberi] 

gb|AAG17811.1|AF288092_36 (AF288092) NADH 
dehydrogenase subunit 2 [Naegleria gruberi] 


0.46 


4336 


127494 


gi|127494|sp|P25 127|MT_ESOLU 
METALLOTHIONEIN (MT) DirllS17175 

1 Til — 4 A A U — 1 A — J V-Z A A K M V-/ A 1 J — J A L ^ IX Tl A I Ull 1 1 A 9 A § -J 

Metallothionein - Northern pike pir||S38334 
metallothionein - northern pike pir||S3 1723 
metallothionein - northern pike emb|CAA42035.1| 
(X59392) metallothionein [Esox lucius] 
emb|CAA49636.1| (X70042) Metallothioein [Esox 
lucius] 


1 


4341 


6009729 


gi|6009729|dbj|BAA85039.1| (AB026129) alpha-2- 
macroglobulin-2 [Cyprinus carpio] 


0.00002 


4342 


1170606 


gi|l 170606|sp|P43188|KADC_MAIZE ADENYLATE 
KINASE, CHLOROPLAST (ATP-AMP 
TRANSPHOSPHORYLASE) pir||S45634 adenylate 

lririocp (T*C** 9 7 4 phlornnla^t — rnai^p nHhl 1 7 ATCI A 

Chain A Adenylate Kinase From Maize In Complex 
With The Inhibitor Pl 5 P5-Bis(Adenosine-5'- 
)pentaphosphate (Ap5a) pdb| 1ZAK|B Chain B, 
Adenylate Kinase From Maize In Complex With The 
Inhibitor P 1 ,P5-Bis(Adenosine-5'-)pentaphosphate 
(Ap5a) 


5E-13 


4345 


543537 


gi|543537|pir||JN0720 glucosyl transferase - Shigella 
flexneri phage X gb|AAA71895. 1| (L05001) glucosyl 
transferase [bacteriophage SfX] 


8.1 


4347 


7297011 


gi|72970 1 1 |gb|AAF5228 1 . 1 1 (AE0036 1 1) CG 1 1 1 49 
gene product [Drosophila melanogaster] 


0.93 


4348 


11558496 


gi|l 1558496|emb|CAC17816.1| (AJ276292) sodium 
iodide symporter [Sus scrofa] 


2.6 
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Table 3B Nearest Neighbor (BlastX vs. Non-Redundant Proteins) 


SEQ ID 
NO 


ACCESS 
N 


DESCRIPTION 


P VALUE 


4351 


7293017 


gi|7293017|gb|AAF48404.1| (AE003497) CG12398 
gene product [Drosophila melanogaster] 


9 


4352 


7486021 


Kl| /TODui 1 |pil II 1 v/U 1JJ liypUUlCLlCctt piULCUl 

F23E12.200 - Arabidopsis thaliana emb|CAA18745.1| 
fAT,07?604^ nutative nrotein FArahiHnn^i^ thalianal 

^/li-'V/i.iuv/T y puuiu vw utuiwui {^ni auiuuudiD uiq.ii cu. i cl j 

emb|C AB80241.1| (AL 16 1587) putative protein 
[Arabidopsis thaliana] 


0.085 


4353 


10047323 


ei110047323ldbilBAB13449 11 (AB046843) KIAA1623 
protein [Homo sapiens] 


2.7 


4359 


262249 


gi|262249|gb|AAB24620.1| (S52010) orfl 5" of EpoR 
[Mus sp.] 


0.67 


4361 


14589828 


gi|14589828|gb|AAK70656.1|AC024771_l 
CAC02477n HvDothetical Drotein Y40B10A 1 
[Caenorhabditis elegans] 


0.45 


4364 


543537 


gi|543537|pir||JN0720 glucosyl transferase - Shigella 
flexneri nhaee X eblAAA71895 11 (L0500H elucosvl 
transferase [bacteriophage SfX] 


6.6 


4366 


14587208 


gi|14587208|dbj|BAB61142.1| (AP003199) hypothetical 
protein [Oryza sativa] 


5.1 


4370 


13385738 


gi|13385738|ref|NP_080509.1| RIKEN cDNA 
4933434120 gene [Mus musculus] dbj|BAB30173.1| 
(AK0 16272) putative [Mus musculus] 


0.046 


4372 


7507823 


gi|7507823|pir||T24908 hypothetical protein T14D7.2 - 
CaenornaDditis elegans emu|UAr$U33oj.i| (Z,oi iio) 
cDNA EST EMBL:M88978 comes from this 
gene — cliln /\ co 1 yKHiyuo. j comes irom uiib 
gene~cDNA EST yk285a8.3 comes from this 
gene~cDNA EST yk398cl.3 comes from this 
gene~cDNA EST yk350c8.3 comes from this 
gene-cDNA EST yk350c8.5 comes from this gene~c> 


0.33 


4376 


7302573 


gi|7302573|gb|AAF57655.1| (AE003798) CG15086 
gene product [Drosophila melanogaster] 


1.1 


4377 


531764 


gi|531764|emb|CAA56961.1| (X81072) hypothetical 
protein in YTA7 5'region [Saccharomyces cerevisiae] 


5.4 
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Table 3B Nearest Neighbor (BlastX vs. Non-Redundant Proteins) 


SEQ ED 
NO 


ACCESS 
N 


DESCRIPTION 


P VALUE 


4378 


585100 


gi|585100|sp|Q07287|ZPB_PIG ZONA PELLUCIDA 
SPERM-BINDING PROTEIN B PRECURSOR 
(ZONA PELLUCIDA 3-ALPHA) (ZONA 
PELLUCIDA GLYCOPROTEIN ZP3-ALPHA) 
pir||S35712 sperm-binding glycoprotein ZP3-alpha 
precursor - pig gb|AAA50164.1| (L11000) zp3-alpha 
sperm-binding glycoprotein [Sus scrofa] 


2.5 


4382 


2148043 


gi|2148043|pir||S51527 S-receptor kinase (EC 2.7.1.-) 
A14 precursor - rape gb|AAA62232.1| (U00443) S- 
receptor kinase [Brassica napus] 


6 


4383 


2257556 


gi|2257556|dbj|BAA21448.1| (AB004539) probable 
membrane protein YOL130w [Schizosaccharomyces 
pombe] 


7.9 


4J5D 


8928528 


gi|8928528|sp|Q44601|YTRl_BUCSC 
HYPOTHETICAL 35. 1 KDA PROTEIN IN TRPA 
3'REGION gb|AAA92793. 1| (U09185) unknown 
[Buchnera aphidicola] 


9.3 


4389 


12518050 


gi| 125 18050|gb|AAG585 18. 1|AE005564_3 (AE005564) 
maltodextrin phosphorylase [Escherichia coli 0157.H7 
EDL933] dbj|BAB37682.1| (AP002565) maltodextrin 
phosphorylase [Escherichia coli 0157:H7] 


4.8 


4391 


13813161 


gi|13813161|gb|AAK40397.1| (AE006644) Hypothetical 
protein [Sulfolobus solfataricus] 


0.64 


4393 


13626090 


gi| 1 3 626090|sp|P78704|ACR2_NEUCR 
ACRIFLAVINE SENSITIVITY CONTROL 
PROTEIN ACR-2 


3 


4394 


ooaU/Jo 


gi|6680736|ref|NPJ)3 1522.1] AT motif binding factor 1 
[Mus musculus] dbj|BAA05046.1| (D26046) AT motif- 
binding factor [Mus musculus] prfl|2207230A 
transcription factor ATBF 1 [Mus musculus] 


i 1 

X . 1 


4395 


7269957 


gi|7269957|emb|CAB79774.1| (AL161577) cyclic 
nucleotide and calmodulin-regulated ion channel-like 
protein [Arabidopsis thaliana] 


5 


4396 


13812152 


gi|13812152|ref|NP_113279.1| hypothetical protein 
[Guillardia theta] gb|AAK39839.1|AF165818_47 
(AF 165 8 18) hypothetical protein [Guillardia theta] 


2 
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Table 3B Nearest Neighbor (BlastX vs. Non-Redundant Proteins) 


SEQID 
iNU 


ACCESS 
N 


DESCRIPTION 


P VALUE 


4398 


11350074 


gi|l 1350074|pir||G83 141 hypothetical protein PA4035 
[imported] - Pseudomonas aeruginosa (strain PAOl) 
gb|AAG07422.1|AE004820_7 (AE004820) hypothetical 
protein [Pseudomonas aeruginosa] 


1.8 


4399 


6601484 


gi|660 1 484|gb|AAF 1 8995 . 1 |AF2 1 1 856_1 (AF2 11856) 
pulmonary surfactant protein A [Ovis aries] 
gb|AAF31148.1|AF076633_l (AF076633) pulmonary 
surfactant-associated protein A [Ovis aries] 


2.3 


4402 


7480194 


gi|7480 1 94|pir||T3 7054 hypothetical protein SCJ21.05 - 
Streptomyces coelicolor emb|CAB5235 1 . 1 1 (AL 109747) 
hypothetical SCJ21.05 [Streptomyces coelicolor A3 (2)] 


6.9 j 


4403 


123346 


gi|123346|sp|P16393|HMDH_STRPU 3-HYDROXY-3- 
METHYLGLUTARYL-COENZYME A 
REDUCTASE (HMG-COA REDUCTASE) 
pir||A31898 hydroxymethylglutaryl-CoA reductase 
(NADPH) (EC 1 . 1 . 1 .34) - sea urchin 
(Strongylocentrotus purpuratus) gb|AAA30060. 1 1 
(J04200) HMGCoA reductase (EC 1.1.1.34) 
[Strongylocentrotus purpuratus] 


4.2 


4404 


1870163 


gi|1870163|emb|CAB05927.1| (Z83335) unknown 
[Streptococcus pneumoniae] 


8.3 


4408 


5739524 


gi|5739524|reflNP_000544.1| Werner syndrome protein 
[Homo sapiens] sp|Q14191|WRN_HUMAN WERNER 
SYNDROME HELICASE gb|AAC4 1981.1) (L76937) 
Homo sapiens Werner syndrome gene, complete cds 
gb|AAC6336 1 . 1 1 (AF09 12 14) WRN [Homo sapiens] 
gb|AAF06162.1| (AF181897) WRN [Homo sapiens] 


7.2 


A A AO ! 


7494315 


gi|74943 15|pir||C71607 hypothetical protein PFB0745w 
malaria parasite (Plasmodium falciparum) 
gb|AAC71938.1| (AE001415) hypothetical protein 
[Plasmodium falciparum] 


2.4 


4414 


13477147 


gi| 13477 147|gb|AAH0503 1 . 1 |AAH0503 1 (BC00503 1) 
Unknown (protein for IMAGE:3532 103) [Homo 
sapiens] 


9.1 


4415 


6650234 


gi|6650234|gb|AAF21778. 1| (AF072567) zinc finger 
protein 74 isoform III [Homo sapiens] 


3.3 
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Table 3B Nearest Neighbor (BlastX vs. Non-Redundant Proteins) 


SEQ ID 
NO 


ACCESS 
N 


DESCRIPTION 


P VALUE 


4419 


7498637 


gi|7498637|pir||T32474 hypothetical protein F08F1.3 - 
Caenorhabditis elegans gb|AAB71303.1| (AF026213) 
Hypothetical protein F08F1.3 [Caenorhabditis elegans] 


9.9 


4420 


6016842 


gi|6016842|dbj|BAA85 182.1| (AB033168) nuclear 
protein ZAP [Mus musculus] 


2.2 


4422 


125704 


mill •757n4lcnlP(lRf>'?fll < sRf"? DROMF TYROSTNE- 
PROTEIN KINASE SRC28C pir||TVFFDS protein- 
tyrosine kinase (EC 2.7.1.112) src2 - fruit fly 
(Drosophila melanogaster) gb|AAA28912.1| (M16599) 
Dsrc28C protein [Drosophila melanogaster] 


8.9 


4423 


14746157 


gi| 14746 157|reflXP_046 163. 1| T-cell lymphoma- 1 
Homo sapiens] 


8.6 


4424 


13235641 


gi|13235641|emb|CAC33768.1| (AJ308570) S-adenosyl- 
L-methionine:salicylic acid carboxyl methyltransferase 
Stephanotis floribunda] 


6.3 


4426 


1 Z. OV/Ji.J / 


gi|12805257|gb|AAH0209Ll|AAH02091 (BC002091) 
Unknown (protein for MGC:6342) [Mus musculus] 


5.5 


4428 


7488979 


gi|7488979|pir||T07612 cellulase (EC 3.2.1.4) CeD, 
membrane-anchored - tomato gb|AAC49704. 1| 
(U78526) endo-l,4-beta-glucanase [Lycopersicon 
esculentum] 


9.5 


4429 


14741807 


gi|14741807|ref|XP_049622.1| KIAA1630 protein 
[Homo sapiens] 


2E-16 


4434 


6324137 


gi|6324137|ref]NP_0 14207. 1| chitin synthase 1; Chslp 
[Saccharomyces cerevisiae] sp|P08004|CHSl_YEAST 

puittat CWTTtI A CUT 1 /ft-TITTM T TTYD Af"*FT , V7 - 
CriLlUN o YIN JlriAofc. 1 vL,rtl 1 liN-UUr J\\^il l IL- 

GLUCOSAMINYL TRANSFERASE 1) pir||A23944 

chitin synthase (EC 2.4.1.16) CHS1 - yeast 

(Saccharomyces cerevisiae) gb|AAA34491.1| (M 14045) 

chitin synthase [Saccharomyces cerevisiae] 

emb|CAA96086.1| (Z71468) ORF YNL192w 

[Saccharomyces cerevisiae] 


6.8 


4436 


6678958 


gi|6678958|ref|NP_032667.1| microtubule associated 
testis specific serine/threonine protein kinase [Mus 
musculus] pir||A54602 microtubule-associated 
serine/threonine protein kinase MAST205 - mouse 
gb| AAC04312.1| (U02313) protein kinase [Mus 
musculus] 


0.41 
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Table 3B Nearest Neighbor (BlastX vs. Non-Redundant Proteins) 


SEQID 
NO 


ACCESS 
N 


DESCRIPTION 


P VALUE 


4445 


7494262 


gi|7494262|pir||T18489 hypothetical protein C0820w - 
malaria parasite (Plasmodium falciparum) 
emb|CABl 1 128.1 1 (Z98551) hypothetical protein, 
PFC0820w [Plasmodium falciparum] 


6.3 


4454. 


11245201 


gi|11245201|gb|AAG33502.1|AF302058_l (AF302058) 
cytochrome oxidase I [Apocrypta sp. MSPAR2] 


i 9.1 


4457 


6752960 


gi|6752960|ref|NP_033743.1| a disintegrin and 
metalloprotease domain 1 1 ; a disintegrin and 
mptallonrotease rfomain ^AT")A\4^ 1 1 mn^culii^l 

IllViOllUUlUiMUb UUU1UUI 1 i VI — * I 11 H 1 A I 1 ITlliO lllUOvUiUOJ 

sp|Q9RlV4|ADll_MOUSE ADAM 11 PRECURSOR 
(A DISINTEGRIN AND METALLOPROTEINASE 
DOMAIN 1 1) (METALLOPROTEINASE-LIKE, 
DISINTEGRIN-LIKE, AND CYSTEINE-RICH 
PROTEIN) (MDC) dbj|BAA83384.1| (AB009676) 
ADAM1 1 [Mus musculus] 


3.8 


4462 


103076 


gi|103076|pir||B21 124 Bkm-like sexnletermining region 
hypothetical protein CS3 14 - fruit fly (Drosophila 
melanogaster) (fragment) 


0.14 


4463 


14742023 


gi|14742023|ref]XP_039778.1| HSPC047 protein [Homo 
sapiens] 


1E-65 


4464 


13816057 


gi|13816057|gb|AAK42842.1| (AE006867) Agmatinase 
(agmatine ureohydrolase) (speB-2) [Sulfolobus 
solfataricus] 


6.5 


4466 


295359 


gi|295359|gb|AAA21303.1| (L14824) surface antigen 
[Trypanosoma cruzi] 


4.2 


4471 


2429459 


gi|2429459|gb|AAB70995.1| (AF025461) contains 
similarity to Canis familiaris (dog) 180k ribosome 
receptor (NID:g9841 13) [Caenorhabditis elegans] 


2.2 


4474 


7296176 


gi|7296176|gb|AAF5 1469.1| (AE003588) CG2839 gene 
product [Drosophila melanogaster] 


i 8.9 


4475 


14736857 


gi|14736857|reflXP_005322.2| KIAA0967 protein 
[Homo sapiens] 


0.33 


4480 


13959004 


gi|13959004|gb|AAK51055.1|AF361075_2 (AF361075) 
UL24 [Canine herpesvirus] 


0.35 
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Table 3B Nearest Neighbor (BlastX vs. Non-Redundant Proteins) 


SEQID 
NO 


ACCESS 
N 


DESCRIPTION 


P VALUE 


- 

4483 


7511539 


gi|75 1 1539|pir||T18770 probable calcium channel 
protein - Caenorhabditis elegans emb|CAA90091.1| 
(Z49907) similar to calcium channel alpha-2 
subunit-cDNA EST ykl34g4.5 comes from this 
gene-cDNA EST yk49c7.3 comes from this 
gene-cDNA EST ykl34g4.3 comes from this 
gene-cDNA EST yk49c7.5 comes from this 
crpnp — cDNA F.ST v1c349a4 3 wmups from thi*? typnP'— rl")> 
emb|CAA90141.1| (Z49912) similar to calcium channel 
alpha-2 subunit-cDNA EST ykl34g4.5 comes from this 
gene-cDNA EST yk49c7.3 comes from this 
gene-cDNA EST ykl34g4.3 comes from this 
gene-cDNA EST yk49c7.5 comes from this 
gene-cDNA EST yk349a4.3 comes from this gene-cD> 


6 


4484 


11288486 


gi|l 1288486|pir||T49552 hypothetical protein 
B21J2 1.300 [imported] -Neurospora crassa 
emb|CAB9 1353.1| (AL355929) hypothetical protein 
[Neurospora crassa] 


9.5 


4488 


11120676 


gi|l 1 120676|ref]NP_068546.1| putative envelope 
polyprotein [DG-75 Murine leukemia virus] 
gb|AAG29094.1|AF221065_2 (AF221065) putative 
envelope polyprotein [DG-75 Murine leukemia virus] 


1.8 


4489 


3901274 


gi|3901274|gb|AAC78630.1| (AF077821) inducible 
nitric oxide synthase; iNOS [Canis familiaris] 


3.5 


4491 


11595582 


gi|11595582|emb|CAC18184.1| (AL451014) conserved 
hypothetical protein [Neurospora crassa] 


3 


4493 


5835447 


gi|5835447|ref]NP J)08371 . 1|ND6_13 1 86 NADH 
dehydrogenase subunit 6 [Onchocerca volvulus] 
pir||Tl 1066 NADH dehydrogenase (ubiquinone) (EC 
1.6.5.3) chain 6 - nematode (Onchocerca volvulus) 
mitochondrion gb|AAC6 1 6 1 3 . 1 1 (AF0 1 5 1 93) NADH 
dehydrogenase subunit 6 [Onchocerca volvulus] 


1 


4494 


13814848 


gi|13814848|gb|AAK41824.1| (AE006774) SSV1 
hypothetical 14.8 kd protein (orf B-129) homolog 
[Sulfolobus solfataricus] 


5.4 


4500 


14529727 


gi|14529727|emb|CAC42176.1|(AL135758) 

dMl 17J5. 1 (novel protein similar to anonymous human, 

fly, worm and yeast proteins) [Mus musculus] 


7E-97 ' 
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NO 


ACCESS 
N 


DESCRIPTION 


P VALUE 


4504 


13512594 


gi|13512594|gb|AAK28688.1| (AF078553) unknown 
function U3 [Ehrlichia canis] 


8.8 


4506 


6635084 


gi|6635084|emb|CAB64573.1| (AL135930) hypothetical 
protein L4738.02 [Leishmania major] 


3.2 


4508 


1 1467470 


gi|11467470|ref]NP_043616.1| 50S ribosomal protein 
L4 [Odontella sinensis] sp|P49546|RK4_ODOSI 
CHLOROPLAST 50S RIBOSOMAL PROTEIN L4 
pir||S78275 ribosomal protein L4, chloroplast - 
Odontella sinensis chloroplast emb|CAA91648.1| 
(Z67753) 50S ribosomal protein L4 [Odontella sinensis] 


5.9 


4509 


4512681 


gi|4512681|gb|AAD21735.1| (AC006931) hypothetical 
protein [Arabidopsis thaliana] 


0.73 


4510 


5835704 


gi|5835704|ref]NP_0085 19. 1|ND4_15045 NADH 
dehydrogenase subunit 4 [Rhipicephalus sanguineus] 
sp|099825|NU4M_RfflSA NADH-UBIQUINONE 
OXIDOREDUCTASE CHAIN 4 pir||Tl 1 162 NADH 
dehydrogenase (ubiquinone) (EC 1.6.5.3) chain 4 
[similarity] - hardbacked tick (Rhipicephalus 
sanguineus) mitochondrion gb|AAD05526. 1| 
(AF081829) NADH dehydrogenase 4 [Rhipicephalus 
sanguineus] 


6.8 


4511 


8922500 


gi|8922500|ref]NP_060600.1| hypothetical protein 
FLJ10539 [Homo sapiens] dbj|BAA91669. 1| 
(AK001401) unnamed protein product [Homo sapiens] 


2E-13 


4514 


12018296 


gi|12018296|ref|NP_072138.1| CDC10 (cell division 
cycle 10, S.cerevisiae, homolog) [Rattus norvegicus] 
sp|Q9WVC0|SEP7JRAT SEPTIN 7 (CDC 10 
PROTEIN HOMOLOG) gb|AAD3786Ll|AF142759_l 
(AF142759) CDC10 [Rattus norvegicus] 


6 : 9 


4518 


11357368 


gi|l 1357368|pir||T4a358 hypothetical protein 
F12E4.100 - Arabidopsis thaliana emb|C AB8 3 293. 1| 
(AL 162751) putative protein [Arabidopsis thaliana] 


1.1 


4520 


6754038 


gi|6754038|reflNP_034456.1| glycoprotein la, alpha 
polypeptide [Mus musculus] gb|AAC53320.1| (U91967) 
platelet glycoprotein lb-alpha [Mus musculus] 


0.53 
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Table 3B Nearest Neighbor (BlastX vs. Non-Redundant Proteins) 


SEQID 
NO 


ACCESS 
N 


DESCRIPTION 


P VALUE 


4521 


7437434 


gi|7437434|pir||D72038 DNA topoisomerase I CP 1 103 
[imported] - Chlamydophila pneumoniae (strains 
CWL029 and AR39) gb|AAD18907.1j (AE001658) 
DNA Topoisomerase I-Fused to SWI Domain 
[Chlamydophila pneumoniae CWL029] 
gb|AAF38871.1| (AE002266) DNA topoisomerase I 
[Chlamydophila pneumoniae AR39] dbj|BAA98977.1| 
(AP002547) DNA topoisomerase I-fused to SWI 
domain [Chlamydophila pneumoniae J 138] 


8.2 


4525 


1514669 


gi|1514669|emb|CAA87082.1| (Z46958) adenyl cyclase 
[Xenopus laevis] 


0.86 


4526 


6321382 


gi|6321382|ref)NPJ)l 1459.1) similar to S. pombe sds23; 
Sds23p [Saccharomyces cerevisiae] 
sp|P53 172|YGF6_YEAST HYPOTHETICAL 58.1 KD 
PROTEIN IN UBC2-OLE1 INTERGENIC REGION 
pir||S64060 probable membrane protein YGL056c - 
yeast (Saccharomyces cerevisiae) emb|CAA96759.1j 
(Z72578) ORF YGL056c [Saccharomyces cerevisiae] 


4.2 


4528 


7487690 


gi|7487690|pir||T01961 hypothetical protein T5H22.5 - 
Arabidopsis thaliana gb]AAC62796. If (AF096372) 
contains similarity to reverse transcriptase (Pfam: 
PF00078 rvt, E=4.3e-08) [Arabidopsis thaliana] 
emb|C AB80803.1| (AL161498) similarity to 
[Arabidopsis thaliana] 


3.9 


4530 


12839203 


gi|12839203|dbj|BAB24467.1| (AK006222) putative 
[Mus musculus] 


9.2 




1177607 


gi|1177607|emb|CAA63219.1| (X92485) pval 
[Plasmodium vivax] 


0.11 


4534 


7506781 


gi|7506781|pir||T24250 hypothetical protein R53.3a - 
Caenorhabditis elegans emb|CAA91353.1| (Z66515) 
contains similarity to Pfam domain: PF00096 (Zinc 
finger, C2H2 type), Score=105.7, E-value=2.9e-28 5 
N=5 [Caenorhabditis elegans] 


3.2 


4538 


14041637 


gi| 1404 1637|emb|C AC38421.1| (AJ302647) POL 
protein [Human immunodeficiency virus type 1] 


2.8 
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Table 3B Nearest Neighbor (BlastX vs. Non-Redundant Proteins) 


SEQID 
NO 


ACCESS 
N 


DESCRIPTION 


P VALUE 


4546 


6324843 


gi|6324843|reflNP_014912. 1| Required for viability in 
the absence of Cin8p; Paclp [Saccharomyces 

cerevisiaej sp|Piy94o|rAUl_YiiAbl rrsX^i rKUlcJIN 
pir||S67166 PAC1 protein - yeast (Saccharomyces 
cerevisiae) emb|CAA61775.1| (X89633) hypothetical 
protein [Saccharomyces cerevisiae] gb|AAB00685.1| 
(U16827) Paclp [Saccharomyces cerevisiae] 
emb|CAA99493. 1| (Z75 177) ORF YOR269w 
Saccharomyces cerevisiae] 


4.2 


4555 




gi|14424433|ref]NP_077816.1| ATPase, Class V, type 
10C; ATPase type IV, phospholipid transporting (P- 
type j ^puiaxivej [nomo sapienbj gDj^vrtj\.->j iwl/.ij 
(AY029504) aminophospholipid-transporting ATPase 
Homo sapiens] dbj|BAB47392.1| (AB051358) putative 
aminnnhn*?nhnlinid translocase ITIomo saoiensl 


3E-10 


4560 


6714740 


ailfi714740leTnhlCAB66205 11 (AL 136502) outative 
prolyl aminopeptidase. [Streptomyces coelicolor A3(2)] 


4.7 


4562 


6724176 


ail67?4176iffhlAAF26878 1IAF196232 1 (AF196232) 
T cell receptor V delta 6 [Rattus norvegicus] 


7.4 


4563 


14783807 


gi|14783807|ref|XP_027541.1| hypothetical protein 
FLJ21858 [Homo sapiens] 


3.1 


4564 


OH / O&VU 


gi|6478266|gb|AAF1378Ll|AF129403_2 (AF129403) 
gamma subunit of membrane-bound ATP synthase 

rRiirVmera anhidicolal 


2 


4566 


7509812 


gi|7509812|pir||T26861 hypothetical protein Y43F8B. 5 - 
i^aenornaDQiiis eiegans emojv^/\-r\z,uij..i| ^ajjvjzu^j; 
contains similarity to Pfam domain: PF00188 (SCP-like 
pYtrnrplliitar nrntein) Score : =34 9 E-value=4 2e-09 

N=2 [Caenorhabditis eiegans] 


5.7 


4567 


5230656 


gi|5230656|gb|AAD40953.1|AF148934_l (AF148934) 
phantastica [Lycopersicon esculentum] 


7.9 


4578 


14732381 


gi|14732381|reflXP_050222.1| hypothetical protein 
XP 050222 [Homo sapiens] 


0.0009 


4581 


14349161 


gi| 14349 16 l|dbj|BAB60707.1| (AB049622) ficolin 4 
[Halocynthia roretzi] 


2.5 


. 4585 


3599476 


gi|3599476|gb|AAC69336.1| (AF084637) serendipity 
alpha protein [Drosophila virilis] 


2.4 
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Table 3B Nearest Neighbor (BlastX vs. Non-Redundant Proteins) 


SEQID 
NO 


ACCESS 
N 


DESCRIPTION 


P VALUE 


4586 


145512 


gi|145512|gb|AAC41418.1| (M55661) colonisation 
factor antigen d' [Escherichia coli] 


8.9 


4590 


7499104 


gi|7499104|pir||T20906 hypothetical protein F14F7.1 - 
Caenorhabditis elegans emb|CAB041 1 1.1| (Z81503) 
predicted using Genefinder-contains similarity to Pfam 
domain: PF01484 (Nematode cuticle collagen N- 
terminal domain), Score=31.5, E-value=6.2e-06, 
N=l~cDNA EST yk56g5.3 comes from this 
gene-cDNA EST yk56g5.5 comes from this gene 
[Caenorhabditi> 


9.8 


4591 


7267234 


gi|7267234|emb|CAB80841.1| (AL 16 1501) putative 
sugar transporter [Arabidopsis thaliana] 


9.9 


4593 


401050 


gi|40 1050|sp|Q0 1656|RSP4_CHLRE FLAGELLAR 
RADIAL SPOKE PROTEIN 4 pir||A44498 radial spoke 
protein 4 - Chlamydomonas reinhardtii gb|AAA33092.1| 
(M87526) flagellar radial spoke protein 
[Chlamydomonas reinhardtii] 


0.31 


4594 


7300719 


gi|7300719|gb|AAF55865.1| (AE003734) CG5862 gene 
product [Drosophila melanogaster] 


1.5 


4596 


12851516 


gij 1 2 85 1 5 1 6|dbj |BAB29072 . 1 1 (AK013941) putative 
[Mus museums] 


1.1 


4598 


14193314 


gi| 1 4 1 933 14|gb| AAK55 896. 1 |AF2672 1 3_2 (AF2672 13) 
ATP synthase gamma subunit [Candidatus Carsonella 
ruddii] 


5.2 


4599 


13898998 


gi|13898998|gb|AAK48930. 1|AF35925 1_1 (AF35925 1) 
extracellular polypeptide Ecp76 [Chlamydomonas 
reinhardtii] 


0.17 


4601 


8922500 


gi|8922500|ref|NP_060600.1| hypothetical protein 
FLJ 1 053 9 [Homo sapiens] dbj |BAA9 1 669. 1 1 
(AK001401) unnamed protein product [Homo sapiens] 


4.7 


4605 


7494152 


gi|7494152|pir||T18410 carbamoyl-phosphate synthase 
(glutamine-hydrolyzing) (EC 6.3.5.5) II - malaria 
parasite (Plasmodium falciparum) gb|AAA29522. 1| 
(L32150) carbamoyl phosphate synthetase II 
[Plasmodium falciparum] 


8.7 


4607 


6178092 


gi|6178092|dbj|BAA86 168.1] (AB031705) ORF2 
protein [TT virus] 


3.4 


4608 


122078 


gi|122078|sp|P02301|H34_MOUSE HISTONE H3.4 
(EMBRYONIC) emb|CAA24131.1| (V00754) reading 
frame histone H3 [Mus musculus] 


0.059 
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Table 3B Nearest Neighbor (BlastX vs. Non-Redundant Proteins) 


SEQ ID 
NO 


ACCESS 
N 


DESCRIPTION 


P VALUE 


4610 


2598224 


gi|2598224|emb|CAA69955.1| (Y08696) aldehyde 
dehydrogenase [Ghiconacetobacter europaeus] 


2.1 


4612 


12382242 


gi|12382242|gb|AAG53080.1|AF263824_l (AF263824) 
5'A2rel-related protein [Leishmania donovani] \ 


3.2 


4613 


1405336 


gi|1405336|dbj|BAA13060.1| (D86240) hypothethecal 

mpmhranp tran<jnnTtf*r rStJinfivlofiOCCii^ finrpn^l 

llltl 1 1U1 LlCUloL/ul 1^1 1 L_7 IClUll Y Ivvwvlld tllit V_/ Li. J J 

gb| AAD2 1958.1| (AF 101234) putative membrane 
protein DltB [Staphylococcus aureus] dbj|BAB42033.1| 
(AP003 132) DltB membrane protein [Staphylococcus 
aureus subsp. aureus N315] dbj|BAB57095.1| 
(AP00336O) DltB membrane protein [Staphylococcus 
aureus subsp. aureus Mu50] 


7.4 


4616 


6321803 


ailfil? 1 fcO^lrefTNP 01 1 879 1 1 Pol v A -binding nrotein' 
Mip6p [Saccharoinyces cerevisiae] 
sp|P38760|YHH5 YEAST HYPOTHETICAL 75.9 
KDA PROTEIN IN SP013-ARG4 INTERGENIC 
REGION pir||S46788 PES4 protein homolog YHR015w 
- yeast (Saccharomyces cerevisiae) gb|AAB68942.1| 
(U 10400) Yhr015wp [Saccharomyces cerevisiae] 


5.3 


4618 


14749154 


gi|14749154|reflXP_03 1524.1| AF15ql4 protein [Homo 
sapiens] 


9E-94 


4621 


12837658 


gi| 1 283765 8|dbj|BAB23 899. 1| (AK005241) putative 
[Mus musculus] dbj|BAB26680.1| (AK010067) putative 
[Mus musculus] 


6.8 


4622 


9628166 


oilQ6?K1 f>6lrHTNP 0477^2 1 1 CD2 hnmoloa TAfrican 
swine fever virus] pir||A40678 T-cell adhesion receptor 
("*T)9 Vinmolof? - African swine fever virus 

V_ ' \ J £^ 1 k\J L 1 IvlVt-j rill IvUii ij V V &JLJI w XVT VI V 11 UJ 

gb|AAA42691.1| (L16864) cd2 homologue [African 
swine fever virus] gb|AAA65288. 1| (U18466) CD2 
homolog [African swine fever virus] prf||21 13434BJ 
CD2-like protein [African swine fever virus] 


7.6 


4625 


56691 


gi|56691|emb|CAA68549.1| (Y00497) precursor (AA - 
24 to 198) [Rattus norvegicus] 


4.2 


4628 


10946710 


gi|10946710|reflNP_067350.1| Rhesus blood group- 
associated B glycoprotein; Rh type B glycoprotein [Mus 
musculus] gb|AAF19371.1| (AF193808) Rh type B 
glycoprotein [Mus musculus] 


9.9 
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Table 3B Nearest Neighbor (BlastX vs. Non-Redundant Proteins) 


SEQID 
NO 


ACCESS 
N 


DESCRIPTION 


P VALUE 


4631 


7507118 


gi|7507118|pir||T24482 hypothetical protein T05A1.2 - 
Caenorhabditis elegans emb|CAA92476.1| (Z68219) 
contains similarity to Pfam domain: PF01391 (Collagen 
tnple helix repeat (20 copies)), Score=86.4, E- 
value=1.8e-22, N=2; PF01484 (Nematode cuticle 
collagen N-terminal domain), Score=23.9, E- 
value=0.0012, N=l~cDNA EST CEMSE21F comes 
from this > 


3.6 


4634 


2072964 


gi|zu/zyo4|gD|AA\^!)iz/i.i| (uyjjoy) putative pi5u 
[Homo sapiens] 


0.12 


4636 


13385228 


gi|13385228|ref|NP_080036. 1| RIKEN cDNA 
4933428103 gene [Mus musculus] dbj|BAB30529.1] 
(AK016968) putative [Mus musculus] dbj|BAB30656.1| 
(AK017257) putative [Mus musculus] 


2,1 


4639 


13o3 /oUU 


gi|13637800|ref|XP_017899.1| hypothetical protein 
rL<j lzo/^ [riomo sapiens j 




464S 


14759884 


gi|14759884|ref|XP_010198.3| 64448 [Homo sapiens] 
sp|Q9BZSl|FXP3 JIUMAN FORKHEAD BOX 
PROTEIN P3 (ZINC FINGER PROTEIN JM2) 
(SCURrIN) gb|AAG536U7. l|Ar 277993 1 (AF277993) 
scurfin [Homo sapiens] 


0.000002 


4651 


9758 iyz 


gi|9758192|dbj|BAB08666.1| (AB018109) 
pectinesterase [Arabidopsis thaliana] 


J.J 


4653 


9989055 


gi|9989055|gb|AAG10818.1|AC011808_6(AC011808) 
Hypothetical protein [Arabidopsis thaliana] 


6E-11 


4658 


560700 


gi|560700|gb|AAB3 1458. 1| gibbon ape leukemia virus 
receptor [lviua iiiubL»iHub — JcipdJicbc icia.i uulc, ^pp« 
molossinus, susceptible cells, Peptide, 680 aa] 


7 


4659 


3878238 


gi|3878238|emb|CAA81588.1| (Z27078) cDNA EST 
ykl81gl.5 comes from this gene~cDNA EST 
ykl53al 1 .5 comes from this gene-cDNA EST 
yk465bl.5 comes from this gene [Caenorhabditis 
elegans] 


1.3 
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Table 3B Nearest Neighbor (BlastX vs. Non-Redundant Proteins) 


SEQID 
NO 


ACCESS 
N 


DESCRIPTION 


P VALUE 


4663 


141028 


gi| 14 1028|sp|P04540|NU5M_TRYBB NADH- 
TrBTOIJINONE OXIDO REDUCTASE CHAIN 5 
pir||QQUTC5 NADH dehydrogenase (ubiquinone) (EC 
1.6.5.3) chain 5 - Trypanosoma brucei mitochondrion 
gb|AAB59225.1| (M14820) NADH dehydrogenase 
subunit 5 [Trypanosoma brucei] emb|CAB57807.1| 
(X01094) unidentified reading frame 10 [Trypanosoma 
brucei] 


0.54 


4664 


5442110 


gi|5442110|gb|AAD43259.1|AF126468_2 (AF126468) 
protease [Simian retrovirus type 2] 


0.3 


4666 


12860471 


gi|l 286047 l|dbj|BAB3 1968.1| (AK020018) putative 
[Mus musculus] 


7.6 


4669 


4103974 


gi|4103974|gb|AAD05047.1| (AF030414) FeMo protein 
of nitrogenase alpha subunit; NifD [Gluconacetobacter 
diazotrophicus] 


9.1 


4678 


2072953 


gi|2072953|gb|AAC5 1264.1| (U93565) putative pl50 
[Homo sapiens] 


0.057 


4679 


7208454 


gi|7208454|gb|AAF40208. 1|AF233885_1 (AF233885) 
phospholipase C-like protein [Mus musculus] 


9.6 


4680 


14193286 


gi|14193286|gb|AAK55875.1|AF267206_2 (AF267206) 
ATP synthase gamma subunit [Candidates Carsonella 
ruddii] 


9 


4681 


11361549 


gi|l 1361549|pir||A82772 hypothetical protein XF0722 
[imported] - Xylella fastidiosa (strain 9a5c) 
gb|AAF83532.1|AE003914_13 (AE003914) 
hypothetical protein [Xylella fastidiosa 9a5c] 


3.1 


4682 


7463298 


gi|7463298|pir||A70144 hypothetical protein BB0354 - 
Lyme disease spirochete gb|AAC66737. 1| (AE001 141) 
B. burgdorferi predicted coding region BB0354 
[Borrelia burgdorferi] 


5.4 


4685 


9631610 


gi|9631610|reffNP_048389.1| contains Pro-rich Px 
motif, PAPK (8X); similar to Thermoproteus virus 
protein TPX, corresponds to Swiss-Prot Accession 
Number PI 9275 [Paramecium bursaria Chlorella virus 
1] pir||T17531 proline-rich protein A41R - Chlorella 
virus PBCV-1 gb|AAC96409.1| (U42580) contains Pro- 
rich Px motif, PAPK (8X); similar to Thermoproteus 
virus protein TPX, corresponds to Swiss-Prot Accession 
Number PI 9275 [Paramecium bursaria Chlorella virus 
11 


1.8 
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Table 3B Nearest Neighbor (BlastX vs. Non-Redundant Proteins) 


SEQID 
NO 


N 


DESCRIPTION 


P VALUE 


4688 


14 / JHO i T 1 t 


gi| 1 4754644|reflXP_030896. 1 1 similar to hypothetical 
protein ivivjvo joh v^i. sapiens^ [nomo sapiens J 




4689 


2865163 


gi|2865163|dbj|BAA24799.1| (AB007836) Hic-5 [Homo 
sapiens] 


2E-16 


4693 


6760239 


gi|6760239|gb|AAP28263.1|AF178655_4(AF178655) 
fusion F [Bovine parainfluenza virus 3] 


9.8 


4698 


13446199 


gi|13446199|emb|CAC34985.1| (AL035536) very 
hypothetical protein [Schizosaccharomyces pombe] 


5.2 


4699 


6320491 


gi|6320491|ref|NPJ)10571.1| synaptonemal complex 
protein; Ziplp [Saccharomyces cerevisiae] 
sp|P3 1 1 1 1|ZIP 1 YEAST SYNAPTONEMAL 
COMPLEX PROTEIN ZIP1 pir||S70115 ZIP1 protein - 
yeast (Saccharomyces cerevisiae) gb|AAB64474.1| 
(U51031) Ziplp: Synaptonemal complex protein (Swiss 
Prot. accession number P3 1 1 1 1). [Saccharomyces 
cerevisiae] 


0.001 


4703 


416704 


gi|416704|sp|Q03376|BAR3_CHITE BALBIANI RING 
PROTEIN 3 PRECURSOR pir||S08167 Balbiani ring 3 
protein - midge (Chironomus tentans) emb|CAA36506.1| 
(X52263) balbiani ring 3 (BR3) [Chironomus tentans] 


5.4 


470Q 


6005948 


gi|6005948|ref]NPJ)091 18.1) WW domain-containing 
binding protein 4; formin binding protein 21 [Homo 
sapiens] ref]XP_007153.1| WW domain-containing 
binding protein 4 [Homo sapiens] ref|XP 049374.1) 
WW domain-containing binding protein 4 [Homo 
sapiens] ref|XP_049375.1| WW domain-containing 
binding protein 4 [Homo sapiensj go|AAC34oi 
(AF071 185) formin binding protein 21 [Homo sapiens] 


0.007 


4713 


629166 


gi|629166|pir||S39791 neurotoxin - Clostridium 
botulinum 


2.5 


4719 




gl[4UyojoUjgO(AACyyo05. i| (UJ 11 oy) CKlo [KattUS 
norvegicus] gb|AAC99859.1| (U31169) SH3 domain 

HinHino" nrntein rRattii<; non/epini<;l 


4.3 


4723 


11352438 


gi|l 1352438|pir||F83 161 pyocin protein PA3866 
[imported] - Pseudomonas aeruginosa (strain PAOl) 
gb|AAG07253.1|AE004804_l (AE004804) pyocin 
protein [Pseudomonas aeruginosa] 


9.1 


4725 


14761847 


gi|14761847|ref|XP_017198.2| hypothetical protein 
FLJ 12085 [Homo sapiens] 


0.0007 
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Table 3B Nearest Neighbor (BlastX vs. Non-Redundant Proteins) 


SEQ ID 
NO 


ACCESS 
N 


DESCRIPTION 


P VALUE 


4726 


7475497 


gi|7475497|pir||B70045 hypothetical protein yvpB - 
Bacillus subtilis gb|AAC67292. 1 1 (AF0171 13) YvpB 
[oacuius suDuiisj emD|v^/VDi D4yy. i| (Z.yy iZ\) yvpE 
[Bacillus subtilis] 


9 


4731 


11466185 


gi|l 1466185|ref]NP_066508. 1| NADH dehydrogenase 
subunit 11 [Naegleria gruberi] 

ftkl A Ani778A 1 1 AC")S8fiQO 11 /AOOOAOOX \TAr\TJ 

gD|AALrl / /oo. l[ArzooUyz_i \ (ArzooU9z) NADri 
dehydrogenase subunit 1 1 [Naegleria gruberi] 


6.2 


4735 


9802589 


gi|98025 89|gb|AAF9979 1 . 1 |AC0 12463_8 (AC0 1 2463) 
T2E6. 16 [Arabidopsis thaliana] 


7.7 


4741 


7512245 


gi|75 lzz45|pir|[ 1 0Jo49 ras-oinding protein Daxx - 
green monkey gb|AAB66586. 1| (AF015957) Fas- 
binding protein Daxx [Cercopithecus aethiops] 


7.1 


4746 


345660 


gi|345660|pir||A45031 cysteine-rich fibroblast growth 
factor receptor - chicken gb|AAA48769. 1| (M95766) 
cysteine-rich fibroblast growth factor receptor [Gallus 
gallus] 


1 


4750 


6324550 


gi|6324550|ref]NP_014619.1| mitochondrial initiation 
factor 2; Ifrnlp [Saccharomyces cerevisiae] 
sp|P25038|IF2M_YEAST TRANSLATION ! 
INITIATION FACTOR IF-2, MITOCHONDRIAL 
PRECURSOR (IF-2MT) (IF-2(MT)) pir||S66706 
translation initiation factor IF-2, mitochondrial - yeast 
(Saccharomyces cerevisiae) embjCAA99023.1| 
(Z74765) ORF YOL023w [Saccharomyces cerevisiae] 


8.1 


4751 




gi|12249161|ref|NPJ)66211.2| cytochrome c oxidase 
subunit III [Schistosoma mansoni] gb|AAGl 3163.2] 
(AF2 16698) cytochrome c oxidase subunit 3 
[Schistosoma mansoni] 


o.o 


4758 


10835218 


gi|10835218|reflNP_004609.1| topoisomerase (DNA) III 
alpha [Homo sapiens] ref]XP_008635.1| topoisomerase 
(DNA) III alpha [Homo sapiens] 
sp|Q13472|TP3A_HUMAN DNA TOPOISOMERASE 
ITT AT PT-TA crhlAAR03fiQ4 11 fl 14343 U DNA 

topoisomerase III [Homo sapiens] 


9.4 


4759 


9294528 


gi|9294528|dbj|BAB02791.1|(AB024034) 
gb|AAF50915. l~gene_id:MDCl 1.5 -similar to unknown 
protein [Arabidopsis thaliana] 


7.1 


4760 


6624755 


gi|6624755|emb|CAB63 872.1| (AJ251846) OTX5b 
protein [Xenopus laevis] 


8.8 
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Table 3B Nearest Neighbor (BlastX vs. Non-Redundant Proteins) 


SEQID 
NO 


ACCESS 
N 


DESCRIPTION 


P VALUE 


4762 


14768465 


gi|14768465|reflXP_038469.1| hypothetical protein 
XP_038469 [Homo sapiens] 


0.88 


4768 


7290081 


gi|7290081|gb|AAF45547.1| (AE003418) fz3 gene 
product [alt 2] [Drosophila melanogaster] 


4.7 ; 


4770 


13358052 


gi|13358052|ref]NP_078326.1| unique hypothetical 
membrane lipoprotein [Ureaplasma urealyticum] 
pir||H82883 hypothetical protein UU489 [imported] - 
Ureaplasma urealyticum gb|AAF30901.1|AE002147_2 
(AE002147) unique hypothetical membrane lipoprotein 
[Ureaplasma urealyticum] 


0.95 


4774 


12698025 


gi|12698025|dbj|BAB2 1831.1| (AB051527) KIAA1740 
protein [Homo sapiens] 


0.24 


4784 


116910 


gi| 1 1 69 1 0|sp|P 1 0 1 69|CON8_NEUCR CONIDIATION- 
SPECIFIC PROTEIN 8 pir||S02210 con-8 protein - 
Neurospora crassa emb|CAA30092.1| (X07040) con-8 
[Neurospora crassa] 


4.3 j 


4788 


3694664 


gi|3694664|gb|AAC62434.1| (AC004893) similar to 
NEDD-4 (KIA0093); similar to P46934 
(PID:gl 171682) [Homo sapiens] 


8.2 


4790 


1731439 


gi|173 1439|sp|P51505|ZN80_MACMU ZINC FINGER 
PROTEIN 80 emb|CAA6 1771.1| (X89629) znfSO 
[Macaca mulatta] 


1,3 


4794 


11257183 


gi|112571.83|pir||F82319 transketolase 1 VC0473 
[imported] - Vibrio cholerae (group 01 strain N 16961) 
gb|AAF93646.1| (AE004 133) transketolase 1 [Vibrio 
cholerae] 


9.1 


4795 


11466520 


gi|l 1466520|reflNP_044769. 1| SecY-type transporter 
protein [Reclinomonas americana] pir||S78151 secY 
protein homolog - Reclinomonas americana (ATCC 
50394) mitochondrion gb|AADl 1884.1| (AF007261) 
SecY-type transporter protein [Reclinomonas 
americana] 


2.3 


4799 


5869811 


gi|5869811|emb|CAB55552.1| (AJ243538) Fox2 protein 
[Glomus mosseae] 


8.5 
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Table 3B Nearest Neighbor (BlastX vs. Non-Redundant Proteins) 


SEQID 
NO 


ACCESS 
N 


DESCRIPTION 


P VALUE 


4801 


6324187 


gi|6324187|ref]NP_014257.1| Ammonia transport 
protein; Mep2p [Saccharomyces cerevisiae] 
sp|P41948|MEP2_YEAST AMMONIUM 

L KAINorUlvl JdK jvijdfz pir||ojiuoy aiurnoniuin 
transport protein MEP2 - yeast (Saccharomyces 
cerevisiae j emD|\^rV/v-?ojo/.i| ^aojouo^ ammuiiiuiii 
transponer [oaccnarouiyccb ocrcvibidtcj 
emb|CAA86884.1| (Z46843) NH3 permease 

Saccharomyces cerevisiae] emb|CAA96025.1| 
(Z71418) ORF YNL142w [Saccharomyces cerevisiae] 


8.3 


4805 


14738182 


gi|14738182|reflXPJ)38231.1| KIAA0793 gene product 
Homo sapiens] 


3E-16 


4806 


481861 


gi|481861|pir||S39796 aggrecan precursor - chicken 


0.065 j 


4808 


462116 


gi4621 16|sp|CjU5394|rMi J K__KAr>l i rJVllil-l^JiU-JrrlJD 
RECEPTOR (FMLP RECEPTOR) (N-FORMYL 

PEPTIDE, ivbCilJr 1 UK) (rrK) ^IN-rUKiVl i JurCr l llJc. 
CHEMOATTRACTANT RECEPTOR) pir||A46520 N- 
formyl peptide receptor - rabbit gb|AAA3 1254. 1| 
(M94549) N-formyl peptide receptor [Oryctolagus 
cuniculus] 


2.2 


4809 




gi|12832739[dbj|BAB22236.1| (AK002621) putative 


1.1 


4813 


464359 


gl|4o43->y|Sp|x'JoZy3|I^"^_Aa.rlNO jUd l lJL/loirN- 

LIKE SERINE PROTEASE PEPC PRECURSOR 
pir||JU0146 serine proteinase (EC 3.4.21.-) precursor - 
Aspergillus niger gb|AAA32702.1| (M96758) serine 
protease [Aspergillus niger] 


0.91 


4814 


14741436 


gi|14741436|ref|XP_032168.1| hypothetical protein 
XP 032168 [Homo sapiens] 


1.3 


4821 


6322061 


gi|6322061|reflNP_0 12 136.1| Yill30wp 
[Saccharomyces cerevisiae] sp|P40467|YIN0_YEAST 

mrTATniT i no o vn TD AMCrUTPTTHXIAT 

REGULATORY PROTEIN IN FKH1-STH1 
INTERGENIC REGION pir||S48404 probable 
membrane protein YIL130w - yeast (Saccharomyces 
cerevisiae) emb|CAA86148.1| (Z38059) orf, len: 964, 
CAI: 0.15, possible regulatory protein [Saccharomyces 
cerevisiae] 


6.7 


4822 


14784569 


gi|14784569|reflXP 016395.2| 11729 [Homo sapiens] 


5E-26 
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Table 3B Nearest Neighbor (BlastX vs. Non-Redundant Proteins) 


SEQID 
NO 


ACCESS 
N 


DESCRIPTION 


P VALUE 


4825 


13926079 


gi|13926079|gb|AAK49526. 1|AF356082_1 (AF356082) 
C2H2 zinc finger transcription factor IING [Drosophila 
melanogaster] 


2.7 


4827 


1209370 


gi|1209370|gb|AAA91081.1| (L33971) EBV BKRF4 
homologue [Leporid herpesvirus 1] 


8 


4829 


11359537 


gi|l 1359537|pir||T51023 hypothetical protein B7F21.40 
[imported] - Neurospora crassa emb|CAB97476. 1| 
(AL3 89901) conserved hypothetical protein 
[Neurospora crassa] 


0.57 


4832 


13629392 


gi| 1 3629392|sp|P97523|MET_RAT HEPATOCYTE 
GROWTH FACTOR RECEPTOR PRECURSOR 
(MET PROTO-ONCOGENE TYROSINE KINASE) 
(C-MET) (HGF RECEPTOR) (HGF-SF RECEPTOR) 
emb|CAA65582.1| (X96786) c-met [Rattus norvegicus] 


1.3 


4834 


4508019 


oild.^0801 QlreflNP 003449 1 1 hasioon Cnresvnantic 

girt JV/Ow 1 7 1 vl liX \J\J -J~~ y . A| UuoOUVJU V.r wjj \.y<xyj Liv*> 

cytomatrix protein); neuronal double zinc finger protein; 
zinc finger protein 231 [Homo sapiens] gb|AAC83555.1| 
(AF052224) neuronal double zinc finger protein [Homo 
sapiens] 


1.5 


4835 


5734374 


gi|5734374|emb|CAB52680.1| (AJ133723) Ran-binding 
protein 2 [Bos taurus] 


4.7 


4837 


3281932- 


oil^?81Q12lernblCAA76796 11 (Y17584 1 ) beta-lactamase 
class A [Escherichia coli] emb|CAC43180.1| 
(AJ277416) TEM-29 ES-beta-lactamase [Escherichia 
coli] 


9.4 


4839 


15021417 


gi|15021417|gb|AAK77694.1|AF369029_25 
(AF369029) ORF25, gene family 4 [white spot 
syndrome virus] 


9.4 


4841 


7507283 


gi|7507283|pir||T32024 hypothetical protein T06D4.4 - 
Caenorhabditis elegans gb|AAB66123.1| (AF0 16673) 
similar to endothelin-converting enzymes 
[Caenorhabditis elegans] 


6.7 


4843 


1165132 


gi|1165132|emb|CAA64491.1| (X95193) homeobox- 
leucine zipper protein [Pimpinella brachycarpa] 


8.5 
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Table 3B Nearest Neighbor (BlastX vs. Non-Redundant Proteins) 


SEQID 
NO 


ACCESS 
N 


DESCRIPTION 


P VALUE 


4845 


1 1466755 


gi|11466755|ref|NP_039351.1| ORF191 [Marchantia 
polymorpha] sp|P06266|NU6C_MARPO NADH- 
PLASTOQUINONE OXIDOREDUCTASE CHAIN 6, 
CHLOROPLAST pirj|DELVN6 NADH dehydrogenase 
(ubiquinone) (EC 1.6.5.3) chain 6 - liverwort 
(Marchantia polymorpha) chloroplast 
emb|CAA28 137.11 (X04465) ORF191 [Marchantia 
polymorpha] 


9.5 


4849 


14010605 


gi|14010605|gb|AAK52051.1|AF363973_l (AF363973) 
semaphorin 6C [Mus musculus] 


6.3 1 


i 4853 


14755906 


gi|14755906|re£lXP_044358.1| similar to cleft lip and 
palate associated transmembrane protein 1 (H. sapiens) 
[Homo sapiens] 


2.7 


4859 


13647785 


gi|13647785|ref)XP_018036.1| hypothetical protein 
FLJ13166 [Homo sapiens] reflXP_051378.1| similar to 
hypothetical protein FLJ13166 (H. sapiens) [Homo 
sapiens] 


6.1 


4866 


11994373 


gi|l 1994373|dbj|BAB02332.1| (AB019229) 
gene_id:MDC16.14~unknown protein [Arabidopsis 
thaliana] 


4.7 


4872 


12514590 


gi|125 14590|gb|AAG55801 . 1|AE005316_6 (AE0053 16) 
orf, hypothetical protein [Escherichia coli 0157:H7 
EDL933] dbj|BAB34856.1| (AP002555) hypothetical 
protein [Escherichia coli 0157:H7] 


6 


4873 


14017847 


gi|14017847|dbj|BAB47444.1| (AB058718) KIAA1815 
protein [Homo sapiens] 


6E-18 


4878. 


7506698 


gi|7506698|pir||T24214 hypothetical protein R134.2 - 
Caenorhabditis elegans 


7.3 


4880 


7505750 


gi|7505750|pir||T23590 hypothetical protein K10H10.1 - 
Caenorhabditis elegans emb|CAB05777.1| (Z83236) 
contains similarity to Pfam domain: PF00083 (Sugar 
(and other) transporter), Score=-89.7, E-value=0.00037, 
N=l~cDNA EST yk503hl2.5 comes from this 
gene-cDNA EST yk653al 1 .3 comes from this 
gene-cDNA EST yk653al 1.5 comes from this gene 
[Caenorha> 


1.4 


4882 


2500112 


gi|2500112|sp|P71359|RECQ_HAEIN ATP- 
DEPENDENT DNA HELICASE RECQ 
gb|AAC223 87.1| (U32756) ATP-dependent DNA 
helicase (recQ) [Haemophilus influenzae Rd] 


8.7 
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Table 3B Nearest Neighbor (BlastX vs. Non-Redundant Proteins) 


SEQID 
NO 


N 


DESCRIPTION 


P VALUE 


4883 


13447070 


gi|13447070|gb|AAK26617.1| (AF340025) NADH 
dehydrogenase subunit V [Cotumix chinensis] 


3.1 


4886 


14775307 


gi|14775307|ref)XP_042250. 1| similar to nuclear pore 
complex interacting protein (H. sapiens) [Homo sapiens] 


4.2 


4888 


6434530 


gi|6434530|emb|CAB61080.1| (AL132949) predicted 
using Genefinder-cDNA EST yk51g5.3 comes from this 
gene— cDNA LSI yk62do.3 comes from this 
gene-cDNA EST yk51g5.5 comes from this 
gene-cDNA EST yk62d6.5 comes from this 
gene-cDNA EST yk 1 05f8. 5 comes from this 
gene-cDNA EST yk99f8.3 > 


0.28 


4896 


12832739 


mil 9£'*97'*Qlr11iilRAR999'*6 1 1 ( A 1^00969 1 1 nutati™* 

[Mus musculus] 


1.1 


4903 


11281764 


gi|l 1281 764|pir[|C8 1 739 conserved hypothetical protein 
TC0120 [imported] - Chlamydia muridarum (strain 
Nigg) gb|AAF38998.1| (AE002279) conserved 
hypothetical protein [Chlamydia muridarum] 


2.7 


4908 


12838194 


rti\ 1 952781 OAl/thi IRA R9 41 151 11 fAK'flnS^R'l mi+ottx/f* 

gijizo^o iy^f\CLDj\oj\DZ i ¥ 1 is. i| ^/\ivuuj d do) puiauve 
[Mus musculus] 


1.7 


4911 


12721131 


gi|12721131|gb|AAK02908.1| (AE006121) unknown 
[Pasteurella multocida] 


8.3 


4913 


10638457 


oill 0fi^84S7lf»rnhir , AC , l 9644 11 TAT 116449^ ViA9ST9^ 1 

(KIAA1 165 protein, similar to Drosophila CG8056 
protein) [Homo sapiens] • 


1E-18 


4916 


11346431 


gi|l 134643 l|pir||T47803 mitogen-activated protein 
kinase-like protein - Arabidopsis thaliana 
emb|CAB75798. 1| (AL138647) mitogen-activated 
protein kinase-like protein [Arabidopsis thaliana] 


4 
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Table 3B Nearest Neighbor (BlastX vs. Non-Redundant Proteins) 


SEQID 
NO 


ACCESS 
N 


DESCRIPTION 


P VALUE 


AQ7A 


14758601 


gi| 1475 860 1 |ref]XP_0 1 0 1 83 . 3 1 protein phosphatase, EF 
hand calcium-binding domain 1 [Homo sapiens] 
ref]XP_040201.1| protein phosphatase, EF hand calcium 
binding domain 1 [Homo sapiens] ref]XP_040202.1| 
protein phosphatase, EF hand calcium-binding domain 1 
[Homo sapiens] sp|014829|PPEl_HUMAN 
SERINE/THREONINE PROTEIN PHOSPHATASE 
WITH EF-HANDS-1 (PPEF-1) (PROTEIN 
PHOSPHATASE WITH EF CALCIUM-BINDING 
DOMAIN) (PPEF) (SERINE/THREONINE PROTEIN 
PHOSPHATASE 7) (PP7) gb|AAB82795.1| 
(AF023455) protein phosphatase with EF-hands-1 
[Homo sapiens] gb|AAC05825.1| (AF027977) 
senne/threonine protein phosphatase 7 catalytic subunit 
[Homo sapiens] 


0.08 


4932 


12007365 


gi|12007365|gb|AAG45157.1|AF316823J (AF3 16823) 
cellulase Cel9-H [Clostridium cellulolyticum] 


3.2 


4933 


8745051 


gi|8745051|emb|CAB95305.1| (AL359781) dynein 
heavy chain, cytosolic [Leishmania major] 


8 


4934 


7499345 


gi|7499345|pir||T2 1083 hypothetical protein F18A1 1.4 - 
Caenorhabditis elegans emb|CAB04136.1| (Z81507) 
cDNA EST yk65 lhl .5 comes from this gene 
[Caenorhabditis elegans] emb|CAA21639. 1| 
(AL032639) cDNA EST yk651hl.5 comes from this 
gene [Caenorhabditis elegans] 


0.4 


4935 


14133229 


gi|14133229|dbj|BAA76843.2| (AB023216) KIAA0999 
protein [Homo sapiens] 


0.91 


4936 


5835447 


gi|5835447|reflNP_008371.1|ND6_13186 NADH 
dehydrogenase subunit 6 [Onchocerca volvulus] 
pir|| 1 1 luoo MALJH dehydrogenase (ubiquinone) (JbC 
1.6.5.3) chain 6 - nematode (Onchocerca volvulus) 
mitochondrion gb|AAC61613.1| (AF015193) NADH 
dehydrogenase subunit 6 [Onchocerca volvulus] 


2.8 


4940 


6978439 


gi|6978439|ref|NP_036622.1| acrosin [Rattus 
norvegicus] emb|CAA41441.2| (X58550) preproacrosin 
[Rattus sp.] 


9.1 



601 





Table 3B Nearest Neighbor (BlastX vs. Non-Redundant Proteins) 


SEQID 
NO 


ACCESS 
N 


DESCRIPTION 


P VALUE 


4946 


11349140 


gi|l 1349140|pir||G83492 hypothetical protein PA1232 
imported] - Pseudomonas aeruginosa (strain PAOl) 
gb|AAG04621.1|AE004552_l 1 (AE004552) 
lypothetical protein [Pseudomonas aeruginosa] 


1 


4950 


12862434 


gi|12862434|dbj|BAB32470.1| (AB047280) Pol-like 
protein Pol-2 [Tricholoma matsutake] 


4.6 


4956 


15011489 


gi|1501 1489|gb|AAK77584. 1|AF396436_24 
(AF396436) heme maturase [Tetrahymena thermophila] 


2.8 


4958 


1944163 


gi|1944163|dbj|BAA19637.1| (AB002668) unnamed 
protein product [Actinobacillus actinomycetemcomitans] 


0.84 


4966 


7522108 


gi|7522108|pir||T29097 pro-pol-dUTPase polyprotein - 
murine endogenous retrovirus ERV-L (fragment) 
emb|CAA73251.1| (Y12713) protease; reverse 
transcriptase; RNaseH; integrase; dUTPase; Pro-Pol- 
dUTPase polyprotein [Mus musculus] 


0.0005 


4968 


12963743 


oill ?063743lreflNP 076085 11 eauilibrative nucleoside 
transporter 3 [Mus musculus] 

gb|AAK00957.1|AF326986_l (AF326986) equilibrative 
nucleoside transporter 3 [Mus musculus] 


9.3 


4971 


6503300 


gi|6503300|gb|AAF14676.1|AC011713_24 (AC011713) 
Contains PF|01535 Domain of unknown function. 
[Arabidopsis thaliana] 


3.1 


4976 


7498863 


gi|7498863|pir||T20730 hypothetical protein F10G8.8 - 
Caenorhabditis elegans emb|CAB02286.2| (Z80216) 
Weak similarity with intermediate filament protein 
(TREMBL id G633240), contains similarity to Pfam 
domain: PF00169 (PH domain), Score=79.3, E- 
value=2.7e-21, N=2~cDNA EST EMBL:T01262 comes 
from this gene-cDNA EST yk23d5.3 comes from this 
gene~> emb|CAA19441.2| (AL023823) Weak similarity 
with intermediate filament protein (TREMBL id 
G633240), contains similarity to Pfam domain: 
PF00169 (PH domain), Score=79.3, E-value=2.7e-21, 
N=2~cDNA EST EMBL:T01262 comes from this 
gene-cDNA EST yk23d5.3 comes from this gen> 


7 
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Table 3B Nearest Neighbor (BlastX vs. Non-Redundant Proteins) 


oJcV^ 1JLI 

NO 


ACCESS 
N 


DESCRIPTION 


P VALUE 


4981 


436923 


gi|436923|gb|AAA62274.1| (U01849) ORF1 
[Trypanosoma brucei] 


1.2 




2827416 


gi|2527416|gb|AAB99543.1| (AF043083) glycoprotein 
B [human herpesvirus 5] 


9.1. 




11135234 


gi|l 1 135234|sp|P57642|SYK3_BUCAI PUTATIVE 
LYSYL-TRNA SYNTHETASE (LYSINE-TRNA 
LIGASE) (LYSRS) (GX) dbj|BAB13271.1| 
(AP001 1 19) hypothetical lysyl-tRNA synthetase 
homolog [Buchnera sp. APS] 


1.4 


4990 


2129953 


gi|2129953|pir||JC5229 laccase (EC 1.10.3.2) precursor - 
common tobacco gb|AAC49536.1| (U43542) diphenol 
oxidase [Nicotiana tabacum] 


9.1 


4995 


13786443 


gi|13786443|gb|AAK39568.1|AC025296_3 
(AC025296) hypothetical protein [Oryza sativa] 


0.83 




7494262 


gi|7494262|pir||T18489 hypothetical protein C0820w - 
malaria parasite (Plasmodium falciparum) 
emb|CAB 1 1 128. 1| (Z9855 1) hypothetical protein, 
PFC0820w [Plasmodium falciparum] 


0.81 


5000 


1 Al 1 1 TOO 

10121788 


gi|10121788|gb|AAG13373.1| (AF268180) polyprotein 
[bovine viral diarrhea virus type 2] 


7 A 


5007 


6906704 


gi|6906704|dbj|BAA90553.1| (AB032551) proline-rich 
inositol polyphosphate 5-phosphatase [Rattus 
norvegicus] 


1.6 


5008 


8978523 


gi|8978523|dbj|BAA98360.1| (AP002545) CT147 1 
hypothetical protein [Chlamydophila pneumomae J 138] 


7.4 


5009 


9630127 


gi|9630127|ref]NPJ)46554.1| putative lipoprotein 
[Bacteriophage SPBc2] pir||T12766 probable lipoprotein 
yokB - Bacillus subtilis phage SPBc2 emb|CAB 14083. 1| 
(Z991 15) yokB [Bacillus subtilis] gb|AAC 12975.1] 
(AF020713) putative lipoprotein [Bacteriophage 
SPBc2J 


2.7 


5011 


8978523 


gi|8978523|dbj|BAA98360.1| (AP002545) CT147 
hypothetical protein [Chlamydophila pneumoniae J 138] 


H A 

7 .4 


~>\J 1 Z. 


13636469 


gi(13636469|ref|XP_0 16747. 1| latent traiisforming 
growin ractor ocvx Dinaing protein 1 precursor [riomo 
sapiens] 


1.7 


5016 


3694664 


gi|3694664|gb|AAC62434. 1| (AC004893) similar to 
NEDD-4 (KIA0093); similar to P46934 
(PID.gl 171682) [Homo sapiens] 


7.9 


5020 


14751816 


gi|14751816|reflXP_034239.1| hypothetical protein 
XP_034239 [Homo sapiens] 


0.064 
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Table 3B Nearest Neighbor (BlastX vs. Non-Redundant Proteins) 


SEQID 
NO 


ACCESS 
N 


DESCRIPTION 


P VALUE 


5022 


4768840 


gi|4768840|gb|AAD29638.1|AF11761 1_1 (AF1 1761 1) 
DosA protein [Dictyostelium discoideum] 


9.9 


5023 


7442182 


gi|7442182|pir||T04989 pathogenesis-related protein 1 
precursor, 19.3K - Arabidopsis thaliana 
emb|CAA20585.1| (AL031394) pathogenesis-related 
protein 1 precursor, 19.3K [Arabidopsis thaliana] 
emb|CAB80089.1| (AL161584) pathogenesis-related 
protein 1 precursor, 19.3K [Arabidopsis thaliana] 
gb|AAG40056.1|AF324705_l (AF324705) AT4g33720 
fArahiHnn<:i<! thaliana 1 ohlAAG42009 1IAF327419 1 
(AF3274 19) putative pathogenesis-related protein 1 
nrpdir^or nrotein TArahidon^is thalianal 
gb|AAK00381.1|AF339699_l (AF339699) putative 
pathogenesis-related protein 1 precursor protein 
[Arabidopsis thaliana] gb|AAK62632. 1| (AY039577) 
AT4g33720/T16Ll_210 [Arabidopsis thaliana] 


9.3 


5029 


4884674 


gi|4884674|gb|AAD31763.1|AF121945_l (AF121945) 
aldehyde oxidase [Mus musculus] 


7.9 


5031 


2133751 


gi|2 13375 l|pir||S666 10 sulfaJkinin - bluebottle fly 
(Calliphora vomitoria) prf]|2120269A sulfakinin 
[Calliphora vomitoria] 


9 


5033 


975667 


gi|975667|emb|CAA61500.1| (X89213) RNA 
polymerase [Infectious hematopoietic necrosis virus] 
prf]|2121413F RNA polymerase [Infectious 
hematopoietic necrosis virus] 


4,1 


5035 


1 1267434 


mil 1267434lmrllF82853 DNA helicase II XF0050 
[imported] - Xylella fastidiosa (strain 9a5c) 
gb|AAF82863.1|AE003859_4 (AE003859) DNA 
helicase II [Xylella fastidiosa 9a5c] 


3.1 


5036 


1 1994373 


gi|l 1994373|dbj|BAB02332.1| (AB019229) 
gene_id:MDC16.14~unknown protein [Arabidopsis 
thaliana] 


4.8 


5050 


1082778 


gi|1082778|pir||A56395 secretory phospholipase A2 
receptor precursor, transmembrane form - human 
gb|AAA70 110.1| (U17033) 180 kDa transmembrane 
PLA2 receptor precursor [Homo sapiens] 


3.5 
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Table 3B Nearest Neighbor (BlastX vs. Non-Redundant Proteins) 


SEQID 
NO 


ACCESS 
N 


DESCRIPTION 


P VAT TTF 


5051 


13518480 


gi|135 18480|refjNP_084839.1| hypothetical protein 
[Lotus japonicus] ref|NP_084856.1| hypothetical protein 

TT otiic iiinnnirnci HViilR AR^9^8 11 /'APHfiOOR'^ 
J_l_#ULU!a JcipUIlit/UoJ UUj\Dr\SjJOAJO. 1 j y/\rUUZ70J ) 

hypothetical protein [Lotus japonicus] dbj|BAB33256.1| 

( AP002983^ Vivnothetical nrofpin rLotiis: iannnipn^l 

1 i 11 \J \J i-, ~s \J J 11 Y Uv UlwUvCU L/l vlvUl 1 IjVJIUj JdUUlilvUo 1 j 


5 


5065 


7460247 


gi|7460247|pir||B71612 hypothetical protein PFB0555c - 
malaria parasite (Plasmodium falciparum) 
gb|AAC7 1900.1| (AE001402) hypothetical protein 
[Plasmodium falciparum] 


7.1 


5069 


13486795 


gi|13486795|dbj|BAB40028.1| (AP003021) hypothetical 
protein [Oryza sativa] 


2.6 


5072 


6166049 


gi|6 1 66(J49|sp|U5:>0 1 7|CCAb_MU Ubb VOL 1 ACjL- 
DEPENDENT N-TYPE CALCIUM CHANNEL 
ALPHA-IB SUBUNIT (CALCIUM CHANNEL, L 
TYPE, ALPHA- 1 POLYPEPTIDE ISOFORM 5) 

/Dp ATM PAT PTTTKi PrTAMMFT WW (VKWW 

gb|AAB97840.1| (AF042317) neuronal type calcium 
channel alpha- 1 subunit [Mus musculus] 


1.2 


5074 


7495367 


gi|7495367|pir||T33395 hypothetical protein C04F2.1 - 
Caenorhabditis elegans gb|AAC26911.1| (AF078780) 
Similar to chemoreceptor; C04F2. 1 [Caenorhabditis 
elegans] 


3.1 


5075 


9507739 


gij9507739|ref|NP_061405.1| 23 pet identical(9 gaps) to 
343 residues of 1286 aa protein 

sp:AIDA_ECOLI[Adhesin AidA-I precursor] [Plasmid 
F] dbj|BAA97896.1| (AP001918) 23 pet identical(9 
gaps) to 343 residues of 1286 aa protein 
sp:AIDAJECOLI[Adhesin AidA-I precursor] [Plasmid 
F] 


9.7 


5076 


7495508 


gi|7495508|pir||T18993 hypothetical protein C06B8.1 - 
Caenorhabditis elegans emb|CAB03850.1| (Z81463) 
Similarity to C. elegans zinc finger proteins, contains 
similarity to Pfam domain: PF00104 (Ligand-binding 
domain of nuclear hormone receptor), Score=-13.7, E- 
value=0.051, N=l [Caenorhabditis elegans] 


4.2 


5077 


14018037 


gi|14018037|ref|NP_114377.1| ATP synthase F0 subunit 
6 [Hymenolepis diminuta] 
gb|AAK51337.1|AF314223_9 (AF314223) ATP 
synthase subunit 6 [Hymenolepis diminuta] 


4.9 



605 





Table 3B Nearest Neighbor (BlastX vs. Non-Redundant Proteins) 


SEQ ID 
NO 


ACCESS 
N 


DESCRIPTION 


P VALUE 


5086 


6562005 


gi|6562005|emb|CAB62499.1| (AJ250586) chitinase 
[Arthrobacter sp.] 


1.5 


5087 


9631327 


gi|9631327|ref|NP_048 161.1| ORF MSV090 putative 
Molluscum contagiosum virus MC121L (vaccinia 
A16L) homolog, similar to GB:U60315 [Melanoplus 
sanguinipes entomopoxvirus] pir||T2825 1 ORF 
lVfSV090 nrohahle ^/fo^ll^cllTTl cnntaoin^nm vini^ 
MC121L (vaccinia A16L) homolog - Melanoplus 
sanguinipes entomopoxvirus gb|AAC97640. 1| 
(AF063866) ORF MSV090 putative Molluscum 
contagiosum virus MC121L (vaccinia A16L) homolog, 
similar to GB.U60315 [Melanoplus sanguinipes 
entomopoxvirus] 


8.7 


5088 


4321813 


gi|4321813|gb|AAD15835.1| (AF063236) variant 2 
major surface glycoprotein [Pneumocystis carina] 


6.5 


5089 


12853765 


gi|12853765|dbj|BAB29840.1| (AK015427) putative 
[Mus musculus] 


0.0003 


5094 


732059 


gi|732059|sp|P39372|YJHA__ECOLI HYPOTHETICAL 
28.3 KDA PROTEIN IN FECI-FIMB INTERGENIC 
REGION PRECURSOR pir||S56536 hypothetical 
protein f241 (fecI-fimB intergenic region) - Escherichia 

coli] gb|AAC77267.1| (AE000501) orf, hypothetical 
protein [Escherichia coli K12] 
gb|AAG59493.1|AE005662_5 (AE005662) orf, 
hypothetical protein [Escherichia coli 0157:H7 
EDL933] dbj|BAB38693.1| (AP002569) hypothetical 
protein [Escherichia coli 0157:H7] 


1.4 


5095 


84124 


gi|84124|pir||B24785 hypothetical protein 1028 - slime 
mold (Dictyostelium discoideum) transposon DIRS-1 
(fragment) 


2.9 


5096 


84043 


gi|84043|pir||C22845 NADH dehydrogenase 
(ubiquinone) (EC 1.6.5.3) chain 4 - Trypanosoma brucei 
mitochondrion 


2.3 


5100 


5441886 


gi|5441886|dbj|B AA82384.1| (AP000367) EST 
AU069246(C53478) corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 


4.9 
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Table 3B Nearest Neighbor (BlastX vs. Non-Redundant Proteins) 


SEQID 
NO 


ACCESS 
N 


DESCRIPTION 


P VALUE 


5102 


6678810 


gi|6678810|ref|NP_032581.1| mannan-binding lectin 
serine protease 1 [Mus musculus] 
sr>IP98064ICRAR MOIJ*?F COMPT FMFNT- 
ACTIVATING COMPONENT OF RA-REACTIVE 
FACTOR PRECURSOR (RA-REACTIVE FACTOR 
SERINE PROTEASE PI 00) (RARF) (MANNAN- 
BINDING LECTIN SERINE PROTEASE 1) 
dbj|BAA03944.1| (D16492) P100 serine protease of Ra- 
reactive factor (RaRF) [Mus musculus] 


7.3 


5106 


13357651 


gi 1 1 3 3 5 765 1 |ref|NP_077925 . 1 1 unique hypothetical 
membrane lipoprotein [Ureaplasma urealyticum] 
pir||G82934 hypothetical protein UU094 [imported] - 
Ureaplasma urealyticum gb|AAF30500.1|AE002109_3 
(AE002109) unique hypothetical membrane lipoprotein 
[Ureaplasma urealyticum] 


2.4 


5108 


2499547 


gi|2499547|sp|P77 153|WZB_ECOLI PROBABLE 
LOW MOLECULAR WEIGHT PROTEIN- 
TYROSINE-PHOSPHATASE WZB pir||D64972 
probable protein-tyrosine-phosphatase (EC 3 . 1 .3.48) 
wzb, low molecular weight - Escherichia coli 
gb|AAC77834.1| (U38473) putative acid phosphatase 

probable protein-tyrosine-phosphatase [Escherichia coli 
K121 eblAAG57121 1IAE005432 2 (AE005432) 
probable protein-tyrosine-phosphatase [Escherichia coli 
0157:H7 EDL933] dbj|BAB36289.1| (AP002560) 
probable protein-tyrosine-phosphatase [Escherichia coli 
0157:H7] 


1.4 


5109 


5292165 


gi|5292165|gb|AAB01085.2| (U34402) single-subunit 
RNA polymerase C [Triticum aestivum] 


2.9 


5112 


2598890 


gi|2598890|dbj|BAA23297.1| (D86277) VP7 [Human 
rotavirus 3] 


0.52 


5115 


7301702 


gi|7301702|gb|AAF56815.1| (AE003767) wdn gene 
product [Drosophila melanogaster] 


2 


5116 


12853765 


gi|12853765|dbj|BAB29840.1| (AK015427) putative 
[Mus musculus] 


0.0003 


5121 


4009428 


gi|4009428|gb|AAD 11553.11 (AF019894) replication 
protein A [Helicobacter pylori] 


4.2 


5128 


12849716 


gi| 1 28497 1 6|dbj|B AB2845 1 . 1 1 (AK012761) putative 
[Mus musculus] 


' 7.3 
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Table 3B Nearest Neighbor (BlastX vs. Non-Redundant Proteins) 


SEQID 
NO 


ACCESS 
N 


DESCRIPTION 


P VALUE 


5129 


7496182 


gi|7496 1 82|pir||T 19344 hypothetical protein C17D12.4 - 
Caenorhabditis elegans emb|CAB03892.1| (Z81473) 
predicted using Genefinder [Caenorhabditis elegans] 


5.7 


5130 


9634540 


gi|9634540|reflNP_038078.1| TA35L [Vaccinia virus 
(strain Tian Tan)] gb|AAF34031.1| (AF095689) TA35L 
[Vaccinia virus (strain Tian Tan)] 


9.5 


5136 


12045115 


gi| i zut j 1 1 j|rei|rNr _u / zyzo. 1 1 lipoprotein, putative 
[Mycoplasma genitalium] sp|P47502|Y260 JV1YCGE 
HYPOTHETICAL LIPOPROTEIN MG260 
PRFCIJRSOR nirl!G64228 hvnothetical nrotein 
homolog MG260 - Mycoplasma genitalium 
gb| AAC71481.il (U39705) lipoprotein, putative 
[Mycoplasma genitalium] 


3.3 


5138 


2144796 


oWL 1 447Q6lnirllT^69 1 1 involiicrin S - Hoi iron couli 

gllfc XII' V 1 VJ 11 1 1 y^J \J s _L Z- 111 V VJlUvl 111 \J UVUlVJUvvUll 

(fragment) gbjAAA35376.1| (M25314) involucrin (small 
allele) [Aotus trivirgatus] 


4.3 


5140 


750995 1 


gi|7509951|pir||T33900 hypothetical protein Y48A5 A. 1 - 
Caenorhabditis elegans gb|AAD 12829. 1| (AF125455) 
Y48A5A. 1 gene product [Caenorhabditis elegans] 


1.3 


5143 


13701664 


gi|13701664|dbj|BAB42957.1|(AP003135) 

OR FIT) A 1 fivr»nthptir5*f nrnfpin simitar tn 

teichoic acid translocation ATP-binding protein tagH 

r^tanhvlofnr'Pii^ aurpii^ ^iih^n aurpn^ "N^l SI 

dbj|BAB58033.1| (AP003363) hypothetical protein 
[Staphylococcus aureus subsp. aureus Mu50] 


6.1 


5147 


7243223 


gi|7243223|dbj|BAA92659.1| (AB037842) KIAA1421 
protein [Homo sapiens] 


6E-96 


5148 


14771907 


gi|14771907|reflXP_045594.1| hypothetical protein 
MGC48 1 6 [Homo sapiens] 


5E-30 


5163 


6056374 


gi|6056374|gb|AAF02838.1|AC009894_9(AC009894) 
Similar to serine/threonine kinases [Arabidopsis 
thaliana] 


9.5 



608 





Table 3B Nearest Neighbor (BlastX vs. Non-Redundant Proteins) 


SEQID 
NO 


ACCESS 
N 


DESCRIPTION 


P VALUE 


5164 


6322278 


gi|6322278|ref|NP_0 12352. 1| mannosyltransferase 
complex component; Mnnl lp [Saccharomyces 
cerevisiae] sp|P46985|YJS3_YEAST 
HYPOTHETICAL 47.8 KD PROTEIN IN SWE1- 
ATP12 INTERGENIC REGION pir||S56966 probable 
membrane protein YJL183w - yeast (Saccharomyces 
cerevisiae) emb|CAA89478.1| (Z49458) ORF YJL183w 
[Saccharomyces cerevisiae] 


0.5 


5168 


14738479 


gi|14738479|ref]XP_027836.1| general transcription 
factor IIIC, polypeptide 4 (90kD) [Homo sapiens] 


7 


5169 


4505321 


gi|4505321|ref|NP_003862.1| myelin transcription factor 
2; cerebrin-50 [Homo sapiens] pir||I52374 cerebrin-50 - 
human gb|AAB3423 1 . 1 1 (S76853) cerebrin- 
50=cerebrospinal fluid protein [human, cerebral brain, 
Peptide, 435 aa] [Homo sapiens] 


5 


5171 


14336722 


gi| 14336722|gb|AAK6 1254. 1 |AE006464_22 
(AE006464) Similar to pre-pro-megakarycyte 
potentiating factor precursor [Homo sapiens] 


0.22 


5173 


13700778 


gi|13700778|dbj|BAB42074. 1| (AP003 132) 
ORFID:SA0834~hypothetical protein, similar to 
lipopolysaccharide modification acyltransferase 
[Staphylococcus aureus subsp. aureus N3 15] 
dbj|BAB57136. 1| (AP003360) hypothetical protein 
[Staphylococcus aureus subsp. aureus Mu50] 


5.7 


5174 


8894607 


gi|8894607|emb|CAB94 193.2| (AJ289710) envelope 
protein [HERV-H/env60] 


0.0002 


5176 


14772400 


gi|14772400|reflXP_045944.1| hypothetical protein 
XP 045944 [Homo sapiens] 


2.5 


5181 


8248741 


gi|824874 1 |gb|AAB202 1 1 .2| (S6 1 973) NMDA receptor 
glutamate-binding subunit [Rattus sp.] 


7.4 


5186 


12329963 


gi|12329963|emb|CAC24680.1| (AL5 13062) possible 
high molecular mass nuclear antigen [Leishmania major 


9.7 


5187 


3915815 


gi|3915815|sp|Q45032|PRIA_BORBUPRIMOSOMAL 
PROTEIN N' (REPLICATION FACTOR Y) 
pir||F70101 primosomal protein N (priA) homolog - 
Lyme disease spirochete gb|AAC66393. 1| (AE001 1 15) 
primosomal protein N (priA) [Borrelia burgdorferi] 


0.86 
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Table 3B Nearest Neighbor (BlastX vs. Non-Redundant Proteins) 


SEQ ID 
NO 


ACCESS 
N 


DESCRIPTION 


P VALUE 


5191 


7516796 


gi|7516796|pir||H72575 hypothetical protein APE 1888 - 
Aeropyrum pernix (strain Kl) dbj|BAA80893.1| 
(AP000062) 107aa long hypothetical protein 
[Aeropyrum pemix] 


9.9 


5192 


4691710 


gi|4691710|gb|AAD28038.1|AF119712_l (AF1 19712) 
bone morphogenetic protein BMP2/4 [Lytechinus 
variegatus] 


4.5 


5198 


10639274 


gi|10639274|emb|CAC11276.1|(AL445063) 
amylopullulanase related protein [Thermoplasma 
acidophilum] 


2.4 


5199 


10998836 


gi| 10998836|gb|AAG26008 . 1 |AF3 1 20 1 7_1 (AF3 1 20 1 7) 
beta-glucosidase precursor [Tenebrio molitor] 


3.1 


5205 


7657228 


gi|7657228|refINP_055258.1| interleukin 17B [Homo 
sapiens] reflXP_003898.3| 50367 [Homo sapiens] 
reflXP_046987.1| interleukin 17B [Homo sapiens] 
reflXP_046984.1| interleukin 17B [Homo sapiens] 
ref|XP_046985.1| interleukin 17B [Homo sapiens] 
ref)XP_046986 r l| 50372 [Homo sapiens] 
gb|AAF01318.1|AF184969_l (AF184969) cytokine-like 
protein ZCYT07 [Homo sapiens] 
gb|AAF28104.1|AF152098_l (AF152098) interleukin 
17B [Homo sapiens] gb|AAF78775.1|AF212311_l 
(AF212311) interleukin 20 [Homo sapiens] 
gb|AAG39637.1|AF110385_l (AF 110385) interleukin- 
17 beta; IL-17 beta [Homo sapiens] 
gb|AAG44136.1|AF218727_l (AF218727) neuronal 
interleukin- 17 related factor [Homo sapiens] 
gb|AAK60336.1|AF386077_l (AF386077) interleukin 
17B [Homo sapiens] 


5.5 


5207 


12311878 


gi|12311878|emb|CAC22694.1|(AL389894) 
hypothetical protein L779.02 [Leishmania major] 


1.6 
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Table 3B Nearest Neighbor (BlastX vs. Non-Redundant Proteins) 


SEQID 
NO 


ACCESS 
N 


DESCRIPTION 


P VALUE 


5208 


7657683 


gi|7657683|ref|NP_055 146. 1| solute carrier family 7, 
(cationic amino acid transporter, y+ system) member 1 1 ; 
cystine/glutamate transporter [Homo sapiens] 
sp|Q9UPY5|XCT_HUMAN CYSTINE/GLUTAMATE 
TRANSPORTER (AMINO ACID TRANSPORT 
SYSTEM XC-) (XCT) dbj|BAA82628.1| (AB026891) 
cystine/glutamate transporter [Homo sapiens] 
gbiAAUojjyz. i|Arzuu /Uo_i ^Axzuu/Uo) calcium 
channel blocker resistance protein CCBR1 [Homo 

canipncl oh\A AKdQ] 1 1 1IAF7S9R7? WAF?^*^?^ 

sapiens j gD|/\/\xv*T7 1 1 1 . 1 j/vr z, jzo 1 ^/ax^j^o /z,^ 
cystine/glutamate transporter xCT [Homo sapiens] 


2.2 


5212 


2388574 


r»;n^ft«^7AlrrKI A AP71 AS^ 11 ✓ A PfiOOnQa^ Qtrrmrr 

gijZJooj /^|gDj/v/\r) / i| ^/w^uuuuyo^ oirong 
similarity to Phalaenopsis homeobox protein 
(gb|U34743). [Arabidopsis thaliana] 


7 


5221 


14740481 


gij 1H- /huho i|reij-A.jr uho ijo. i| similar iu cacuicrin 
related 23 (H. sapiens) [Homo sapiens] 


1E-18 


5222 


12852452 


nil! 78S?459IHhilRAR?Q417 11 /AlfOI 4^4^ nntntivf* 

glj IZO JZH-JZ|ClUJ[D/AJ3Z5' t f 1 / v/\IV.v/l £ t J putative 

[Mus musculus] 


8E-21 


5224 


Z 1 1VZOU 


gijzi lyzjujpirjjijooj / microuiDUie-associaiea protein 
1A - human gb|AAA81362.1| (U14577) microtubule- 
as socid. Leu proiem i-rv ^rronio aopiciibj 




5226 




gi|1304610|gb|AAC59915.1| (U41783) cytochrome b 
H^ynoieoias ammsj 


4 7 


5227 


1 11 1 1 878 


gi|1231 1878|emb|CAC22694.1| (AL389894) 
nypoxnexicai proiem I-*/ /7.uz [i^cibiimdxiid, major j 




5228 


6650047 


gi|6650047|gb|AAF21692. 1|AF05 1987_1 (AF05 1987) 
maturase K [Hyobanche sanguinea] 


1.9 


5232 


3859671 


gi|3859671|emb|CAA22009.1| (AL033502) hypothetical 
protein [Candida albicans] 


0.0009 


5240 


yyOjoy 1 


gi|9963891|gb|AAG09748. 1|AF233276_1 (AF233276) 

nprrwin. 1 rT^P*riir*i11iiiTYi f*nr\/cr\0'PTiiiTYi 1 

UCl UA111 1 \_1 C1U Willi III 11 WHiyoVJ^^llUlllJ 


9.3 


5242 


3024924 


gi|3024924|sp|Q58315|Y905_METJA 
HYPOTHETICAL PROTEIN MJ0905 pirj|A64413 
hypothetical protein MJ0905 - Methanococcus 
jannaschii gb|AAB98915. 1| (U67534) M. jannaschii 
predicted coding region MJ0905 [Methanococcus 
jannaschii] 


1.8 


5245 


11279021 


gi|l 127902 l|pir||T47996 hypothetical protein 
F21F14.210 - Arabidopsis thaliana emb|CAB7 19 1 1.1| 
(AL 13 8642) putative protein [Arabidopsis thaliana] 


5.2 
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Table 3B Nearest Neighbor (BlastX vs. Non-Redundant Proteins) 


SEQID 
NO 


ACCESS 
N 


DESCRIPTION 


P VALUE 


5255 


2746323 


gi|2746323|gb|AAB97896.1| (AF037166) major surface 
glycoprotein [Leishmania panamensis] 


2.2 


5260 


7506750 


gi|7506750|pir||T16770 hypothetical protein R153.2 - 
Caenorhabditis elegans gb|AAA68293.1| (U28729) 
Hypothetical protein R153.2 [Caenorhabditis elegans] 


4.1 


5264 


14737112 


gi|147371 12|ref]XP_046972.1| hypothetical protein 
XP_046972 [Homo sapiens] 


3.4 


5266 


7432465 


gi|7432465|pir||T 13677 NADH dehydrogenase 
(ubiquinone) (EC 1.6.5.3) chain 5 - Santolina 
chamaecyparissus chloroplast gb|AAC37776.1| 
(L39444) NADH dehydrogenase [Santolina 
chamaecyparissus] 


8.1 


5267 


9845030 


gi|9845030|dbj|BABl 1914.1| (AB034726) 5- 
oxoprolinase precursor [Alcaligenes faecalis] 


6.8 


5268 


7429144 


gi|7429144|pir||GNMSLL retrovirus-related reverse 
transcriptase homolog - mouse retrotransposon 
gb|AAA66024.1| (M13002) 2855 is the position of the 
first start codon in ORE 2; putative [Mus musculus] 


0.0003 


5269 


6689319 


gi|6689319|emb|CAB65444.1| (AJ238583) penicillin 
binding protein 2x [Streptococcus pneumoniae] 


0.37 


5274 


7522099 


gi|7522099|pir||T28658 polyketide synthase - Sorangium 
cellulosum (fragment) 


3.9 


5278 


13786182 


gi|13786182|reflNP_l 12634.1| delta-6 fatty acid 
desaturase [Rattus norvegicus] pir||JG0180 Delta6 fatty 
acid desaturase (EC 1.14.99.-) [imported] - rat 
dbj|BAA75496.1| (AB021980) delta-6 fatty acid 
desaturase [Rattus norvegicus] 


4E-12 


5279 


7674158 


gi|7674158|sp|076942|PTP_ENCCU MAJOR POLAR 
TUBE PROTEIN PRECURSOR (MAJOR PTP) 
emb|CAA06662.1| (AJ005666) polar tube protein 
[Encephalitozoon cuniculi] 


1.2 


5280 


10726396 


gi|10726396|gb|AAF54288.2| (AE003680) CGI 1773 
gene product [Drosophila melanogaster] 


1.1 


5282 


14767779 


gi|14767779|ref]XP_007023.2| G protein-coupled 
receptor kinase-interactor 2 [Homo sapiens] 
gb|AAD28047.1|AF124491_l (AF124491) ARF 
GTPase-activating protein GIT2 [Homo sapiens] 


4E-13 


5284 


14602920 


gi|14602920|gb|AAH09955. 1|AAH09955 (BC009955) 
Unknown (protein for IMAGE:429785 1) [Homo 
sapiens] 


1.4 



612 





Table 3B Nearest Neighbor (BlastX vs. Non-Redundant Proteins) 


SEQ ID 
NO 


ACCESS 
N 


DESCRIPTION 


P VALUE 


5287 


7487876 


gi|7487876|pir||T02741 hypothetical protein T9I4. 19 - 
Arabidopsis thaliana gb|AAC33237.1| (AC0O5315) 
putative ligand-gated ion channel protein [Arabidopsis 
thaliana] 


9.9 


5288 


14423780 


gi| 14423780|sp|O950 1 3|04F3_HUMAN OLFACTORY 
RECEPTOR 4F3 gb|AAD05195.1| (AC004908) similar 
to rat olfactory receptor OR18; similar to S29710 
(PID:g423702) [Homo sapiens] 


0.000002 


5290 


14764967 


gi|14764967|ref|XP_049605.1| KIAA1467 protein 
[Homo sapiens] 


0.00003 


5291 


7496712 


gi|7496712|pir||T15708 hypothetical protein C30B5.1 - 
Caenorhabditis elegans gb|AAK3 1466. 1| (U23450) 
Hypothetical protein C30B5.1 [Caenorhabditis elegans] 


2.6 


5292 


4468835 


gi|4468835|emb|CAB38221.1| (AJ232783) hairless 
[Drosophila hydei] 


1.3 


5298 


7481600 


gi|7481600|pir||T36589 probable transmembrane protein 
- Streptomyces coelicolor emb|CAB42730. 1| 
(AL049826) putative transmembrane protein 
[Streptomyces coelicolor A3 (2)] 


5.6 


5301 


4885323 


gi|4885323|ref[NP_005293.1| G protein-coupled 
receptor 37 (endothelin receptor type B-like); endothelin 
receptor type B-like; hET(B)R-LP [Homo sapiens] 
ref|XPJ)04804.1| G protein-coupled receptor 37 
(endothelin receptor type B-like) [Homo sapiens] 
ref)XP_032150.1| 58490 [Homo sapiens] 
ref]XP J)32 15 1 . 1| G protein-coupled receptor 37 
(endothelin receptor type B-like) [Homo sapiens] 
sol015354IGP37 HUMAN PROBABLE G PROTEIN- 
COUPLED RECEPTOR GPR37 PRECURSOR 
(ENDOTHELIN B RECEPTOR-LIKE PROTEIN-1) 
(ETBR-LP-1) emb|C AA73080.1| (Y 12476) G protein 
coupled receptor 37 [Homo sapiens] gb|AAD08853.1| 
(AC004925) G protein coupled receptor 37 [Homo 
sapiens] 


1.9 
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Table 3B Nearest Neighbor (BlastX vs. Non-Redundant Proteins) 


SEQID 
NO 


ACCESS 
N 


DESCRIPTION 


P VALUE 


5304 


11467524 


gi|l 1467524|ref]NP_043670.1| PSI, subunit HI, 
plastocyanin-binding [Odontella sinensis] 
sp|P49483|PSAF_ODOSI PHOTOSYSTEM I 
REACTION CENTRE SUBUNIT HI (PSI-F) 
pir||S78329 photosystem I chain III - Odontella sinensis 
chloroplast emb|CAA91702.1| (Z67753) PSI, subunit 
III, plastocyanin-binding [Odontella sinensis] 


6.2 


5306 


7292767 


gi|7292767|gb|AAF48 162.1| (AE003489) CG15927 
gene product [Drosophila melanogaster] 


6.3 


5309 


14601766 


gi|14601766|ref]NP_148307.1| hypothetical protein 
[Aeropyrum pernix] pir||C7250 1 hypothetical protein 
APE 1985 - Aeropyrum pemix (strain Kl) 
dbj|BAA80995.1| (AP000063) 160aa long hypothetical 
protein [Aeropyrum pernix] 


1.8 


5310 


13661965 


gi|13661965|gb|AAK38127.1|AC058781_4 
(AC058781) L344.4 [Leishmania major] 


7.1 


5312 


6320879 


gi|6320879|ref)NP_010958.1| Transcriptional activator 
of nitrogen-regulated genes; Gln3p [Saccharomyces 
cerevisiae] sp|P18494|GLN3_YEAST NITROGEN 
REGULATORY PROTEIN GLN3 pir||S50543 GLN3 
protein - yeast (Saccharomyces cerevisiae) 
gb|AAB64575.1| (U18796) Gln3p: Nitrogen regulatory 
protein [Saccharomyces cerevisiae] 


8.5 


5313 


4493990 


gi|4493990|emb|CAB39049.1| (AL034559) hypothetical 
protein, PFC 1045c [Plasmodium falciparum] 


0.74 


5314 


10047245 


gi|10047245|dbj|BAB 134 11.1| (AB046805) KIAA1585 
protein [Homo sapiens] 


2E-69 


5317 


14762995 


gi|14762995|ref]XP_044 123.1) cadherin 20, type 2 
[Homo sapiens] 


4E-17 


5321 


14773348 


gi|14773348|ref|XP_038450.1| 20849 [Homo sapiens] 


3E-45 


5326 


4691710 


gi|4691710|gb|AAD28038. I|AF1 19712_1 (AF1 19712) 
bone morphogenetic protein BMP2/4 [Lytechinus 
variegatus] 


5.4 


5328 


13161382 


gi|13161382|dbj|BAB32977.1| (AB034197) lamin B3 
[Carassius auratus] 


6.9 


5333 


12654811 


gi| 126548 1 l|gb|AAH0 1248. 1|AAH01248 (BC00 1248) 
hypothetical protein FLJ20272 [Homo sapiens] 


6.2 
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Table 3B Nearest Neighbor (BlastX vs. Non-Redundant Proteins) 


SEQID 
NO 


ACCESS 
N 


DESCRIPTION 


P VALUE 


5334 


4504455 


gi|4504455|reflNP_000183.1| T-box 5 [Homo sapiens] 
emb|CAA70592.1| (Y09445) transcription factor [Homo 
sapiens] 


2.5 


5337 


6642649 


gi|6642649|gb|AAF20230. 1|AC0 12395_1 7 (AC012395) 
putative glucan synthase [Arabidopsis thaliana] 


1.7 


5342 


7330072 


gi|7330072|gb|AAF60061.1|AF210726_82 (AF210726) 
ORFRU4-R [Macaca mulatta rhadinovirus 26-95] 


0.012 


5344 


90587 


gi|90587|pir||PS0135 H-2 class I histocompatibility 
antigen T7 - mouse (fragment) emb|CAA34332.1| 
(XI 62 13) MHC T7 class I antigen (64 AA) (1 19 is 2nd 
base in codon) [Mus musculus] 


6.4 


5345 


14749813 


gi| 147498 13|reflXP_041 197.1| integrin, alpha 11 [Homo 
sapiens] 


0.48 


5348 


2143962 


gi|2143962|pir||I59422 rsec8 - rat (fragment) 
gb|AAC52265. 1| (U32498) rsec8 [Rattus norvegicus] 


3E-96 


5349 


7549797 


gi|7549797|ref|NP_035731.1| T lymphoma oncogene 
[Mus musculus] sp|P17408|TLM_MOUSE TLM 
PROTEIN (TLM ONCOGENE) pir||S 10151 

trnncfnrmincr nrrvfpin tlm - mnn^p ( strain nalH/p^ 

emb|CAA36859.1| (X52634) tlm protein [Mus 
musculus] 


1.9 


5351 


7505043 


gi|75 05 043 |pir||T3 3 64 1 hypothetical protein K01A2.7 - 
Caenorhabditis elegans gb|AAC69507.1| (AF099925) 
Hypothetical protein K01A2.7 [Caenorhabditis elegans] 


0.71 


5357 


6677735 


gi|6677735|ref|NP_033084.1| ral guanine nucleotide 
dissociation stimulator ^ivius muscuiusj 
sp|Q03385|GNDS_MOUSE RAL GUANINE 
NUCLEOTIDE DISSOCIATION STIMULATOR 
(RALGEF) (RALGDS) pir||S28415 guanine nucleotide 
dissociation stimulator ralGDS - mouse 
gb|AAA3 77 14.1| (L07924) guanine nucleotide 
dissociation stimulator [Mus musculus] 


4 


5360 


11499595 


gi|l 1499595|ref|NP_070837. 1| coenzyme F390 
synthetase (ftsA-3) [Archaeoglobus fulgidus] 
pir||D69501 coenzyme F390 synthetase (ftsA-3) 
homolog - Archaeoglobus fulgidus gb|AAB89243.1| 
(AE000964) coenzyme F390 synthetase (ftsA-3) 
[Archaeoglobus fulgidus] 


4.8 
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Table 3B Nearest Neighbor (BlastX vs. Non-Redundant Proteins) 


SEQID 
NO 


ACCESS 

XT 
IN 


UCiOV^ Kir 1 UJIN 


r> X T A T T TT7 

P VALUE 


5365 


12383066 


gi|12383066|ref|NPJ)73737.1| hypothetical protein 
DKFZp586Fl 122 similar to axotrophin (Homo sapiens] 
ref|XPJ)161 17.2| hypothetical protein 
DKFZp586Fl 122 similar to axotrophin [Homo sapiens] 
dbj|BAB 14340. 1| (AK022973) unnamed protein product 
[Homo sapiens] 


8E-61 


5368 


7500833 


gi|7500833|pir||T21991 hypothetical protein F39B2.10 - 
Caenorhabditis elegans emb|CAB07390. 1 1 (Z92834) 
contains similarity to Pfam domain: PF00226 (DnaJ 
domain), Score=132.3, E-value=2.8e-36, N=l; 
PF00684 (DnaJ central domain (4 repeats)), 
Score=103.9, E-value=9.9e-28, N=l; PF01556 (DnaJ C 
terminal region), Score=35 .8, E-value=1.5e-08, 

XT 1 ^TYIVT A \ 

N=l~cDNA> 




5370 


11499595 


gi|l 1499595|ref]NP_070837. 1| coenzyme F390 
synthetase (ftsA-3) [Archaeoglobus fulgidus] 
pir||D69501 coenzyme F390 synthetase (ftsA-3) 
homolog - Archaeoglobus fulgidus gb|AAB89243.1| 
(AE000964) coenzyme F390 synthetase (ftsA-3) 
[Archaeoglobus fulgidus] 


5.5 


5371 


11387290 


gi|l 1387290|sp|P57436|Y355_BUCAI PUTATIVE 
DEOXYRIBONUCLEASE BU355 dbj|BAB13059.1| 
(AP001 1 19) hypothetical protein [Buchnera sp. APS] 


7.1 




8923462 


gi|8923462|ref|NP_060317.1| hypothetical protein 
FLJ20505 [Homo sapiens] dbj|BAA912l5.1| 
(AK000512) unnamed protein product [Homo sapiens] 


5E-76 


5376 


749138 1 


gi|749 138 l|pir||T3 9498 hypothetical protein 
SPBC 1604. 16c - fission yeast (Schizosaccharomyces 
pombe) emb|CAA22349.1| (AL034433) hypothetical 
protein [Schizosaccharomyces pombe] 


3. 1 


5378 


5835229 


gi|5835229|ref]NP_008273.1|ND4_10703 NADH 
dehydrogenase subunit 4 [Protopterus dolloi] 
pir||S68137 NADH dehydrogenase (ubiquinone) (EC 
1.6.5.3) chain 4 - Protopterus dolloi mitochondrion 
gb|AAC38030. 1| (L42813) NADH dehydrogenase 
subunit 4 [Protopterus dolloi] 


7.9 


5381 


12861366 


gi|12861366|dbj|BAB32182.1| (AK020701) putative 
[Mus musculus] 


1E-20 
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Table 3B Nearest Neighbor (BlastX vs. Non-Redundant Proteins) 


SEQID 
NO 


ACCESS 
N 


DESCRIPTION 


P VALUE 


5387 


12957488 


gi|12957488|reflNP_075463.1| putative gene product 
[Homo sapiens] emb|CAB42442.1| (AL049784) 
hypothetical protein [Homo sapiens] 


1E-23 


5390 


13621158 


gi| 1 3 62 1 1 5 8|ref]NP_l 12433. 1| NADH dehydrogenase 
subunit 1 [Tetrodontophora bielanensis] 
gb|AAK30952.1|AF272824_13 (AF272824) NADH 
dehydrogenase subunit 1 [Tetrodontophora bielanensis] 


8.5 | 


5391 


14720363 


gi|14720363|ref]XP_042844.1| similar to ALU 
SUBFAMILY SC SEQUENCE CONTAMINATION 
WARNING ENTRY (H. sapiens) [Homo sapiens] 


5.5 


5399 


14916308 


gi|149 l6308|gb|AAK73874. 1|U00067_3 (U00067) 
Hypothetical protein F54E7.3a [Caenorhabditis elegans] 


7.6 


5401 


12856615 


gi|12856615|dbj|BAB30727.1| (AK017396) putative 
[Mus musculus] 


1E-91 


5406 


625580 


gi|625580|pir||A49626 transregulatory protein IE-1 - 
Autographa californica nuclear polyhedrosis virus 
gb| AAB29676.1| (S68091) IE-l=transregulatory protein 
[Autographa californica nuclear polyhedrosis virus 
AcNPV, tsB821, Peptide Mutant, 582 aa] [Autographa 
californica nucleopolyhedrovirus] 


2.9 


5408 


7511058 


gi|75 1 1058|pir||T27805 hypothetical protein ZK262. 1 1 - 
Caenorhabditis elegans emb|CAB 16552. 1| (Z99288) 
contains similarity to Pfam domain: PF01604 (7TM 
chemoreceptor), Score=138.5, E-value=3.8e-38, N=l 
[Caenorhabditis elegans] 


8 


5412 


5869818 


gi|5869818|emb|CAB55575.1| (AJ249395) NADH- 
ubiquinone oxidoreductase subunit 6 [Globodera 
pallida] 


0.36 


5413 


7492086 


gi|7492086|pir||T41670 hypothetical zinc finger protein - 
fission yeast (Schizosaccharomyces pombe) 
emb|C AA20703.1| (AL031530) hypothetical zinc finger 
protein; C3HC4 type (RING finger) femily 
[Schizosaccharomyces pombe] 


8.5 i 


5416 


6056374 


gi|6056374|gb|AAF02838. 1|AC009894_9 (AC009894) 
Similar to serine/threonine kinases [Arabidopsis 
thaliana] 


9.5 
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Table 3B Nearest Neighbor (BlastX vs. Non-Redundant Proteins) 


SEQID 
NO 


ACCESS 
N 


DESCRIPTION 


P VALUE 


5417 


7464490 


gi|7464490|pir||E64666 hypothetical protein HP1 173 - 
Helicobacter pylori (strain 26695) gb|AAD08225. 1| 
(AE000623) H. pylori predicted coding region HP 1 173 
[Helicobacter pylori 26695] 


4 


5418 


13812393 


gi|13812393|reflNP_l 13511. 1| hypothetical protein 
[Guillardia theta] emb|CAC27080.1| (AJ010592) 
hypothetical protein [Guillardia theta] 


1.9 


5420 


6041669 


gi|6041669|ref|NP_004538.2| NADH dehydrogenase 
(ubiquinone) 1 beta subcomplex, 4 (15kD, B15) [Homo 
sapiens] ref]XP_002929. 1| NADH dehydrogenase 
(ubiquinone) 1 beta subcomplex, 4 (15kD, B15) [Homo 
sapiens] refIXP_041367. 1| NADH dehydrogenase 
(ubiquinone) 1 beta subcomplex, 4 (15kD, B15) [Homo 
sapiens] sp|095168|NB5M_HUMAN NADH- 
UBIQUINONE OXIDOREDUCTASE B15 SUBUNIT 
(COMPLEX I-B 15) (CI-B15) pir||JE0383 NADH 
dehydrogenase (ubiquinone) (EC 1.6.5.3) chain 
NDUFB4 - human gb|AAD05421. 1| (AF044957) 
NADHubiquinone oxidoreductase B15 subunit [Homo 
sapiens] gb|AAH00855. 1|AAH00855 (BC000855) 
NADH dehydrogenase (ubiquinone) 1 beta subcomplex, 
4 (15kD, B15) [Homo sapiens] 


0.00002 


5422 


7296624 


gi|7296624|gb|AAF5 1905.1J (AE003600) CG10303 
gene product [Drosophila melanogaster] 


4.2 


5429 


6453299 


gi|6453299|emb|CAA04499.2| (AJ001045) P-type 
cation-transporting ATPase [Blastocladiella emersonii] 


6.2 


5430 


14784393 


gi|14784393|reflXP_033306.1| sodium channel, 
nonvoltage-gated 1 alpha [Homo sapiens] 


7.6 


5438 


7657956 


gi|7657956|dbj|BAA94876.1| ( AB028668) ORF 1 [TT 
virus] 


3.4 


5449 


7206840 


gi|7206840|gb|AAF39999.1| (AC006832) similar to a 
family of C. elegans proteins; see (GB:AF016684) 
[Caenorhabditis elegans] 


6.3 


5451 


13636619 


gi| 136366 19|ref]XP_002437.3| cAMP-regulated guanine 
nucleotide exchange factor II [Homo sapiens] 


0.000001 


5454 


7303178 


gi|7303178|gb|AAF58242.1| (AE003814) CG17390 
gene product [Drosophila melanogaster] 


3.1 
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Table 3B Nearest Neighbor (BlastX vs. Non-Redundant Proteins) 


SEQ ID 
NO 


ACCESS 
N 


DESCRIPTION 


P VALUE 


5457 


7446747 


gi|7446747|pir||T07607 phosphate transport protein 2 - 
potato emb|CAA67396.1| (X98891) inorganic phosphate 
transporter 2 [Solanum tuberosum] 


4.2 


5458 


7471296 


gi|7471296|pir||A75450 conserved hypothetical protein - 
Deinococcus radiodurans (strain Rl) 
gb|AAF10584.1|AE001952_12 (AE001952) conserved 
hypothetical protein [Deinococcus radiodurans] 


0.32 


5460 


11267150 


gi|l 126715 0|pir||A8 1338 H+/K+-exchanging ATPase 
(EC 3.6.1.36) B chain Q0677 [imported] - 
Campylobacter jejuni (strain NCTC 11168) 
emb|CAB72951.1| (AL1 39076) potassium-transporting 
ATPase B chain [Campylobacter jejuni] 


0.37 


5467 


1246530 


gi|1246530|emb|CAA64368.1| (X94742) olfactory 
receptor 2 [Gallus gallus] 


0.00000001 


5475 


1353257 


gi|1353257|gb|AAB06234.1| (U26665) dimethyl 
sulphoxide reductase subunit B [Haemophilus 
influenzae] 


4.2 


5476 


585053 


oilSXSOS^knlP^7?n?mTS3 SCHPO MITOTIC 
CONTROL PROTEIN DIS3 pir||A41944 mitotic 
control protein dis3+ - fission yeast 
(Schizosaccharomyces pombe) gb|AAA35302.1| 
(M74094) mitotic control protein [Schizosaccharomyces 
pombe] emb|CAA21 102. 1| (AL031743) mitotic control 
protein dis3 [Schizosaccharomyces pombe] 


2.6 


5477 


7388318 


gi|73883 18|sp|Q9ZL01|TfflE_HELPJ PROBABLE 
TT-TTAMTNF-PHOSPHATE PYROPHOSPHORYLASE 

L A JLLiVJ-VAXI ~ X_/ X X XV-/ kJ X X Ul X X^ X X iVV/X X lv/tjl X X iwixL/Xv 

(TMP PYROPHOSPHORYLASE) (TMP-PPASE) 
(TMAMINE-PHOSPHATE SYNTHASE) pir||G71889 
thiamin-phosphate pyrophosphorylase (EC 2.5.1.3) - 
Helicobacter pylori (strain J99) gb|AAD06361. 1| 
(AE001508) THIAMINE PHOSPHATE 
PYROPHOSPHORYLASE [Helicobacter pylori J99] 


7 


5483 


6754362 


gi|6754362|reflNP_035962.1| insulin receptor-related 
receptor [Mus musculus] dbj|BAA77835.1| (AB007135) 
insulin receptor-related receptor [Mus musculus] 


7.5 
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Table 3B Nearest Neighbor (BlastX vs. Non-Redundant Proteins) 


SEQID 
NO 


ACCESS 
N 


DESCRIPTION 


P VALUE 


5486 


10697032 


gi|10697032|emb|CAC12661.1| (AJ296086) cytochrome 
c oxidase subunit 1 [Anabaena variabilis] 


0.96 


5491 


8919908 


gi|8919908|emb|CAB96228.1| (AJ133067) env 
polypeptide [Human immunodeficiency virus type 1] 


7.4 


5496 


7658073 


gi|7658073|dbj|BAA94924.1| (AB028715) ORF1 [TT 
virus] 


3.8 


5500 


9437326 


gi|943 7326|gb|AAF873 1 2 . 1 |AF 1 2444 1_1 (AF 1 2444 1 ) 
NBC-like protein [Rattus norvegicus] 


6.5 


5501 


6707844 


gi|6707844|gb|AAF25692.1| (AF113517) ventral 
anterior homeobox 3 [Xenopus laevis] 


3.1 


5502 


12698075 


gi|12698075|dbj|BAB2 1856.1| (AB051552) KIAA1765 
protein [Homo sapiens] 


1.9 


5503 


7673065 


gi|76730651gb|AAF66723 . 1 |AF 146723_1 (AF146723) 
cytochrome b [Tapinoma sp. ACBJ.l] 


4.2 


5508 


6754932 


gi|6754932|reflNP_035 121. 1| olfactory receptor 49 
[Mus musculus] gb|AAD13315.1| (AF 102523) olfactory 
receptor C6 [Mus musculus] 


8E-12 


5512 


7296803 


gi|7296803|gb|AAF52080.1| (AE003604) CG2008 gene 
product [Drosophila melanogaster] 


3.7 


5514 


5824783 


gi|5824783|emb|CAB54433.1| (AL1 10487) contains 
similarity to Pfam domain: PF01529 (DHHC zinc finger 
domain), Score=108.2, E-value=5e-29, N=l~cDNA 
EST yk282dl2.5 comes from this gene [Caenorhabditis 
elegans] 


4.9 


5516 


14750790 


gi|14750790|reflXP_034677.1| general transcription 
factor II, i, isoform 5 [Homo sapiens] ref|XP_011605.4| 
general transcription factor II, i, isoform 5 [Homo 
sapiens] ref]XP_034678.1| similar to general 
transcription factor II, i (H. sapiens) [Homo sapiens] 
ref]XP_034682.1| similar to general transcription factor 
II, i (H. sapiens) [Homo sapiens] 


4.2 


5519 


3327362 


gi|3327362|dbj|BAA3 1704. 1| (ABO 15754) cytochrome c 
oxidase subunit I [Spirometra erinaceieuropaei] 


5.2 


5520 


14149807 


gi| 1 4 1 498 07|ref|NP_ 1 1 55 1 7 . 1 1 hypothetical protein 
DKFZp434K1421 [Homo sapiens] emb|CAB66740.1| 
(AL 136806) hypothetical protein [Homo sapiens] 


5E-53 
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Table 3B Nearest Neighbor (BlastX vs. Non-Redundant Proteins) 


SEQID 
NO 


ACCESS 
N 


DESCRIPTION 


P VALUE 


5521 


10567777 


gi|10567777|gb|AAG18583.1|AF292395_l (AF292395) 
KRP170 [Strongylocentrotus purpuratus] 


8.2 


5524 


5931705 


gi|5931705|emb|CAB56603.1| (Y 18890) pol protein 
[Human endogenous retrovirus K] 


6.2 


5528 


11271464 


gi|l 1271464|pir||C82792 methionyl-tRNA synthetase 
XF0549 [imported] - Xylella fastidiosa (strain 9a5c) 
gb|AAF83359.1|AE003902_4 (AE003902) methionyl- 
tRNA synthetase [Xylella fastidiosa 9a5c] 


6.5 


5530 


2193879 


gi|2193879|emb|CAA54180.1| (X76785) hypothetical 
protein [Homo sapiens] 


8.7 


5531 


7292567 


gi|7292567|gb|AAF47967.1| (AE003484) CG2186 gene 
product [Drosophila melanogaster] 


6.7 


5532 


729093 


gi|729093|sp|P39881|CUTl_CANFACCAAT 
DISPLACEMENT PROTEIN (HOMEOBOX 
PROTEIN CLOX) (CLOX-1) pir||S33121 homeotic 
protein CDP - dog (fragment) emb|CAA48782.1| 
(X69017) Clox [Canis sp.] 


0.14 


5534 


13569850 


eill3569850lreflNP 076357 11 RIKEN cDNA 
9330127120 [Mus musculus] gb|AAG34081.1| 
(AF295105) cardiac Ca2+ release channel [Mus 
musculus] 


0.00000006 


5535 


14250321 


gi| 1425032 l|gb|AAH08590.1|AAH08590 (BC008590) 
hypothetical protein FLJ21313 [Homo sapiens] 


1E-60 


5536 


2143962 


gi|2143962|pir||I59422 rsec8 - rat (fragment) 
gb|AAC52265.1| (U32498) rsec8 [Rattus norvegicus] 


3E-99 


5539 


13475196 


gi| 1 3475 1 96|ref|NP_l 06760. 1 1 transposase 
[Mesorhizobium loti] dbj|BAB52546.1| (AP003008) 
transposase [Mesorhizobium loti] 


5.6 


5544 


13376066 


ffi!13376066lreflNP 079019 11 hvoothetical orotein 
FLJ21934 (Homo sapiens] reflXP_017673.2| 
hypothetical protein FLJ2 1 934 [Homo sapiens] 
dbj|BAB15 179.1| (AK025587) unnamed protein product 
[Homo sapiens] 


1E-40 


5545 


13365831 


gi|13365831|dbj|BAB39301.1| (AB056753) hypothetical 
protein [Macaca fascicularis] 


4.7 


5547 


2865238 


gi|2865238|gb|AAC38862.1| (U89706) DNA 
polymerase alpha [Urostyla grandis] 


5.5 


5548 


14752983 


gi|14752983|refIXP_004626.3| hypothetical protein 
FLJ10377 [Homo sapiens] 


2.5 
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Table 3B Nearest Neighbor (BlastX vs. Non-Redundant Proteins) 


SEQID 
NO 


ACCESS 
N 


DESCRIPTION 


P VALUE 


5550 


13489060 


gi|13489060|ref]NP_109590.1| retinoic acid induced 1; 
hypothetical protein DKFZp434A139 [Homo sapiens] 
emb|CAC20423.1| (AJ271790) retinoid-acid induced 
protein 1 [Homo sapiens] 


1E-21 


5556 


7512077 


gi|7512077|pir||T30878 dynein heavy chain isotype 4 - 
sea urchin (Tripneustes gratilla) (fragment) 
gb|AAA63587. 1| (U03973) dynein heavy chain isotype 
4 [Tripneustes gratilla] 


4E-27 


5564 


9971630 


gi|997 1630|dbj|BAB 1 2582. 1 1 (AB046525) polymerase 
protein [Hepatitis B virus] 


9.1 


5565 


1072920 


oil1072920lr»irllS49369 mobilization nrotein - 
Campylobacter coli plasmid pCCTl and PCCT2 
emb|CAA57597.1| (X82080) Mob [Campylobacter coli] 
emb|CAA57594. 1| (X82079) mobilization protein 
[Campylobacter coli] 


4.7 


5568 


12644030 


gi|12644030|sp|Q28295|VWF_CANFA VON 
WILLEBRAND FACTOR PRECURSOR (VWF) 


8.8 


5572 


9964333 


gi|9964333|ref|NP_06480Ll| AMV019 [Amsacta 
moorei entomopoxyirus] gb| AAG02725 . 1 |AF250284 1 9 
(AF250284) AMV019 [Amsacta moorei 
entomopoxvirus] 


8.3 


5579 


10436768 


gi|10436768|dbj|BAB14906.1| (AK024391) unnamed 
protein product [Homo sapiens] 


1.2 


5580 


13786443 


gi|13786443|gb|AAK39568.1|AC025296_3 
(AC025296) hypothetical protein [Oryza sativa] 


0.75 


5581 


13376632 


gi|13376632|ref|NPJ)79355.1| hypothetical protein 
FLJ23231 IHomo saoiensl dbi IB AB 15581 11 
(AK026884) unnamed protein product [Homo sapiens] 
gb|AAH05001.1|AAH05001 (BC005001) hypothetical 
protein FLJ23 231 [Homo sapiens] 


0.58 


5584 


12641960 


gi|12641960|gb|AAK00073.1|AF200382_l (AF200382) 
cytochrome oxidase subunit I (COD [Ceratosolen nanus] 


4.9 


5585 


1708893 


gi|1708893|sp|P51782|LYC_TRIVU LYSOZYME C 
PRECURSOR (1,4-BETA-N- 
ACETYLMURAMIDASE C) gb|AAB97109.1| 
(U40664) lysozyme [Trichosurus vulpecula] 


2.3 


5586 


10047155 


gi|10047155|dbj|BAB13371.1| (AB046765) KIAA1545 
protein [Homo sapiens] 


1.7 



622 
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SEQID 
NO 


ACCESS 
N 


DESCRIPTION 


P VALUE 


5587 


7446806 


gi|7446806|pir||F69791 conserved hypothetical protein 
yebB - Bacillus subtilis gb|AAB62312.1| (U51 1 15) 
unknown protein [Bacillus subtilis] emb|CAB 12456.1 J 
(Z99107) similar to hypothetical proteins [Bacillus 
subtilis] 


9.3 


5591 


400222 


gi|400222|sp|P22533|MANB_CALSA BETA- 
MANNANASE/ENDOGLUCANASE A 
PRECURSOR [INCLUDES: MANNAN ENDO-1,4- 
BETA-MANNOSIDASE A (BETA-MANNANASE) 
(ENDO-1 ,4-MANNANASE); ENDO-l,4-BETA- 
GLUCANASE (CELLULASE)] pir||A48954 tnannan 
endo-l,4-beta-mannosidase (EC 3.2.1.78) - Caldocellum 
saccharolyticumgb|AAA71887.1| (L01257) beta- 
mannanase [Caldicellulosiruptor saccharolyticus] 


8.6 


5593 


14029388 


gi|14029388|gb|AAK52669.1|AF319948_l (AF319948) 
MMS19 [Drosophila melanogaster] 


7.7 


5595 


1196482 


gi|l 196482|gb|AAA88209. 1| (M20307) unknown 
protein [Plasmid PI] 


5.2 


5599 


14762995 


gi|14762995|reflXP_044123.1| cadherin 20, type 2 
[Homo sapiens] 


4E-17 


5600 


13383732 


gi|13383732|gb|AAK21 107.1|AF327877_3 (AF327877) 
envelope polyprotein [Equine infectious anemia virus] 


3.7 


5611 


7521539 


gi|7521539|pir||A70410 processing proteinase (EC 3.4.-.- 
) - Aquifex aeolicus gb|AAC07272.1| (AE000732) 
processing protease [Aquifex aeolicus] 


9.5 


5612 


14721452 


gi|14721452|ref)XP_049513.1| 48294 [Homo sapiens] 


1 


5615 


13512594 


gi|13512594|gb|AAK28688.1| (AF078553) unknown 
function U3 [Ehrlichia canis] 


9.1 


5618 


7490184 


gi|7490184|pir||T37997 carboxypeptidase y - fission 
yeast (Schizosaccharomyces pombe) pir||T43236 

j — v m/ i / r 11 

carboxypeptidase C (EC 3.4.16.5) precursor [validated] 
fission yeast (Schizosaccharomyces pombe) 
emb|CAB10121.1| (Z97209) carboxypeptidase y 
[Schizosaccharomyces pombe] dbj|BAA25568.1| 
(D86560) carboxypeptidase Y [Schizosaccharomyces 
pombe] 


0.01 


5619 


11119139 


gi|l 1 1 19139|gb|AAG30518. 1| (AF308549) 
immunoglobulin heavy chain [Homo sapiens] 


1.1 
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Table 3B Nearest Neighbor (BlastX vs. Non-Redundant Proteins) 


SEQID 
NO 


ACCESS 
N 


DESCRIPTION 


P VALUE 


5622 


7507209 


gi|7507209|pir||T29623 hypothetical protein T05E8.3 - 
Caenorhabditis elegans gb|AAB52427.1| (U97014) 
strong similarity to the 'DEAH* subfamily of the 'DEAD' 
box family of helicases [Caenorhabditis elegans] 


0.7 


5623 


7484413 


cil7484413loirllT08026 hvoothetical nrotein B - 
Chlamydomonas reinhardtii chloroplast 
gb|AAB05800.1| (U62943) unknown [Chlamydomonas 
reinhardtii] 


9.3 


5624 


14766128 


gi| 1 4766 1 2 8(reflXP__03 8 i 09 . 1 1 KIAA1683 protein 
[Homo sapiens] emb|CAB66801.1| (AL136867) 
hypothetical protein [Homo sapiens] 


0.15 


5629 


6491915 


eil6491915leblAAF14073 1IAF104231 1 (AF104231) 
paired-homeodomain transcription factor PAX4 [Mus 
musculus] 


2.8 


5630 


14149940 


gi|14149940|reflNP_l 15610.1| hypothetical protein 
FLJ23059 [Homo sapiens] dbj|BAB15536.1| 
(AK026712) unnamed protein product [Homo sapiens] 


1E-10 


5636 


7500466 


gi|7500466|pir||T21747 hypothetical protein F35C12.2 - 
Caenorhabditis elegans 


3.7 


5638 


7490377 


gi|7490377|pir||T41496 conserved hypothetical protein 
SPCC622. 16c - fission yeast (Schizosaccharomyces 
pombe) emb|CAA21872. 1| (AL033 127) conserved 
hypothetical protein [Schizosaccharomyces pombe] 


6.3 


5642 


6322907 


gijojzzyu /|reijiNr__u lzysu. i| neavy cnam or 
cytoplasmic dynein; Dynlp [Saccharomyces cerevisiae] 
sp|P36022|DYHC_YEAST DYNEIN HEAVY CHAIN, 
CYTOSOLIC fDYHO nirllS38128 dvnein heaw chain 
cytosolic - yeast (Saccharomyces cerevisiae) 
emb|CAA82132.1| (Z28279) ORF YKR054c 
[Saccharomyces cerevisiae] 


4 


5646 


7594617 


gi|7594617|emb|CAB88 111.11 (AL07858 1) dJ12G14. 1 
(novel cyclophilin type peptidyl-prolyl cis-trans 
isomerase) [Homo sapiens] 


8E-73 


5647 


14916439 


gi|14916439|ref|NP_149094.1| rhophilin-like protein 
[Homo sapiens] gb|AAK58588.1|AF268032_l 
(AF268032) rhophilin-like protein [Homo sapiens] 


2E-14 
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Table 3B Nearest Neighbor (BlastX vs. Non-Redundant Proteins) 


SEQID 
NO 


ACCESS 
N 


DESCRIPTION 


P VALUE 


5648 


7227910 


gi|7227910|sp|O77408|OARl_LYMST OCTOP AMINE 
RECEPTOR 1 (OA1) gb|AAC61296.1| (U62771) 
octopamine receptor type 1 [Lymnaea stagnalis] 


5.5 


5649 


13161815 


gi|13161815|emb|CAC32956.1| (AJ293063) cytochrome 
oxidase I [Aleochara punctatella] 


7.9 


5651 


13631750 


gi|13631750|ref]XP_010294.3| arylsulfatase E precursor 
[Homo sapiens] 


2E-12 


5653 


9181886 


gi|9 18 1886|gb|AAF85678. 1|AF266288_4 (AF266288) 
C protein [Measles virus] 


3.3 


5654 


14755042 


gi|14755042|ref)XP_045 122.1| KIAA1451 protein 
[Homo sapiens] 


0.000000005 


5655 


9408429 


gi|9408429|gb|AAF87294.1| (AF228467) unknown 
[Letharia vulpina] 


2.4 


5656 


14530763 


gi|14530763|emb|CAC42469.1|(AL137139) 
bA134015. 1 (similar to citrate lyase) [Homo sapiens] 


2E-11 


5661 


2496882 


gi|2496882|sp|Ql 1 187|YPD8_CAEEL 
HYPOTHETICAL 99.0 KD PROTEIN C05D11.8 IN 
CHROMOSOME III gb|AAB53828.1| (U00048) 
C05D1 1.8 gene product [Caenorhabditis elegans] 


4.9 


5663 


1276867 


gi|1276867|gb|AAA97866. 1| (U40233) alkane 
hydroxylase [Stenotrophomonas maltophilia] 


8.2 


5664 


4867907 


gi|4867907|dbj|BAA77721.1| (AB008177) hepatic 
nuclear factor 1-beta short form [Mus musculus] 


3.8 


5667 


7292501 


gi|7292501|gb|AAF47904.1| (AE003481) CGI 1345 
gene product [Drosophila melanogaster] 


3.9 


5673 


1346543 


gi| 1 346543 |sp|P49285|ML 1A_CHICK MELATONIN 
RECEPTOR TYPE 1A (MEL-1A-R) (CKA) 
gb|AAA92498.1| (U31820) Mel-la melatonin receptor 
[Gallus gallus] 


7 


5675 


14731714 


gi|14731714|ref|XP 028009.1| KIAA1563 protein 
[Homo sapiens] 


4E-26 


5676 


9628467 


gi|9628467|reflNP_043350.1| putative [Human 
papillomavirus type 21] gb|AAA79398.1| (U31779) 
putative [Human papillomavirus type 21] 


1.2 


5680 


13241978 


gi| 1 324 1 978|gb|AAKl 6497. 1 |AF329 1 99_1 (AF329 1 99) 
CocoaCrisp [Gallus gallus] 


1.9 


5681 


11466217 


gi|l 1466217|reflNP_066540.1| SecY-independent 
transporter protein [Naegleria gruberi] 
gb|AAG17818.1|AF288092_43 (AF288092) SecY- 
independent transporter protein [Naegleria gruberi] 


4.2 
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Table 3B Nearest Neighbor (BlastX vs. Non-Redundant Proteins) 


SEQID 
NO 


ACCESS 
N 


DESCRIPTION 


P VALUE 


5682 


10581459 


gi|10581459|gb|AAG20194.1| (AE005096) enoyl-CoA 
hydratase; Fadl [Halobacterium sp. NRC-1] 


5 


5684 


4903124 


gi|4903124|dbj|BAA78009.1| (AB027308) nucleotide- 
binding protein [Plasmid R64] 


3.1 


5685 


13242251 


gi| 1 324225 l|ref[NP_077336. 1| hairy and enhancer of 
split 1, (Drosophila) [Rattus norvegicus] 
sp|Q04666|HESl_RAT TRANSCRIPTION FACTOR 
HES-1 (HAIRY AND ENHANCER OF SPLIT 1) 
(HAIRY-LIKE) (RHL) pir||S36748 transcription factor 
HES-1 - ratdbj|BAA02682.1| (D13417) HES-1 factor 
[Rattus norvegicus] prf)|1905315A HES-1 protein 
[Rattus norvegicus] 


9.4 


5689 


9957880 


gi|9957880|gb|AAG03352.1| (AY005440) 51-kDa 
antigen [Ehrlichia risticii] 


6.9 


5691 


7509017 


gi|7509017|pir||T33819 hypothetical protein W05F2.7 - 
Caenorhabditis elegans gb|AAC78217.1| (AF106582) 
Hypothetical protein W05F2.7 [Caenorhabditis elegans] 


0.82 


5692 


1082343 


gi|1082343|pir||S50832 atrophin-1 - human 


0.05 


5696 


1 1595629 


gi|11595629|emb|CAC18249.1| (AL451018) conserved 
hypothetical protein [Neurospora crassa] 


3.6 


5698 


11465898 


gi|l 1465898|ref|NP_066447. 1| ATP synthase F0 subunit 
6 [Ochromonas danica] gb|AAG18413.1|AF287134_38 
(AF287134) ATP synthase F0 subunit 6 [Ochromonas 
danica] 


6.6 


5699 


13384736 


gi|13384736|reflNP 0845 14. 1] dynein, cytoplasmic, 
heavy chain 1; dynein heavy chain, retrograde transport 
[Mus musculus] sp|Q9JHU4|DYHC_MOUSE DYNEIN 
HEAVY CHAIN, CYTOSOLIC (DYHC) 
(CYTOPLASMIC DYNEIN HEAVY CHAIN) 
gb|AAF9 1078.1| (AY004877) cytoplasmic dynein heavy 
chain [Mus musculus] 


3E-12 


5701 


11431299 


gi|l 143 1299|ref|XP_007961 . 1| phosphorylase kinase, 
beta [Homo sapiens] 


8.8 


5704 


7486830 


gi|7486830|pir||T04917 hypothetical protein T10I14.190 
- Arabidopsis thalianaemb|CAA16786.1| (AL021712) 
putative protein [Arabidopsis thaliana] 
emb|C AB79191.1| (AL161557) putative protein 
[Arabidopsis thaliana] 


0.4 
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SEQID 
NO 


ACCESS 
N 


DESCRIPTION 


P VALUE 


5707 


7470729 


gi|7470729|pir||S75327 lysostaphin - Synechocystis sp. 
(strain PCC 6803) dbj|BAA17241.1| (D90904) 
lysostaphin [Synechocystis sp. PCC 6803] 


88 


5708 


7330072 


gi|7330072|gb|AAF6006 1 . 1 |AF2 1 0726_82 (AF2 1 0726) 
ORFRU4-R [Macaca mulatta rhadinovirus 26-95] 


0.24 


5711 


14774911 


gi|1477491 l|ref|XP_027365.1| ADP-ribosylation factor- 
like 6 interacting protein [Homo sapiens] 


1E-11 


5712 


14721018 


gi|14721018|reflXP_051562.1| similar to agrin (H. 
sapiens) [Homo sapiens] 


0.14 


5716 


6324014 


gi|6324014|reflNP_0 14084. 1| FIFO ATPase assembly 
protein; Atpllp [Saccharomyces cerevisiae] 
sp|P32453|ATPS_YEAST ATP1 1 PROTEIN 
PRECURSOR pir||S51297 ATP1 1 protein - yeast 
(Saccharomyces cerevisiae) gb|AAA34447.1| (M87006) 
ATP 11 protein [Saccharomyces cerevisiae] 
emb|CAA86381.1|(Z46259)ATPll [Saccharomyces 
cerevisiae] emb|CAA96245.1| (Z71591) ORF YNL315c 
[Saccharomyces cerevisiae] 


4.1 


5718 


12861848 


gi|12861848|dbj|BAB32292.1| (AK021073) putative 
[Mus musculus] 


0.07 


5719 


14744130 


gi|14744130|reflXP_045895.1| 57406 [Homo sapiens] 


1.4 


5722 


11612206 


gi|11612206|gb|AAG37299.1| (AY009937) unknown 
[Sinorhizobium fredii] 


7.4 


5723 


4494967 


gi|4494967|gb|AAD2 13 89.1| (AF083501) Rl 1 [Macaca 
mulatta rhadinovirus 17577] 
gb|AAF60041.1|AF210726_62 (AF210726) vIRF 
[Macaca mulatta rhadinovirus 26-95] 


3.3 


5727 


12644379 


gi|12644379|sp|Q02099|RAD3_SCHPO DNA REPAIR 
PROTEIN RAD3 pir||T3991 1 rad3 checkpoint protein - 
fission yeast (Schizosaccharomyces pombe) 
emb|CAB40 165. 1| (AL049558) rad3 checkpoint protein 
[Schizosaccharomyces pombe] 


9.3 


5732 


7492633 


gi|7492633|pir||T40241 probable guanine nucleotide 
exchange factor - fission yeast (Schizosaccharomyces 
pombe) emb|CAB58155.1| (AL121815) putative 
guanine nucleotide exchange factor 
[Schizosaccharomyces pombe] 


8.2 


5737 


10047255 


gi|10047255|dbj|BAB13416.1| (AB046810) KIAA1590 
protein [Homo sapiens] 


0.00000002 
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Table 3B Nearest Neighbor (BlastX vs. Non-Redundant Proteins) 


SEQID 
NO 


ACCESS 
N 


DESCRIPTION 


P VALUE 


5742 


2498204 


gi|2498204|sp|Q05682|CALD_HUMAN 
CALDESMON (CDM) pir||JH0628 caldesmon - human 
gb|AAA58419.1| (M83216) caldesmon [Homo sapiens] 


8E-23 


5744 


11037059 


gi|l 1037059|ref|NP_036540.1| protein kinase C binding 
protein 1 [Homo sapiens] gb|AAF71262.1| (AF233453) 
RACK-like protein PRKCBP1 [Homo sapiens] 


0.00000001 


5746 


14575679 


gi|14575679|gb|AAK68690.1|AF156100_l (AF156100) 
hemicentin [Homo sapiens] 


1.9 


5748 


11466210 


gi|l 1466210|reflNP_066533.1| NADH dehydrogenase 
subunit 2 [Naegleria gruberi] 

gb|AAG1781 1.1|AF288092_36 (AF288092) NADH 
dehydrogenase subunit 2 [Naegleria gruberi] 


8.2 


5750 


8096340 


gi|8096340|dbj|BAA95898. 1| (AB036737) RERE 
[Homo sapiens] 


0.5 


5751 


14275752 


gi|14275752|emb|CAC40032.1| (AJ3 10844) P-type 
ATPase [Hordeum vulgare] 


0.53 


5752 


5834582 


gi|5834582|emb|CAB553 13.1| (AJ132948) rfg7 protein 
[Homo sapiens] 


1.7 


5754 


13877921 


gi| 1387792 1 |gb|AAK44038. 1 |AF370223_1 (AF370223) 
unknown protein [Arabidopsis thaliana] 


4 


5755 


5869818 


gi|5869818|emb|CAB55575.1| (AJ249395) NADH- 
ubiquinone oxidoreductase subunit 6 [Globodera 
pallida] 


4.2 


5756 


7023033 


gi|7023033|dbj|BAA9 1809.1| (AK001649) unnamed 
protein product [Homo sapiens] 


e-102 


5757 


14729667 


gi|14729667|ref)XP_029101.1| KIAA0947 protein 
[Homo sapiens] 


0.22 


5758 


14726213 


gi|14726213|reflXP_010556.3| PR domain containing 16 
[Homo sapiens] 


0.87 
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SEQID 
NO 
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N 


DESCRIPTION 


P VALUE 


5761 


4757900 


gi|4757900|ref[NP_004334. 1| calreticulin precursor; 
Sicca syndrome antigen A (autoantigen Ro; 
calreticulin); autoantigen Ro [Homo sapiens] 
ref)XP_032020.1| calreticulin precursor [Homo sapiens] 
reflXP_032023.1| calreticulin precursor [Homo sapiens] 
reflXP_032022.1| calreticulin precursor [Homo sapiens] 
refIXP_009055.3| calreticulin precursor [Homo sapiens] 
ref]XP_03 2021.1| calreticulin precursor [Homo sapiens] 
sp|P27797|CRTC_HUMAN CALRETICULIN 
PRECURSOR (CRP55) (CALREGULIN) (HACBP) 
(ERP60) (52 KDA RIBONUCLEOPROTEIN 
AUTOANTIGEN RO/SS-A) pir||A37047 calreticulin 
precursor- human gb|AAA51916.1| (M84739) . 
calreticulin [Homo sapiens] gb|AAA36582.1| (M32294) 
Ro ribonucleoprotein autoantigen (Ro/SS-A) precursor 
[Homo sapiens] gb|AAB5 1 176. 1| (AD000092) 
calreticulin [Homo sapiens] 

gb|AAH02500.1|AAH02500 (BC002500) calreticulin 
[Homo sapiens] gb|AAH079 11.1 |AAH079 1 1 
(BC00791 1) calreticulin [Homo sapiens] 


5E-16 


5762 


14714688 


gi|14714688|gb|AAH10485.1|AAH10485(BC010485) 
Unknown (protein for MGC:7224) [Mus musculus] 


1.1 


5765 


14751380 


gi| 1 475 1 3 80|reflXP_04 1 29 1 . 1 1 cAMP response element- 
binding protein CRE-BPa [Homo sapiens] 


5E-14 


5767 


2105193 


gi|2105193|gb|AAB57925.1j (U86889) hypothetical 
protein [Molluscum contagiosum virus subtype 1] 


7.8 


5771 


13278418 


gi| 1 32784 1 8 |gb|AAH040 19.1 1 AAH040 1 9 (BC0040 1 9) 
Similar to mesoderm specific transcript [Mus musculus] 


0.94 


5772 


14720481 


gi| 1472048 1 |ref]XP_0488 1 1 . 1 1 hypothetical protein 
FLJ22 1 1 6 [Homo sapiens] ref|XP_0488 1 0. 1 1 
hypothetical protein FLJ221 16 [Homo sapiens] 


2E-23 
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SEQID 
NO 
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N 


DESCRIPTION 


P VALUE 


5773 


6321548 


gi|6321548|reflNP_01 1625. 1| Ygrl lOwp 
[Saccharomyces cerevisiae] sp|P53264|YG2V_YEAST 
HYPOTHETICAL 52.0 KD PROTEIN IN CLB6- 
SHY1 INTERGENIC REGION pir||S64418 
hypothetical protein YGR1 lOw - yeast (Saccharomyces 
cerevisiae) emb|CAA971 18. 1| (Z72895) ORF 
YGR1 lOw [Saccharomyces cerevisiae] 


2.4 


5776 


12853842 


gi|12853842|dbj|BAB29864.1| (AK015480) putative 
[Mus musculus] 


5.6 


5778 


13384736 


gi|13384736|ref!NP_0845 14.1| dynein, cytoplasmic, 
heavy chain 1; dynein heavy chain, retrograde transport 
[Mus musculus] sp|Q9JHU4|DYHC_MOUSE DYNEIN 
HEAVY CHAIN, CYTOSOLIC (DYHC) 
(CYTOPLASMIC DYNEIN HEAVY CHAIN) 
gb|AAF91078.1| (AY004877) cytoplasmic dynein heavy 
chain [Mus musculus] 


2E-92 


5781 


7498705 


gi|7498705|pir||T20640 hypothetical protein F09C3.3 - 
Caenorhabditis elegans 


9.7 


5782 


11356402 


gi|l 1356402|pir||T44074 hypothetical protein [imported] 
- Staphylococcus aureus (fragment) 


5.5 


5783 


10726396 


gi|10726396|gb|AAF54288.2| (AE003680) CGI 1773 
gene product [Drosophila melanogaster] 


4.1 


5784 


11935116 


gi| 1 1 935 1 1 6|gb|AAG4 1 977. 1 |AF3 1 1 942_1 (AF3 1 1 942) 
ethylene receptor [Carica papaya] 


7.5 


5787 


4456467 


gi|4456467|emb|CAB37294.1| (AJ011001) TM7XN1 
protein [Homo sapiens] 


3.8 


5788 


13676779 


gi| 1 3 676779|gb|AAK3 8272 . 1 |AF3 30 1 97_ I (AF3 30 1 97) 
Arkadia [Mus musculus] 


2.2 


5789 


13676779 


gi|13676779|gb|AAK38272.1|AF330197_l (AF330197) 
Arkadia [Mus musculus] 


2.3 


5795 


11024704 


gi|l 1024704|ref]NP_061956.1| hypothetical protein 
FLJ11219 [Homo sapiens] dbj|BAA92074.1| 
(AK00208 1) unnamed protein product [Homo sapiens] 


8E-23 


5797 


13606086 


gi|13606086|gb|AAK32948.1| (U41014) Hypothetical 
protein C06G1.1 [Caenorhabditis elegans] 


8.3 


5798 


10728595 


gi|10728595|gb|AAF52302.2| (AE00361 1) CG901 1 
gene product [Drosophila melanogaster] 


8E-21 


5799 


12847975 


gi|12847975|dbj|BAB27780.1| (AK011690) putative 
[Mus musculus] 


3E-44 
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SEQ ID 
NO 


ACCESS 
N 
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P VALUE 


5801 


7243247 


gi|7243247|dbj|BAA92671.1| (AB037854) KIAA1433 
protein [Homo sapiens] 


3E-84 


5803 


10728595 


gi|10728595|gb|AAF52302.2| (AE003611) CG9011 
gene product [Drosophila melanogaster] 


8E-21 


5804 


1354082 


gi|1354082|gb|AAB37237.1| (U47033) polyprotein 
[bean yellow mosaic virus] 


6.8 


5808 


11354734 


gi|l 1354734|pir||C82043 conserved hypothetical protein 
VC2703 [imported] - Vibrio cholerae (group Ol strain 
N16961) gb|AAF95843.1| (AE004336) conserved 
hypothetical protein [Vibrio cholerae] 


4.9 


5809 


13272353 


gi| 1 3272353|gb|AAK 17116.1 |AF29 1 05 1_1 3 
(AF291051) transketolase [Candidatus Carsonella 
ruddii] 


8.9 


5810 


10728595 


gi|10728595|gb|AAF52302,2| (AE003611) CG9011 
gene product [Drosophila melanogaster] 


9E-21 


5818 


7340927 


gi|7340927|dbj|BAA92999.1| (AP001550) Similar to 
Schizosaccharomyces pombe chromosome I cosmid 
clD4; hypothetical protein &SPAC1D4_10 (Q 10155) 
[Oryza sativa] 


5.6 


5821 


4115911 


gi|4115911|gb|AAD03423.1| (U78517) cAMP-regulated 
guanine nucleotide exchange factor II [Rattus 
norvegicus] 


3E-11 


5822 


7498336 


gi|7498336|pir||T15086 hypothetical protein E03D2.4 - 
Caenorhabditis elegans gb|AAB94 164.1) (AF039036) 
Hypothetical protein E03D2.4 [Caenorhabditis elegans] 


7.1 


5825 


7492270 


gi|7492270|pir||T40528 palmitoyl-protein thioesterase 
precursor - fission yeast (Schizosaccharomyces pombe) 
emb|CAA19178.1| (AL023634) palmitoyl-protein 
thioesterase precursor [Schizosaccharomyces pombe] 


1.2 


5827 


7497138 


gi|7497138|pir||T30158 hypothetical protein C37A2.6 - 
Caenorhabditis elegans gb|AAB52451.1| (U97194) 
Hypothetical protein C37A2.6 [Caenorhabditis elegans] 


5.4 


5830 


7469981 


gi|7469981|pir||S74598 hypothetical protein slll040 - 
Synechocystis sp. (strain PCC 6803) dbj|BAA16750.1| 
(D90900) ORFJD:slll040~unknown protein 
[Synechocystis sp. PCC 6803] 


9.4 
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NO 


ACCESS 

"XT 

N 




D \/AT TfP 


5831 


10177727 


gi| 1 0 1 77727|dbj|BAB 1 0973 . 1 1 (ABO 1 547 1 ) 
gene_id:K9B18.6~unknown protein [Arabidopsis 
thaliana] 


2.6 


5834 


2231323 


gi|2231323|gb|AAB61999.1| (U77045) bactinecin 6 
Ovis aries] 


6.9 


5838 


7495511 


gi|7495511|pir||T 18990 hypothetical protein C06B8.4 - 
Caenorhabditis elegans emb|CAB03847.1| (Z81463) 
predicted using Genefinder-Similarity to C. elegans 
olfactory receptor ODR-10 (TR:Q 17376), contains 
similarity to Pfam domain: PF0 146 1 (7TM 
chemoreceptor), Score=-92.4, E-value=4.9e-10, N=l 
[Caenorhabditis elegans] 


0.84 


5839 


14722156 


gi|14722156|ref|XP_001418.4| centromere protein F 
(3jU/4UUkU) [rlomo sapiens j 


9 


5841 


14590902 


gi|14590902|ref]NP_142975.1| hypothetical protein 
[Pyrococcus honkoshn] pir||E71 100 hypothetical protem 
PHI 064 - Pyrococcus horikoshii dbj|BAA3 0163.1] 
(AP000004) 7 1 8aa long hypothetical protein 
[Pyrococcus horikoshii] 


3.5 


5844 


10173304 


gi|10173304|dbj|BAB04409.1| (AP001509) transposase 
(04) [Bacillus halodurans] 


2.2 


5845 


7510388 


gi|7510388|pir||T27298 hypothetical protein Y68A4A.7 - 
Caenorhabditis elegans emb|CAA16418.1| (AL021503) 
predicted using Genefinder-contains similarity to Ptam 
domain: PF01604 (7TM chemoreceptor), Score=-48.3, 
E-value=7. le-07, N=l [Caenornabaitis elegans] 




5851 


13812127 


gi|13812127|ref]NP_113254.1| hypothetical protein 
[Guillardia theta] gb|AAK39814.1|AF165818_22 
(AF 165 8 18) hypothetical protein [Guillardia theta] 


0.92 


5852 


6016842 


mlfinifiX4?iHhilRAA85182 11 fAB033168^ nuclear 
protein ZAP [Mus musculus] 


3.3 


5854 


8922744 


gi|8922744|reflNP_060730.1| hypothetical protein 
FLJ10891 [Homo sapiens] dbj|BAA91884.1| 
(AK001753) unnamed protein product [Homo sapiens] 


8E-69 
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Table 3B Nearest Neighbor (BlastX vs. Non-Redundant Proteins) 


SEQ ID 
NO 


ACCESS 
N 


DESCRIPTION 


P VALUE 


5856 


118965 


gi|l 18965|sp|P23098|DYHC_TRIGR DYNEIN BETA 
CHAIN, CILIARY pir||S 17653 dynein beta heavy 
chain, ciliary - sea urchin (Tripneustes gratilla) 
emb|CAA42170. 1| (X59603) Beta heavy chain of outer- 
arm axonemal dynein ATPase [Tripneustes gratilla] 
prfl|1714372A dynein:SUBUNIT=beta heavy chain 
[Tripneustes gratilla] 


0.0000001 


roc ft 

585 s 


10640323 


gi|10640323|emb|CAC12137.1| (AL445066) conserved 
hypothetical membrane protein [Thermoplasma 
acidophilum] 


1.3 


5859 


9964574 


gi|9964574|ref|NP_065042.1| AMV260 [Amsacta 
moorei entomopoxvirus] 

gb|AAG02966.1|AF250284_260 (AF250284) AMV260 
[Amsacta moorei entomopoxvirus] 




5861 


5360226 


gi|5360226|dbj|BAA36472.1| (AB015177) FO-ATPase 
subunit 6 [Beta vulgaris] 


3 


5868 


7327641 


gi|7327641|gb|AAF45040.2| (AF146609) putative 
modification methyltransferase [Aeromonas hydrophila] 


2.8 


5871 


5031969 


gi|5031969|ref|NP_005758.1| purinergic receptor 
(family A group 5) [Homo sapiens] 
sp|P43657|P2Y5 JHUMAN P2Y PURINOCEPTOR 5 
(P2Y5) (PURINERGIC RECEPTOR 5) (RB INTRON 
ENCODED G-PROTEIN COUPLED RECEPTOR) 
pir||T09508 intron 17 purinergic receptor P2Y5 - human 
gb|AAB62 190.1| (AF000546) purinergic receptor P2Y5 
[Homo sapiens] 


3.2 


5872 


92972 


gi|92972|pir||S04757 NADH dehydrogenase 
(ubiquinone) (EC 1.6.5.3) chain 5 - rat mitochondrion 


9.8 


5876 


13540669 


gi|13540669|ret|NP_l 10480. 1| linker tor activation ot 1 
cells [Rattus norvegicus] sp|O70601|LAT_RAT 
LINKER FOR ACTIVATION OF T CELLS (36 KDA 
PHOSPHO-TYROSINE ADAPTOR PROTEIN) 
(PP36) (P36-38) emb|CAA04577.1| (AJ001184) 36 kDa 
phospho-tyrosine [Rattus norvegicus] 


0.4 
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Table 3B Nearest Neighbor (BlastX vs. Non-Redundant Proteins) 


SEQ ID 
NO 


ACCESS 
N 


DESCRIPTION 


P VALUE 


5877 


7510482 


gi|7510482|pir||T27406 hypothetical protein Y75B8A.24 
- Caenorhabditis elegans emb|CAA22108.1| 
(AL0335 14) contains similarity to Pfam domain: 
PF00454 (Phosphatidylinositol 3- and 4-kinases), 
Score=392.3, E-value=1.6e-114, N=2; PF00613 
(Phosphoinositide 3-kinase family, accessory domain 
(PIK domain)), Score=76.1, E-value=2.4e-19, 
N=l~cDNA EST yk2> 


0.32 


5881 


11284162 


gi|l 1284162|pir||H81077 hypothetical protein NMB1490 
[imported] - Neisseria meningitidis (group B strain 
MD58) gb|AAF4 1846.1| (AE002498) hypothetical 
protein [Neisseria meningitidis MC58] 


4.2 


5882 


4503801 


gi|4503 80 l|reflNP_003 893. 1| far upstream element- 
binding protein; far upstream element binding protein; 
FUSE-binding protein [Homo sapiens] pir||A53184 myc 
far upstream element-binding protein - human 
gb|AAA17976. 1| (U05040) FUSE binding protein 
[Homo sapiens] 


0.4 


5883 


9929953 


gi|9929953|dbj|BAB12133.1| (AB047609) hypothetical 
protein [Macaca fascicuiaris] 


9.7 


5884 


13631383 


gi|1363 1383|ref]XP_010272.2| retinoblastoma-binding 
protein 7 [Homo sapiens] ref|XP_0451 12. 1| 
retinoblastoma-binding protein 7 [Homo sapiens] 


7.3 


5886 


7662084 


gi|7662084|reflNP_055474.1| KIAA0377 gene product 
[Homo sapiens] dbj|BAA20831.1| (AB002375) 
KIAA0377 [Homo sapiens] 


2E-44 


5888 


4507023 


gi|4507023|ref]NP_003031.1| solute carrier family 4, 
anion exchanger, member 2 (erythrocyte membrane 
protein band 3-like 1) [Homo sapiens] 
sp|P04920|B3A2_HUMAN ANION EXCHANGE 
PROTEIN 2 (NON-ERYTHROID BAND 3-LIKE 
PROTEIN) (BND3L) pir||S21086 anion exchange 
protein 2 - human emb|CAA44067.1| (X62137) anion 
exchange protein 2 (AE2) [Homo sapiens] 


9.1 
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Table 3B Nearest Neighbor (BlastX vs. Non-Redundant Proteins) 


SEQID 
NO 


ACCESS 
N 


DESCRIPTION 


P VALUE 


5892 


6321764 


t>il63217641reflNP 01 1 840 11 Yli10?3m 
[Saccharomyces cerevisiae] sp|P38742|YHC3 JfEAST 
HYPOTHETICAL 130.0 KD PROTEIN IN SNF6- 
SPOl 1 INTERGENIC REGION pir||S46837 
hypothetical protein YHL023c - yeast (Saccharomyces 
cerevisiae) gb|AAB65076.1| (Ul 1582) No definition line 
found [Saccharomyces cerevisiae] 


7.4 


5894 


7507827 


gi|7507827|pir||T16876 hypothetical protein T14E8.3 - 
Caenorhabditis elegans gb|AAA82386.1) (U41036) 
Hypothetical protein T14E8.3 [Caenorhabditis elegans] 


2.4 


5896 


119714 


gi| 1 1 97 14|sp|P 1 3983 |EXTN_TOBAC EXTENSIN 
PRECURSOR (CELL WALL HYDROXYPROLINE- 
RICH GLYCOPROTEIN) pir||S06733 hydroxyproline- 
rich glycoprotein precursor - common tobacco 
emb|CAA32090.1| (X13885) extensm (AA 1-620) 
[Nicotiana tabacum] 


2.4 


5897 


13540669 


gi|13540669|reflNP_l 10480. 1| linker for activation of T 
cell*; rRattns norveeicusl snlO70601ILAT RAT 
LINKER FOR ACTIVATION OF T CELLS (36 KDA 
PHOSPHO-TYROSINE ADAPTOR PROTEIN) 
(PP36) (P36-38) emb|CAA04577.1| (AJ001 184) 36 kDa 
phospho-tyrosine [Rattus norvegicus] 


0.4 


5898 


14787176 


gi|14787176|gb|AAG54083.1| (AY017475) CSMD1 
[Mus musculus] 


0.5 


5899 i 


14192869 


gi|14192869|gb|AAK55774.1|AC079038__8 
(AC079038) Putative polyprotein [Oryza sativa] 


1.9 


5900 


11260604 


eill 1260604lnirllG82485 acetate kinase VCA0235 
[imported] - Vibrio cholerae (group 01 strain N 16961) 
gb|AAF96146. 1| (AE004363) acetate kinase [Vibrio 
cholerae] 


5.4 


5914 


5688864 


gi|5688864|dbj|BAA82706.1| (AB030586) amino acid 
transporter-like protein 1 [Arabidopsis thaliana] 


0.74 


5915 


14571551 


gi| 1 457 1 55 1 |gb|AAK645 1 1 . 1 1 (AY036902) degenerative 
spermatocyte-like protein RDES [Rattus norvegicus] 


7.1 


5917 


1 1496539 


gi|l 1496539|refINP_044549.1| ribosomal protein S3 
[Toxoplasma gondii] gb|AAD4 1136.1 |U87 1 45_5 
(U87145) ribosomal protein S3 [Toxoplasma gondii] 


2.4 
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Table 3B Nearest Neighbor (BlastX vs. Non-Redundant Proteins) 


SEQID 
NO 


ACCESS 
N 


DESCRIPTION 


P VALUE 


5919 


12275264 


gi|12275264|emb|CAC22282.1| (AJ303456) WASP 
interacting protein [Rattus norvegicus] 


0.29 


5920 


7158837 


gi|7158837|gb|AAF37557.1|AF214067_l (AF214067) 
serine-repeat antigen protein [Plasmodium falciparum] 


3.8 


5922 


7327641 


gi|7327641|gb|AAF45040.2| (AF146609) putative 
modification methyltransferase [Aeromonas hydrophila] 


3.2 


5934 


4321845 


gi|4321845|gb|AAD15841.1| (AF064782) unknown 
[Mus musculus] 


4E-59 


5938 


6562754 


gi|6562754|emb|CAB62893.1| (AL035475) hypothetical 
protein, MAL4P2.52 [Plasmodium falciparum] 


0.69 


5939 


13814462 


gi|13814462|gb|AAK41504.1| (AE006741) ABC 
transporter, ATP binding protein [Sulfolobus 
solfataricus] 


2.3 


5941 


5802786 


gi|5802786|gb|AAD5 1779.1| (AF124511) BVES 
[Gallus gallus] 


1.7 


5943 


5596342 


gi|5596342|dbj|BAA82602. 1| (AB026825) sALK-2 j 
[Ephydatia fluviatilis] 


7.2 


5946 


9802527 


gi[9802527|gb|AAF99729. I|AC004557_8 (AC004557) 
F17L21.9 [Arabidopsis thaliana] 


6.8 


5949 


3820854 


gi|3820854|emb|CAA10852. 1| (AJ222582) maturase- 
like protein [Euglena granulata] 


4.2 


5951 


7476228 


gi|7476228|pir||A70905 hypothetical protein Rv0174 - 
Mycobacterium tuberculosis (strain H37RV) 
emb|CAB0974 1 . 1 1 (Z97050) hypothetical protein 
Rv0174 [Mycobacterium tuberculosis] 


0.46 


5953 


7159336 


gi|7159336|gb|AAF37725.1|AF238235_l (AF238235) 
diaphanous protein [Entamoeba histolytica] 


0.24 


5954 


7294100 


gi|7294100|gb|AAF49454. 1| (AE003527) CG12243 
gene product [Drosophila melanogaster] 


4.6 


5956 


2689578 


gi|2689578|gb|AAB91357.1| (U96421) cytochrome b 
[Dennyus carljonesi fosteri] 


9.4 


5957 


11071788 


gi|11071788|emb|CAC14632.1| (AL449144) 
hypothetical protein P2 14.26 [Leishmania major] 


5.7 
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Table 3B Nearest Neighbor (BlastX vs. Non-Redundant Proteins) 


SEQID 
NO 


ACCESS 
N 


DESCRIPTION 


P VALUE 


5958 


9631305 


gi|9631305|ref|NP_048116.1| ORF MSV045 
hypothetical protein [Melanoplus sanguinipes 
entomopoxvirus] pir||T28206 hypothetical protein 
ORF45 - Melanoplus sanguinipes entomopoxvirus 
gb|AAC97618.1| (AF063866) ORF MSV045 
hypothetical protein [Melanoplus sanguinipes 
entomopoxvirus] 


3 


5959 


14750752 


gi|14750752|ref|XP_031441.1| phosphodiesterase 8A 
Homo sapiens] 


0.47 


5962 


4996347 


gi|4996347|dbj|BAA78416.1| (AB021177) complement 
B/C2-A2 [Cyprinus carpio] 


1.7 


5964 


7510076 


gi|7510076|pir||T31613 hypothetical protein Y50E8A.i - 
Caenorhabditis elegans 


7.1 


5965 


6958206 


gi|6958206|gb|AAF32493. 1|AF093 132_1 (AF093 132) 
cexin-like protease KEX1 [Pneumocystis carinii f. sp. 
muris] 


4.5 


! 5966 i 


13542701 


gi|l 354270 l|gb|AAH05557.1|AAH05557 (BC005557) 
Unknown (protein for MGC:7062) [Mus musculus] 


0.00003 


5967 


12852967 


gi|12852967|dbj|BAB29595.1| (AK014872) putative 
[Mus musculus] 


3.2 


5969 


6449214 


gi|6449214|gb|AAF08856.1|AF194824_l (AF194824) 
N ADH dehydrogenase [Aptenia cordifolia] 


! 0.84 


5971 


7492532 


gi|7492532|pir||T39653 probable DNA repair and 
recombination protein - fission yeast 
(Schizosaccharomyces pombe) emb|CAA21300.1| 
(AL03 1856) putative DNA repair and recombination 
protein [Schizosaccharomyces pombe] 


8.4 


5972 


1171089 


gi|1171089|sp|P10243|MYBA_HUMAN MYB- 
RELATED PROTEIN A (A-MYB) pir||S03423 
transforming protein A-myb - human 


2E-28 


5973 


A £T O C\ A O O 

4589488 


gi|4589488|dbj|BAA76772.1| (AB023145) KIAA0928 
protein [Homo sapiens] 


9.8 


5974 


6686326 


gi|6686326|sp|P77589|MHPT_ECOLI PUTATIVE 3- 
HYDROXYPHENYLPROPIONIC ACID 
TRANSPORTER 


1.8 


5976 


7298382 


gi|7298382|gb|AAF53607.1| (AE003655) CG15141 
gene product [Drosophila melanogaster] 


5.7 
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Table 3B Nearest Neighbor (BlastX vs. Non-Redundant Proteins) 


SEQID 
NO 


ACCESS 
N 


DESCRIPTION 


P VALUE 


5979 


7477896 


gi|7477896|pir||D70595 probable ATP-dependent RNA 
helicase - Mycobacterium tuberculosis (strain H37RV) 
emb|CAB08305.1| (Z95120) rhlE [Mycobacterium 
tuberculosis] gb|AAK47649.1| (AE007143) ATP- 
dependent RNA helicase DeaD [Mycobacterium 
tuberculosis CDC1551] 


4.7 


5980 


10726674 


gi|10726674|gb|AAF55880.2| (AE003734) CG16791 
gene product [Drosophila melanogaster] 


5.5 


5983 


10303299 


gi|10303299|emb|CAC10094.1| (AL442164) related to 
SEN1 protein [Neurospora crassa] 


9.4 


5984 


14625441 


gi| 1 462544 l|dbj|BAB6 1903.1| (AB053446) KIAA1773 
protein [Homo sapiens] 


2.4 


5985 


2496701 


gi|2496701|sp|P55552|Y4LL_RHISN 
HYPOTHETICAL 91.8 KD PROTEIN Y4LL 
gb|AAB9 1764.1| (AE000083) Y41L [Rhizobium sp. 
NGR234] 


4 


5988 


13652830 


gi|13652830|ref|XP_017068.1| 65851 [Homo sapiens] 
refIXP_039450.1| similar to NONHISTONE 
CHROMOSOMAL PROTEIN HMG-14 (H. sapiens) 
[Homo sapiens] 


0.00001 


5989 


2098719 


gi|2098719|gb|AAB57675.1| (U85709) putative fimbrial- 
associated protein [Actinomyces naeslundii] 


5.4 


5990 


1142588 


gi|1142588|gb|AAA84740.1| (U05313) CR3 
[Trypanosoma brucei] 


0.02 [ 


5991 


11283273 


gi|l 1283273|pir||A81658 hypothetical protein TC0845 
[imported] - Chlamydia muridarum (strain Nigg) 
gb|AAF39643.1| (AE002351) hypothetical protein 
[Chlamydia muridarum] 


7.2 


5992 


13507856 


gi|13507856|ref]NP_109805.1| ribosomal protein L20 
[Mycoplasma pneumoniae] sp|P78023|RL20_MYCPN 
50S RIBOSOMAL PROTEIN L20 pir||S73363 
ribosomal protein L20 - Mycoplasma pneumoniae 
(strain ATCC 29342) gb|AAG34734.1|AE000004_3 
(AE000004) ribosomal protein L20 [Mycoplasma 
pneumoniae] 


0.84 


5997 


7506563 


gi|7506563|pir||T241 13 hypothetical protein R10D12.3 - 
Caenorhabditis elegans emb|CAB03243.1| (Z81 109) 
predicted using Genefinder-similar to G-protein coupled 
receptor [Caenorhabditis elegans] 


6.3 


5998 


7510771 


gi|7510771|pir||T29919 hypothetical protein ZC449.5 - 
Caenorhabditis elegans 


3.6 
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Table 3B Nearest Neighbor (BlastX vs. Non-Redundant Proteins) 


SEQ ID 
NO 


ACCESS 
N 


DESCRIPTION 


P VALUE 


6001 


14755125 


gi|14755125|ref!XP_006601.4| hypothetical protein 
FLJ10659 [Homo sapiens] 


3E-96 


6005 


7508360 


gi|7508360|pir||T25220 hypothetical protein T24B8.4 - 
Caenorhabditis elegans emb|CAA92756.1| (Z68338) 
predicted using Genefinder-contains similarity to Pfam 
domain: PF02205 (Wiskott Aldrich syndrome homology 
region 2), Score=43.6, E-value=l .5e-09, N=2~cDNA 
EST yk96d7.5 comes from this gene-cDNA EST 
yk96d7.3 comes from this gene-cDNA EST yk76dl> 


1 


6006 


4960210 


gi|4960210|gb|AAD34644.1|AF1541 12_1 (AF1541 12) 
transcription co-repressor Sin3 [Xenopus laevis] 


7 
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Table 4 

SEQ ID NO 


SEQ NAME 


CLUSTER 


PROFILE NAME 


DIR 


SCORE 


6 


2102.B18.gz43_275316 


558147 


Ets_Cterm 


for 


19.58 


9 


2103.M06.gz43_275519 


377696 


protkinase 


for 


20.71 


38 


2153.K14.gz43_278937 


372952 


Dead__box_helic 


for 


172.21 


39 


2154.M04.gz43_279163 


377696 


protkinase 


for 


20.71 


61 


2165.H06.gz43_280342 


393635 


zf-c2h2 


for 


33.96 


69 


2166.Jll.gz43_281368 


377696 


protkinase 


for 


20.71 


108 


2118.A09.gz43_307025 


446397 


bzip 


for 


19.15 


117 


2131.113.gz43_308085 


34071 


wd40 


for 


37.45 


118 


2131.B14.gz43_308094 


221686 


protkinase 


for 


33.14 


228 


1573.F18.gz43_208848 


639849 


PH 


for 


42.77 


229 


1573.K19.gz43_208869 


486238 


protkinase 


rev 


45.41 


415 


1585.G22.gz43_210545 


412416 


Deadboxhelic 


for 


49.67 


445 


1587.B06.gz43_211440 


446984 


ANK 


rev 


23.12 


486 


1597.G06.gz43_2 12233 


639593 


defensins 


rev 


18.27 


487 


1597. J06.gz43_2 12236 


557975 


ANK 


for 


35.63 


502 


1597.F18.gz43_212424 


596882 


zf-c2h2 


rev 


18.13 


700 


1694.M19.gz43_2 14375 


425923 


zf-c2h2 


for 


32.76 


847 


1706.P07.gz43_216138 


639901 


zf-c2h2 


for 


19.43 


877 


1707. J02.gz43_2 16453 


550237 


zf-ccch 


for 


26.74 


1511 


1755.P24.gz43_223395 


606129 


rvt 


for 


37.6 


1714 


1790.C14.gz43_226997 


727150 


bzip 


for 


24.2 


2034 


1828.J19.gz43_232472 


728303 


zf-c2h2 


rev 


18.19 


2038 


1828.P21.gz43_232510 


509678 


Retvir_asp__protease 


for 


28.5 


2054 


1838.N05.gz43_233020 


481614 


zf-c2h2 


for 


18.52 | 


2514 


1888.O06.gz43_240269 


451764 


rvt 


for 


49.99 


2973 


1924.H18.gz43_245579 


499700 


7tm 1 


rev 


73.7 


3013 


1935.E18.gz43_246500 


490805 


ANK 


rev 


28.74 


3140 


1981.O19.gz43_248062 


558949 


zf-c3hc4 


rev 


19.16 


3403 


1958.N12.gz43_250647 


556308 


zf-c2h2 


for 


40.77 


3524 


1923.M22.gz43_252963 


562603 


zf-c2h2 


rev 


42.42 


3653 


1995.C03.gz43_256117 


562152 


zf-c2h2 


rev 


18.97 


3689 


1995.P13.gz43__256290 


562989 


EGF 


rev 


19.4 


3723 


1995.B24.gz43J256452 


556632 


zf-c2h2 


rev 


20.64 


3814 


2007.F09.gz43_J257778 


560652 


zf-c2hc 


rev 


21.49 


3931 


2008.F18.gz43__258308 


550497 


bzip 


for 


20.27 


4151 


1669.Gll.gz43_260853 


503275 


protkinase 


rev 


43.25 


4356 


1682.017.gz43_262495 


450211 


bzip 


rev 


26.06 


4373 


1682.F21.gz43_262550 


546740 


EFhand 


rev 


18.72 


4688 


2018.K14.gz43J264760 


432970 


zf-c2h2 


for 


48.43 


4979 


2041.C09.gz43_266976 


556632 


zf-c2h2 


rev 


20.88 


5467 


2067.120.gz43_271090 


551617 


7tm_l 


rev 


19.77 


5508 


2068.F14.gz43_271375 


561707 


7tm 1 


rev 


24.27 


5522 


2068.D17.gz43_271421 


554774 


tgf-beta 


for 


18.24 


5756 


2176.J17.gz43_281945 


412416 


Dead_box_helic 


for 


37.64 


6001 


1561.C22.gz43_314731 


447072 


PH 


for 


31.95 
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Table 5 












SEO ID NO 


CLUSTER 


PAIR 
AB 


CLONES A 


CLONES B 


RATIO 
PLUS 


RATIO 
MINUS 


o 


JJO 14 / 


12,13 


3 


12 


-1 


3.87 


1 1 
1 X 




12,13 


13 


4 ' 


3.36 ! 


-1 


1 A 
14 


oo4 


03,04 


51 


20 


2.49 


-1 


1 A 
14 


Oo4 


15,17 


1 


10 


-1 


9.32 


1 /I 


QQA 
oo4 


27,28 


15 


3 


5.41 


-1 


1 A 

14 


oo4 


28,29 


3 


21 


-1 


5.62 


22 


42 /O/l 


08,09 


6 


o 


8.38 


-1 


2o 


/CI/10 
OJ42 


30,31 


0 


7 


-1 


6.29 


o a 


jo/ DJU 


30,31 


2 


24 


-1 


10.79 


co 


O/l O 1 a 

242 1U 


08,09 


2 


13 


-1 


4.65 


52 


O/l O 1 A 

242 1U 


21,22 


0 


11 


-1 


11.18 


52 


O/l 1 1 A 

242 1U 


23 24 


1 


9 


-1 


8.91 


CO 

52 


O A O 1 A 

24210 


25,26 


12 


2 


5.79 


-1 


60 


1300 


25 26 


6 


0 


5.79 


-1 


64 


376808 


08 09 \ 


o 


8 


-1 


5.72 


^ c 

65 


Di42 


10 11 


o 


7 


-1 


6.29 


67 


O /I O 1 A 

242 1U 


08,09 


2 


13 


-1 


4.65 


67 


O/f O 1 A 

24210 




o 


11 


-1 


11.18 


67 


o /i o i a 
24211) 


71 74 


1 


9 


-1 


8.91 


67 


o /i o i n 
24210 


75* 26 


12 


2 


5.79 


-1 


68 


O/l O 1 A 

24210 


08,09 


2 


13 


-1 


4.65 


68 


O /I O 1 A 

24210 


21 22 


0 


11 


-1 


11.18 


68 


O /f O 1 A 

24210 


23 24 


1 


9 


-1 


8.91 


68 


O /f O 1 A 

24210 


25,26 


12 


2 


5.79 


-1 


71 


185432 


01 04 


o 


26 


-1 


26.65 


71 


180452 


08 09 


10 


33 


-1 


2.36 


o c 

75 


A 1 00/C2 

41o /o5 


15,16 


15 


3 


5.28 


-1 


o c 

75 


41o /t>5 


15,17 


15 


2 


8;05 


-1 


75 


4187o3 


27,29 


11 


0 


14.84 


-1 


o c 

75 


418 /t>3 


28,29 


5 


0 


6.23 


-1 


79 


649035 


27,28 


o 


7 


-1 


6.46 


79 


/i aa o c 

649035 


7R 79 


7 


0 


8.72 


-1 


92 


i 00594 


7S 76 


12 


o 


11.58 


-1 


93 


O 1 OAA/I 

218904 


08,09 


6 


1 


8.38 


-1 


99 


c o <n c c 
535955 


15,17 


1 


10 


-1 


9.32 


aa 

99 


co c.n« c 
535955 


16,17 


o 


10 


-1 


9.85 


1 12 


48238 


08,09 


6 


1 


8.38 


-1 


113 


oo/cn /i 
22oJ24 


15 17 


o 


8 


-1 


7.45 


1 13 


226324 


16,17 


o 


8 


-1 


7.88 


113 


226324 


27,29 


5 


0 


6.75 


-1 


115 


62016 


16,17 


0 


6 


-1 


5.91 


116 


48238 


08,09 


6 


1 


8.38 


-1 


121 


20453 


25,26 


3 


13 


-1 


4.49 


123 


37805 


08,09 


10 


0 


13.97 


-1 


125 


48238 


08,09 


6 


1 


8.38 


-1 


136 


120049 


15,17 


10 


2 


5.37 


-1 



641 



SEQ ID NO 


CLUSTER 


PAIR 
AB 


CLONES A 


CLONES B 


RATIO 
PLUS 


RATIO 
MINUS 


140 


446829 


27,29 


78 | 


44 


2.39 


-1 


147 


147196 


28,29 


16 ! 


46 


-1 


2.31 


147 


147196 


30,31 


8 


30 


-1 


3.37 


153 


446614 


16,17 


7 j 


0 


7.11 




160 


463487 j 


15,17 


8 


1 


8.59 


_l 


170 


417078 


15,16 


8 


1 


8.46 




170 


417078 


15,17 


8 


0 


8.59 




176 


446531 


16,17 


0 


6 


-1 


5.91 


178 


380127 


28,29 


9 


26 


-1 


2.32 


199 


468109 


15,17 


6 


0 


6.44 




199 


468109 


27,29 


6 


0 


8.09 


_ Y 


199 


468109 


28,29 


7 


0 


8.72 




200 


447326 


15,17 


6 


0 


6.44 




219 


650195 


15,16 


6 


0 


6.34 


_ T 


219 


650195 


15,17 


6 


0 


6.44 


_ } 


238 


470462 


15,17 


7 


0 


7.51 


_ x 


242 


466697 


12,13 


6 


0 


6.2 


_l 


248 


447147 


27,29 


9 


0 


12.14 


_l 


255 


447750 


12,14 


9 


0 


9.43 


_l 


255 


447750 


27,29 


9 


0 


12.14 


_j 


255 


447750 


28,29 


5 


o 


6.23 


_! 


261 


560868 


27,29 


6 


0 


8.09 




276 


640356 


15,17 


10 


0 ; 


10.73 




287 


649852 


15,17 


6 j 


0 


6.44 




292 


446974 


28,29 


5 


0 


6.23 




307 


643924 


15,16 


6 


0 


6.34 


_! 


307 


643924 


15,17 


6 


0 


6.44 


_Y 


309 


452986 


15,16 


8 


1 


8.46 


_ x 


320 


449861 


16,17 


74 


26 


2.89 


_! 


320 


449861 


27,29 


1 


16 


-1 


11.86 


326 


450225 


15,17 


11 


3 


3.94 


_l 


326 


450225 


27,28 


1 


24 


-1 


22.16 


326 


450225 


28,29 


24 


1 


29.9 




i 127 


452707 


30,31 


7 


0 


7.79 


_! 


337 


452204 


15,16 


9 


1 


9.51 


_! 


! 137 


452204 


16,17 


1 


8 


-1 


7.88 


117 


452204 


23,24 


3 


13 


-1 


4.29 


337 


452204 


27,28 


0 


14 


-1 


12.93 


337 


452204 


28,29 


14 


0 


17.44 


-1 1 


343 


639662 


15,16 


7 


0 


7.4 


-1 1 


343 


639662 


15,17 


7 


0 


7.51 


-1 


351 


448606 


15,17 


5 


20 


-1 


3.73 


351 


448606 


27,28 


i o 


7 


-1 


6.46 


374 


475184 


25,26 


6 


74 


-1 


12.78 


374 


475184 


27,28 


114 


48 


2.57 


-1 


374 


475184 


27,29 


114 


70 


2.2 


-1 


374 


475184 


30,31 


5 


19 


-1 


3.42 


403 


555193 


15,16 


6 


0 


6.34 


-1 



642 



SEQ ID NO 


CLUSTER 


PAIR 
AB 


CLONES A 


CLONES B 


RATIO 
PLUS 


RATIO 
MINUS 


417 


3 


01,02 


5284 


2168 


2.25 


-1 


417 


3 


08,09 


1095 


631 


2.43 


-1 


417 


3 . 


18,20 


2079 


463 


3.84 


-1 


417 


3 


19,20 


1419 


463 


2.29 


-1 


417 


3 


27,29 


993 


3994 


-1 


2.98 


417 


3 


28,29 


786 


3994 


-1 


4.08 


419 


237288 


15,16 


7 


0 


7.4 


-1 


419 


237288 


15,17 


7 


0 


7.51 


-1 


432 


639459 


15,17 


11 


0 


11.81 


-1 


432 


639459 


16,17 


9 


0 


9.14 


-1 


467 


639480 


27,28 


8 


0 


8.66 


-1 


467 


639480 


27,29 


8 


0 


10.79 


-1 


468 


644242 


15,16 


6 


0 


6.34 


-1 


468 


644242 


15,17 


6 


0 


6.44 


-1 


475 


640747 


15,17 


6 


0 


6.44 


-1 


488 


640356 


15,17 


10 


0 


10.73 


-1 


490 


31112 


15,17 


6 


0 


6.44 


-1 


490 


31112 


23,24 


107 


9 


12.01 


-1 


500 


23961 


15,16 


102 


44 


2.45 


-1 


500 


23961 


15,17 


102 


40 


2.74 


-1 


500 


23961 


25,26 


73 


169 


-1 


2.4 


514 


645538 


23,24 


0 


6 


-1 


5.94 


517 


556 


25,26 


29 


57 


-1 


2.04 


517 


556 


27,28 


34 


14 


2.63 


-1 


517 


556 


28,29 


14 


43 


-1 


2.47 


517 


556 


30,31 


29 


105 


-1 


3.26 


554 


446371 


15,16 


6 


0 


6.34 


-1 


558 


640221 


15,17 


8 


0 


8.59 


-1 


566 


5201 


03,04 


11 


2 


5.37 


-1 


566 


5201 


15,16 


17 


4 


4.49 


-1 


I 566 


5201 


15,17 


17 


1 


18.25 


-1 


566 


5201 


23,24 


8 


1 


8.08 


-1 


566 


5201 


27,28 


9 


0 


9.75 


-1 


566 


5201 


27,29 


9 


0 


12.14 


-1 


570 


I 639480 


27,28 


8 


0 


8.66 


-1 


570 


639480 


27,29 


8 


0 


10.79 


- 1 


577 


649717 


16,17 


6 


0 


6.09 


-1 


587 


557401 


j 15,17 


10 


2 


5.37 


-1 


609 


650204 


15,17 


11 


0 


11.81 


- 1 


624 


645073 


15,16 


6 


0 


6.34 


- 1 


624 


645073 


15,17 


6 


0 


6.44 


■1 


637 


981 


18,19 


1 


9 


-1 


7.88 


637 


981 


27,28 


55 


17 


3.5 


-1 


637 


981 


28,29 


17 


47 


-1 


2.22 


637 


981 


30,31 


31 


224 


-1 


6.5 


661 


448450 


27,28 


0 


7 


-1 


6.46 


661 


448450 


28,29 


7 


0 


8.72 


-1 


662 


643804 


15,16 


6 


0 


6.34 


-1 



643 



SEQ ID NO 


CLUSTER 


PAIR 
AB 


CLONES A 


CLONES B 


RATIO 
PLUS 


RATIO 
MINUS 


662 


643804 


15,17 


6 


0 


6.44 


- 1 


672 


607430 


15,16 


6 


0 


6.34 


- 1 


678 


466697 


12,13 


6 


0 


6.2 


" ! 


681 


462659 


15,16 


7 


0 


7.4 


- ] 


681 


462659 


15,17 


7 


0 


7.51 


- 1 


683 


24730 


21,22 


0 


12 


-1 


12.2 


716 


638854 


i 15 ' 16 


32 


11 


3.07 


_1 


716 


638854 


15,17 


32 


0 


34.35 


- 1 


716 


638854 


16,17 


11 


0 


11.17 


" l 


720 


643594 


15,16 


7 


0 


7.4 


_1 


720 


643594 


15,17 


7 


0 


7.51 


" ] 


| 729 


644442 


27,28 


0 


7 


-1 


6.46 


729 


644442 


28,29 


7 


0 


8.72 


_1 


735 


447035 


16,17 


8 


1 


8.12 


_1 


; 743 


380550 


27,28 


14 


5 


3.03 


_1 


743 


380550 


27,29 


14 


0 


18.89 


~ l 


743 


380550 


28,29 


5 


0 


6.23 


_1 


744 


645538 


23,24 


0 


6 


-1 


5.94 


746 


650773 


15,17 


6 


0 


6.44 


_1 


761 


650517 


15,16 


6 


0 


6.34 




761 


650517 


15,17 


6 


0 


6.44 




769 


640356 


15,17 


10 


0 


10.73 


" x 


773 


450559 


16,17 


2 


11 


-1 


5.42 


797 


644242 


15,16 


6 


0 


6.34 


_1 


797 


644242 


15,17 


6 


0 


6.44 


_1 


798 


644407 


30,31 


6 


0 


6.67 


- 1 


814 


649170 


27,29 


6 


0 


8.09 


_1 


826 


447326 


15,17 


6 


0 


6.44 


_1 


832 


400741 


23,24 


37 


14 


2.67 


- 1 


832 


400741 


30,31 


19 


2 


10.57 


_1 


855 


647952 


15,16 


6 


0 


6.34 


_1 


855 


647952 


15,17 


6 


0 


6.44 


_1 


855 


647952 


28,29 


8 


1 


9.97 


_1 


858 


455413 


23,24 


4 


17 


-1 


4.21 


866 


645092 


15,17 


8 


0 


8.59 




873 


204 


03,04 


120 


318 


-1 


2.72 


873 


204 


15,17 


35 


82 


-1 


2.18 


873 


204 


27,28 


41 


14 


3.17 


_1 


873 


204 


27,29 


41 


24 


2.3 




873 


204 


30,31 


287 


56 


5.7 




887 


645900 


15,17 


9 


0 


9.66 


" l 


887 


645900 


16,17 


9 


0 


9.14 




887 


645900 


23,24 


7 


0 


7.07 




905 


557852 


28,29 


6 


0 


7.48 




918 


451709 , 


27,28 


2 


31 


-1 


14.31 


918 


451709 


28,29 


31 


3 


12.87 




939 


448358 


27,28 


28 


15 


2.02 




945 


639480 


27,28 


8 


0 


8.66 





644 



SEO ID NO 


CLUSTER 


PAIR 
AB 


CLONES A 


CLONES B 


RATIO 
PLUS 


RATIO 
MINUS 


945 


639480 


27,29 


8 


0 


10.79 


-1 


946 


1318 


01,02 


17 


42 


-1 


2.68 


946 


1318 


03,04 


42 


88 


-1 


2.15 


957 


451361 


23,24 


1 


8 


-1 


7.92 


958 


449891 


15,16 


8 


1 


8.46 


-1 


986 


418763 


15,16 


15 


3 


5.28 


-1 


986 


418763 


15,17 


15 


2 


8.05 


-1 


986 


418763 


27,29 


11 


0 


14.84 


-1 


986 


418763 


28,29 


5 


0 


6.23 


-1 ! 


987 


619635 


25,26 


7 


0 


6.76 


-1 


989 


451899 


15,17 


9 


1 


9.66 


-1 


989 


451899 


27,28 


4 


21 


-1 


4.85 


991 


560860 


27,28 


0 


7 


-1 


6.46 


991 


560860 


28,29 


7 


0 


8.72 ! 


-1 


996 


452775 


27,28 


1 


9 


-1 


8.31 


1006 


649556 


28,29 


6 


0 


7.48 


-1 


1007 


644611 


15,16 


7 


0 


7.4 


-1 


1007 


644611 


15,17 


7 


0 


7.51 


-1 


1009 


470462 


15,17 


7 


0 


7.51 


-1 


1010 


645662 


23,24 i 


4 


28 


-1 


6.93 


101 1 


649259 


15,16 


7 


0 


7.4 


-1 


1011 


649259 


15,17 


7 


0 


7.51 


-1 


101 1 

1 \J A X 


649259 


27,28 


8 


0 


8.66 


-1 


1011 

AW A A 


649259 


27,29 


8 


0 


10.79 


-1 


1014 


S19107 


16,17 


0 


7 


-1 


6.89 


1 Odd 


tit i d y 


15,17 


6 


19 


-1 


2.95 


1 Odd 


414719 

*T A*T / J7 


16,17 


2 


19 


-1 


9.35 


1047 


ljojou 


30 31 


9 


o 


10.01 


-1 


A WwO 


467057 


23,24 


0 


7 


-1 


6.93 


aw^w 


549786 


23,24 


0 


8 


-1 


7.92 


1 101 

A AW A 


649259 


15,16 


7 


0 


7.4 


-1 


1 101 

A L\J A 


649259 


15,17 


7 


0 


7.51 


-1 


1 101 

A AW A 


649259 


27,28 


8 


0 


8.66 


-1 


1 101 

A AW A 


649259 


27,29 


8 


0 


10.79 


-1 


1106 


468689 


15,16 


6 


0 


6.34 


-1 


1 1 06 
A AWW 


468689 


15,17 


6 


0 


6.44 


-1 


1112 


556325 


16,17 


1 


8 


-1 


7.88 


1 191 


645530 


15,16 


10 


2 


5.28 


-1 


1123 


645530 


15,17 


10 


0 


10.73 


-1 


1 1 1? 


452026 


15,16 


38 


14 


2.87 


-1 


1132 


452026 


27,28 


7 


26 


-1 


3.43 


1132 


452026 


28,29 


26 


2 


16.2 


-1 


1132 


452026 


30,31 


9 


2 


5.01 


-1 


1134 


612572 


15,16 


I 6 


0 


6.34 


-1 


1147 


14157 


28,29 


6 


0 


i 7.48 


-1 


1151 


454906 


27,28 


4 


18 


-1 


4.16 


1151 


454906 


28,29 


18 


2 


11.21 


-1 


1154 


62053 


25,26 


10 


1 


9.65 


-1 



645 



SEQ ED NO 


CLUSTER 


PAIR 
AB i 


CLONES A 


CLONES B 


RATIO 
PLUS 


RATIO 
MINUS 


1180 


645900 | 


15,17 


9 


0 


9.66 




1180 


645900 


16,17 


9 


0 


9.14 


_ { 


1180 


645900 


23,24 


7 


0 


7.07 


_j 


1185 


463824 


15,16 


6 


0 


6.34 


_j 


1185 | 


463824 


15,17 


6 


0 1 


6.44 


_! 


1185 


463824 


27,28 


0 


8 


-1 


7.39 


1185 


463824 


28,29 


8 


0 i 


9.97 




1193 


649617 


28,29 


5 


0 


6.23 




1208 


452738 


28,29 


5 


0 


6.23 


_l 


1234 


647232 


16,17 


9 


0 ! 


9.14 


_1 


1234 


647232 


28,29 


6 


0 


7.48 


_1 


1237 


503122 


25,26 


8 


178 


-1 


23.05 


1237 


503122 


27,29 


12 


2 


8.09 


_1 


1237 


503122 


30,31 


22 


98 


-1 


4 


1238 


515350 


15,16 


14 


0 


14.8 


.1 


1238 


515350 


15,17 


14 


3 


5.01 


.1 


1244 


648996 


15,16 


6 


0 \ 


6.34 


_l 


1244 


648996 


15,17 


6 


0 


6.44 


_1 


1255 


416624 


27,29 


6 


0 I 


8.09 


.1 


1261 


449956 


12,13 


6 


o \ 


6.2 


_! 


1261 


449956 


16,17 


10 


1 


10.16 


_! 


1261 


449956 


28,29 


10 


0 


12.46 


_l 


1261 


449956 


30,31 


8 


1 


8.9 


_l 


1270 


380477 


15,17 


7 


o 1 


7.51 


_l 


1276 


645100 


15,16 


7 


0 1 


7.4 


_l 


1276 j 


645100 


15,17 


7 


0 !; 


7.51 


_l 


1278 


554581 


28,29 


7 


0 


8.72 


_l 


1290 


650820 


16,17 ! 


8 


o ! 


8.12 


_! 


1306 


646309 


16,17 1 


6 


0 ; 


6.09 


_ x 


1315 


502683 


15,16 ! 


6 


0 


6.34 


_l 


1315 


502683 


28,29 


5 


0 


6.23 


_! 


I 1342 


463487 


15,17 


8 


1 


8.59 


_1 


1352 


446987 


15,17 


10 


0 


10.73 


.1 


1354 


640922 


27,28 


0 


7 


-1 


6.46 


1354 


640922 


28,29 


7 


0 


8.72 


_1 


1355 


561793 


30,31 


6 


0 


6.67 


.1 


1382 


649354 


15,16 


6 


0 


6.34 


-1 


1382 . 


649354 


15,17 


6 


0 


6.44 


-1 


1386 


507050 


27,29 


9 


0 


12.14 


-1 


1386 


507050 


28,29 


7 


0 


8.72 


-1 


1392 


649272 


16,17 


8 


0 


8.12 


-1 


1412 


453470 


15,16 


12 


1 


12.68 


-1 


1412 


453470 


15,17 


12 


1 


12.88 


-1 


1423 


419255 


15,16 


11 


0 


11.63 




1423 


419255 


15,17 


11 


1 


11.81 




1424 


648996 


1 15,16 


6 


0 


6.34 




. 1424 


648996 


15,17 


6 


0 


6.44 




1425 


451361 


23,24 


1 


8 


-1 


7.92 



646 



SEQ ID NO 


CLUSTER 


PAIR 
AB 


CLONES A 


CLONES B 


RATIO 
PLUS 


RATIO 
MINUS 


1426 


15296 


27,28 


6 


0 


6,5 


-1 


1429 


643327 


28,29 


10 


0 


12.46 


-1 


1432 


452646 


28,29 


5 


0 


6.23 


-1 


1442 


651073 


15,16 


7 


0 


7.4 


-1 


1442 


651073 


15,17 


7 


0 


7.51 


-1 


1442 


651073 


27,28 


0 


9 


-1 


8.31 


1442 


651073 


28,29 


9 


2 


5.61 


-1 


1452 


213 


03,04 


17 


4 


4.15 


-1 


1452 


213 


08,09 


137 


403 


-1 


2.1 


1452 


213 


21,22 


2 


14 


-1 


7.12 


1452 


213 


27,28 


4 


43 


-1 


9.93 


1452 


213 


27,29 


4 


47 


-1 


8.71 


1452 


213 


30,31 


123 


35 


3.91 


-1 


1468 


268336 


15,16 


8 


1 


8.46 


-1 


1478 


646060 


15,16 


13 


3 


4.58 


-1 


1478 


646060 


15,17 


13 


0 


13.95 


-1 


1497 


639378 


27,28 


8 


0 


8.66 


-1 


1497 


639378 


27,29 


8 


0 


10.79 


-1 


1507 


446910 


25,26 


80 


346 


-1 


4.48 


1507 


446910 


27,29 


210 


38 


7.46 


-1 


1507 


446910 


28,29 


210 


38 


6.88 


-1 


1508 


447126 


15,16 


19 


5 


4.02 


-1 


1508 


447126 


16,17 


5 


20 


-1 


3.94 


1508 


447126 


28,29 


5 


0 


6.23 


-1 


1514 


479131 


23,24 


1 


13 


-1 


12.87 


1523 


284586 


15,17 


8 


0 


8.59 


-1 


1523 


284586 


27,28 


0 


17 


-1 


15.7 


1523 


284586 


28,29 


17 


0 


21.18 


-1 


1529 


449437 


15,16 


14 


3 


4.93 


-1 


| 1529 


449437 


16,17 


3 


12 


-1 


3.94 


1529 


449437 


27,28 


0 


8 


-1 


7.39 


1529 


449437 


28,29 


8 


0 


r 9.97 


-1 


1552 


449438 


27,29 


5 


0 


6.75 


-1 


1552 


449438 


28,29 


9 


0 


11.21 


-1 


1561 


448152 


27,28 


1 


17 


-1 


15.7 


1561 


448152 


28,29 


17 


2 


10.59 


-1 


1564 


479880 


23,24 


0 


7 


-1 


6.93 


1594 


449521 


27,29 


7 


1 


9.44 


-1 


1602 


644190 


16,17 


6 


0 


6.09 


-1 


1620 


639991 


15,17 


6 


0 


6.44 


-1 


1638 


594994 


28,29 


6 


0 


7.48 


-1 


1660 


376342 


15,16 


0 


7 


-1 


6.62 


1662 


/J4o4o 


ID, lO 


n 
u 


1 A. 


i 

-i 


I J .ZD 


1662 


734646 


16,17 


14 


0 


14.22 


-\ 


1666 


460284 


23,24 


6 


0 


6.06 


-I 


1666 


460284 


27,28 


6 


0 


6.5 


-1 


1685 


558412 


30,31 


6 


0 


6.67 


-1 


1689 


640158 


16,17 


6 


0 


6.09 


-1 



647 



CCA m "Mfl 




PAIR 
AB 


CLONES A 


CLONES B 


RATIO 
PLUS 


RATIO 
MINUS 


l /Uo 


90Q 

ZU7 


01 02 


9 


36 


-1 


4.34 


1 /UO 


70Q 
zuy 


01 04 


445 


205 


2.12 


-1 


1 7A< 
1 /UO 


70Q 

. zuy 


1 5 16 

1 J, 1VJ 


36 


188 


-1 


4.94 


1 /Uo 


7HQ 

zuy 


15 17 


36 ! 


145 


-1 


3.75 


i an/; 
1 /Uo 


70Q i 


18 19 


o 


12 


-1 


10.5 


1 /Uo 




19,20 


12 


1 


8.98 


-1 1 


i 7H6 
I /uo 


900 


21 22 


19 


101 


-1 


5.4 


1 /uo 


900 


27,28 


250 


36 


7.52 


-1 


1 /UO 


70Q 


27 29 


250 


69 


4.89 


-1 


1 71 7 
1 / 1 J 


d.914.90 


10 31 


12 


0 


13.35 


-1 


1717 
I / 1 / 


dd.8758 

*+fO / JO 


23 24 


12 


27 


-1 


2.23 


1 776 
1 / JO 


d.70469 


15,17 


7 


0 


7.51 


-1 


i *7/i n 
1 /4U 


79Q77Q 
/zy / iy 


15 16 


o 


8 


-1 


7.57 


I /4U 


79Q770 
/ zy / / y 


16,17 


8 


0 


8.12 


-1 


1 T Q 
I /Do 


6J.Q799 
04y / zz 


15 17 

i j, i / 


8 


0 


8.59 


-1 


1 / JO 


6J.Q799 
o*f y / zz 


16 17 


6 


0 


6.09 


-1 


1 

1 fjy 


*»69 1 77 
DOZ 1 J 1 


71 94 


g 


0 


8.08 


-1 


1 /OV 


Z /Uoj 


16 17 


11 


o 


11.17 


-1 


1 1 c c\ 

1 /oy 


Z /Uoj 


95 96 ' 


17 


56 


-1 


3.41 


i /oy 


"")70R1 
Z /Uoj 


98 90 


1 


14 


-1 


11.24 


i7oy 


Z /Uoj 


lO 11 

Ju,J 1 


31 

J A 


99 


-1 


2.87 


1784 


/l QC 1 QA 

4y«siy4 


77 98 
z / ,zo 


o 


7 


-1 


6.46 


t TO /I 

1784 


/I QQ 1 04 

4yoiy4 


98 90 


7 


o 


8.72 


-1 


ion 
1813 


/ J4040 


15 16 

1 J, ID 


o 


14 


-1 


13.25 


1813 


/34o4o 


16 17 
10,1 / 


14 


o 


14.22 


-1 


1816 


/3UZoZ 


15 16 

1 J, lO 




7 


-1 


6.62 j 


1816 


/ JUZoZ 


16 17 
lO, 1 / 


7 


o 


7.11 


-1 


1834 


zT/i ni iA 
04U 1 lO 


15 16 


10 


4 


5.02 


-1 


1834 


04U1 lO 


15 17 


10 

A ^ 


o 


20.39 


-1 


1842 


A A. <AAA 

4OJ440 


95 96 

Z J,ZO 


96 


11 


2.28 


-1 


18/y 


Z /Uoj 


16 17 
AO, 1 / 


11 


o 


11.17 


-1 


1879 


Z /Uoj 


95 96 
ZJ,ZO 


17 


56 


-1 


3.41 


1 Old 

i87y 


Z /Uoj 


98 90 


1 

A 


14 


-1 


11.24 


1879 


Z /Uoj 


10 1 1 

Ju,J 1 


31 


99 


-1 


2.87 


i Qon 
188U 


4- /o'f JO 


97 90 


5 


0 


6.75 


-1 


1892 




91 94 

Z J,Z*t 


5 


17 


-1 


3.37 


loyo 


JOlO/J 


15 16 

1 J, V\J 


10 


2 


5.28 


-1 


loyo 


i 781691 
Jo iOZ J 


15 17 

X J, x / 


10 


0 


10.73 


! -l 1 


loyo 


AA6^75 
440 J / J 


97 98 


1 


10 


-1 


9.23 


loyo 


A £6575 

*f HO J / J 


28 29 


10 


1 


12.46 


-1 


iy4u 


64. Q 1 06 


! 15 17 


7 


0 


7.51 


-1 


1 Q7 1 

i y / 1 


797760 
/ z / /ou 


27 28 


o 


8 


-1 


7.39 


1971 


727760 


28,29 


8 


0 


9.97 


-1 


1972 


454087 


| 15,16 


14 


3 


4.93 


-1 


1972 


454087 


15,17 


14 


1 


15.03 


-1 


1972 


454087 


25,26 


4 


14 


-1 


3.63. 


1978 


4584 


01,02 


1 


11 


-1 


11.93 


1978 


4584 


25,26 


6 


0 


5.79 


-1 



648 



SEQ ID NU 


f^l T TO TUP 




l^lAJINllo r\ 




KA11U 

DT TTC 
rLUo 


KA11U 

A yfTXTT TO 


innn 

2009 


/34022 


77 OA 

23,24 




1 / 


1 

-1 


7 77 

3.3 / 


2027 


A OC 1 fl 

486 iy 


3U,3 1 


O 


U i 


A A7 
0.0 / 


i 

-1 


2033 


646309 


i a n 
10, 1 / 


O 


n 
U 


o.uv 


1 

-1 


2040 


a ah i ^n 
44 /13U 


77 1/1 

23,24 


n 

o 


o 


i 

-i 


^ Ozl 
3.V4 


2041 


7282/3 


1 < 1 A 
13, lO 


n 
U 


7 


-i 


A A7 
0.02 


2041 


728273 


1 £L 17 

10,1 / 


7 
/ 


U i 


7 11 

/.ii 


-1 


2048 


438663 


1 ^ 1 A 

13,10 


A 

4 


1 A ! 

lo 


i 

-i 


7 751 
3. /O 


2048 


-4 1 Oi£ £1 

438663 


23,20 


Q7 

y / 


7 in 

21U 


i 

-i 


7 74. 


2048 


438663 


77 7Q 

2 /,2o 


4o 


1 71 
1/1 


i 

-l 


7 7Q 

3.2V 


2048 


438603 


2o,2y 


1/1 


JO 


3 .0 / 


1 
1 


2048 


43o6o3 


7n 7 i 
3U,3 1 


1 7 
13 




_1 
-1 


7 07 


2064 


128 / /3 


1 ^ K 
0,10 


A 
4 


7S 


1 

-1 


S Q1 


2064 


128 / /3 


1 A 1 7 
10,1/ 


7^ 

Zj 


1 


17 f\Q 

1Z.U7 




2064 


128 / /3 


7^ OA 
23,20 


70 
/y 


7AI 
ZOI 


-1 ! 


7 47 


2064 


128773 


7n 7 1 
3U,3 1 


1 7 
13 


JJ 


i 


7 78 
z.zo 


2074 


504513 


i < i 7 
13, 1 / 


O 


n 
U 


A A A 1 
0.44 


1 


2082 


549801 




Q 

o 


n 
\J 


0 07 


_1 

1. 


2083 


730484 


17 1/1 

23,24 


1 
1 


^ i 

12 


i 

-i 


1 l.oo 


2100 


606076 


23,24 


2 


77 

22 


-1 


i n 80 

1U.07 


2122 


732712 


K 1 /C 
1.5, 10 


n 


/ 


i 

-i 


£s A7 
o.oz 


2122 


732712 


16,1 / 


7 
/ 


n 
U 


7 11 

/.ll 


1 

-1 


2132 


730059 


15,16 


U 


0 


1 

-1 


^ A8 
j.Oo 


2132 


730059 


1 C 1 "7 

16,17 


o 


n 
U 


& no 


1 

-1 


2137 


451 184 


16,17 


1 /I 

14 


4 


3.33 


1 

-1 


2140 


152 


03,04 


133 


000 


1 

-1 


1 70 i 

3. / y ! 


2140 


152 


no nn 

08,09 


1 7 A 

136 


393 


1 

-1 


7 n8 


2140 


152 


1 C 1 £L 

15,16 


59 


1 QA 

1V4 


i 

-1 


7 11 I 
3.11 


2140 


152 


15,17 


59 


/I ^ ^ 
4jj 


1 

-1 


7 18 


2140 


152 


16,17 


1 C\A 

194 


433 


i 

-1 


7 7 1 
2.3 1 


2140 


152 


21,22 


232 


303 


i 

-1 


7 48 
Z.'to 


2140 


152 


30,31 


7< 


7 11 
211 


1 

-1 


7 S7 

Z.J J ] 


2150 


648774 


15,17 


ZT 
0 


n 
U 


0.44 


-1 


2157 


548275 


25,26 


io 


3 


3.13 


-1 


2159 


479572 


25,26 


7n 
2U 


33 


-1 


7 7S 

Z. / J 


2159 


479572 


28,29 


OA 

VO 


33 


1 7 17 
. Z. 1 / 


_1 


2200 


A A Of\A /I 

448046 


1 ^ 17 

13,1 / 


u 


1 1 7 
1Z 


1 -1 
1 


1118 


2200 


A A Of\A /I 

448046 


1 £L 17 
10,1 / 


3 


1 7 

1Z 


_1 


1 94 


2200 


a a on A c 

448046 


1 2/, 25 


1 
1 


Q 


_1 
1 


8 ^ 1 

O.J 1 


2200 


a a on a £. 

448046 


! TO 7Q 


i Q 

y 


n 
u 


1171 


.1 


2204 


732756 


2o,2V 


o 


A 
1/ 


7 48 
/ .to 


.1 


2215 


17151 1 


1 < 1 A. 

13, 10 


n 
U 


7 


i 
i 


6 67 


2215 


1 "7 1 C 1 1 

17151 1 


K 17 

10,1 / 


1 7 
/ 




7 1 1 


i- 


7777 


703793 


16,17 


12 


3 


4.06 


-1 


2232 


203793 


25,26 


12 


188 


-1 


16.23 


2232 


203793 


27,28 


185 


66 


3.04 


-1 


2232 


203793 


27,29 


185 


100 


2.5 


! -i ! 


2236 


725825 


15,16 


0 


8 


-1 


7.57 


2236 


725825 


! 16,17 


8 


0 


8.12 


-1 



649 



SEQ ID NO 


/~»T T TCTCP 


D AfD 

r AlrC 
Ad 






DT TTC 


IvA. 1 L\J 

XVlllNUo 


2276 


4U / /25 


ion 

12, 1 J 


6 
O 




£% 7 

0.2 


1 

-1 


2285 


41 1 125 


12,1 J 


74 
2*t 


Q 

o 


i 1 
3. 1 




HOC 

2285 


411 125 


1 1 1 A 

1 J, 14 


Q 
5 


70 
zy 


1 

-1 




^to c 

2285 


/till 1Q 

41 1 128 


1 Q 1 Q 

i5,iy 


187 
35 / 


1 S8 i 
135 


7 £ 
Z.5 




2285 


•till og 

41 1 128 


i o 7n 

IV, 2U 


1 S8 
135 


614 
03*f 


-1 
•1 


S 16 


fio c 

2285 


A 1 1 1 

411125 


7^ 76 

23, ZO 


6777 
oz / z 


7041 


7 Oft 


_1 
i 


2285 


/I 1 1 1 1Q 

411 125 


0*7 7Q 
2 /,2V 




7790 


7 Q7 

z. y i 


_1 


2285 


/(111 

411 128 


Oft OO 


*t / 3U 


777Q 
zzzy 


7 

2.03 




2289 


/261 /J 


15,10 


u 


o 


1 

■1 


S 68 


2289 


726173 


10,1 / 


o 


n 
u 


fx no 


_1 
~l 


2322 


"71T7 1 0 


13, lO 


u 


7 


i 

~i 


6 67 


2322 


T3 1*7 1 1 

/ J2 / 12 


1 A 1 *7 
10,1 / 


7 


n 


7 1 1 

/.ii 




2337 


4255 


Uo,UV 


78 
25 


7 


S ^0 

J.J7 


-1 


2338 


554080 


10, 1 / 


1 
1 


Q 


-1 


8 86 
o.ou 


2358 


A ^ A A 

4244 


2o,2y 


O 

5 


78 
25 


1 

"1 


7 81 

Z. . O J. 


2376 


737087 


2o,2V 


3 


o 

U 


71 
O.Z3 


-1 i 


2378 


TI con i 

735871 


T1 1/1 

25,24 


n 
u 


1 1 
13 


_1 


17 87 


2388 


735292 


i < i 

13, lo 


U 


Q 

y 


1 

-1 


8 SI 1 

O.Ji 


2388 


735292 


16,17 


Q 

y 


U 


Q 1 A 

y . 14 


i 

-1 


2400 


732223 


27,29 


3 


U 


fx 7^ 

O. /3 


_1 
~l 


2401 


595506 


15, lo 


U 


O 


1 

-1 


S 68 


2405 


728884 


15,16 


r\ 
U 


5 


1 

-1 


7 S7 


2405 


728884 


16,17 


Q 

o 


U 


« 1 7 
5. 1Z 


i 

■"l 


2417 


453508 


25,26 


2 / 


Q 

y 


7 Q 

z.y 




2417 


453508 


27,28 


9 1 


i 


Q 7^ 

y . /3 


-l 


2442 


620462 


11 1/1 

25,24 


7 
2 


1 Q 


— 1 


0 4 


2445 


735028 


1 C 1 c 

15,16 


U 


o 


-1 


S 68 


2445 


735028 


16,17 


0 


(\ 

u 


o.uy 


-i 


2449 


447075 


27,28 


3 


17 
3 / 


i 

-i 


1110 

11.37 


2449 


447075 


28,29 


IT 
5 / 


1 J. 
1^+ 


1 70 

3 .Z7 


.1 

"1 


2483 


645139 


16,17 


o 

y 


U 


y . l^f 


-1 


2493 


401368 


27,29 


/I Q 

48 


17 
52 


7 H7 
2.U2 


_1 
"1 


2514 


451764 


16,17 


1 £L 
10 


3 


1 7^ 
5.23 


_1 
-1 


2519 


105056 


13,10 


1 
1 


in 

1U 


~1 


0 46 


2529 


560868 


2 /,29 


O 


n 
u 


r no 

O.U7 


.1 


2532 


1030 


21,22 


1 1 
15 


i 

3 


d 76 


_1 

1 


2532 


i 

1030 


1*7 

2 /,2V 


1 7 1 
2 1 


1 7 
1Z 


! 7 16 


-1 


2532 


1UJU 


5U,5 1 


1 4 

1*T 




1 1 1 


-1 


2545 


A Cf COI 

455581 


1*7 

2 /,25 


1 1 8 

115 




7 61 


_] 


2545 


/I C C C O 1 

455581 


77 1Q 

2 /,2y 


1 1 8 
1 lo 


7Q 


S 40 


-1 


2545 


/ire co 1 

455581 


2o,2V 


4Q 
4y 


70 


7 1 1 


_1 


2573 


447550 


11 1/1 

25,24 


O 


o 

u 


6 06 


-1 


7571 


447550 


25,26 


48 


197 


-1 


4.25 


2573 


447550 


30,31 


6 


20 


-1 


3 


2591 


447003 


28,29 


6 


0 


7.48 


-1 


2597 


649852 


15,17 


6 


0 


6.44 


-1 


2598 


( 650297 


15,17 


6 


0 


6.44 


-1 


2609 


402516 


30,31 


6 


0 


6.67 


-1 



650 



sfo rn no 

O Ly 1AV 1^ V_y 


CLUSTER 


PAIR 
AB 


CLONES A 


CLONES B 


RATIO 
PLUS 


RATIO 
MINUS 


9699 


405016 


16,17 


15 


4 


3.81 


-1 


9655 


73403 1 


27,28 


0 


7 


-1 


6.46 


9655 


73403 1 


28,29 


7 


o 


8.72 


-1 


9663 


736595 

/ JUJ7J 


15,16 


0 


6 


-1 


5.68 


9663 


736595 


16,17 


6 


0 


6.09 


-1 


9669 


734209 


15,16 


o 


9 


-1 


8.51 


ZVJVJ v 


734209 


16,17 


9 


0 


9.14 


-1 | 


9673 

ZU / J 


561632 


27,29 


5 


0 


6.75 


-1 


9681 i 


530883 


15,16 


0 1 


7 


-1 


6.62 


2682 


729173 


15,16 


0 


8 


-1 


7.57 


2682 


729173 


16,17 


8 


0 


8.12 


-1 


9685 


796786 


12,13 


6 


0 


6.2 


-1 


96RS 


796786 

/ ZU / OVJ 


15,16 1 


o 


10 


-1 


9.46 


9685 

ZOOJ 


726786 

/ ZLI / OvJ 


16,17 


10 


o 


10.16 I 


-1 


9685 


726786 

/ ZU / OVJ 


30,31 


6 


o 


6.67 


-1 


9687 
zoo / 


448770 


15,17 


6 


o 


6.44 


-1 


971 9 

Z / JLZ 




27,28 


16 


1 


17.33 


-1 


9719 
z / az 


79644Q 


27,29 


16 


o 


21.59 


-1 


971 8 
Z / lo 


446759 

TtO / JZ 


12 14 


I 


12 


-1 


11.45 


97sn 

Z /JU 


989^98 

Z07JZ0 


12,13 


6 


0 


6.2 


-1 


97^n 

Z /jU 


989^98 


30 31 

JV,J A 


8 


1 


8.9 


-1 


9779 

z / /z 


81 

O 1 


15 16 


30 


79 


-1 


2.49 


9779 
Z / /Z 


81 

O A 


15,17 


30 


114 


-1 


3.54 


9779 
Z / /Z 


81 ! 

O 1 


18 19 

A O, A ^ 


o 


46 


-1 


40.25 


Z / /Z 


81 


19 90 


46 


4 


8.6 


-1 


z / /z 


81 
o 1 


97 99 


49 


175 


-1 


2.65 


Z / /Z 


81 

Ol 


30,31 


52 1 


116 


-1 


2.01 


977^ 
Z / / J 


990107 
zzo io / 


15 17 

i j, i / 


9 


25 


-1 


2.59 


977<i 
Z / / J 


990107 

ZZO lu/ 


28,29 


9 


39 


-1 


3.48 


Z /oU 


409094 


12 13 


2 


12 


-1 


5.81 


9780 
Z / OU 


409094 


12 14 


2 


11 


-1 


5.25 


9789 
z / oz 


451888 

*T«J 1 OOO 


27,29 


79 


26 


4.1 


-1 I 


9789 
z / oz 


451888 


28,29 


70 


26 


3.35 


-1 


97Q1 
Z /V 1 


7^ 1 467 


15,16 


o 


6 


-1 


5.68 


9701 


731467 


16,17 


6 


0 


6.09 


-1 


9801 
ZoUl 


794781 

/ Zt /OA 


28 29 


10 


2 


6.23 


-1 


9 807 
ZOO / 


553850 


! 28,29 


5 


0 


6.23 


-1 


984Q 
Zo'f ^ 


555103 


15,17 


0 


7 


-1 


6.52 


9849 

ZO*T J* 


555103 


23,24 


o 


6 


-1 


5.94 


9861 

ZOO 1 


735477 


15,16 


0 


7 


-1 


6.62 


9861 

ZOO 1 


735477 


16,17 


7 


0 


7.11 


-1 


9878 
ZO / o 


736014 


15,16 


0 


6 


-1 


5.68 


2878 


! 736014 


16,17 


6 


0 


6.09 


-1 


2879 


42 


08,09 


190 


121 


2.19 


-1 


2879 


42 


27,28 


792 


286 


3 


-1 


2879 


42 


28,29 


286 


1257 


-1 


3.53 


2882 


42 


08,09 


190 


121 


2.19 


-1 


2882 


42 


27,28 


792 


286 


3 


-1 
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SEQ ID NO 


CLUS I bR 


PAIR 

AJtS 






"D A TTft 


KA11U 

IVJLLIN VJ O 


2882 


A 1 

42 


Zo,ZV 


ZOO 


1 0^7 
1Z3 / 


1 
"I 


J.JJ 


2883 


736014 


13, ID 


u 


o 


1 

~1 


J.OO 


2883 


736014 


10, 1 / 


D 


ft 

D ! 


« ftO 


-1 


2885 


4470 


C\1 ft/I 


Q 

o 


ft 
D 


7 R1 

/ .O 1 


-1 


2885 


A A 1f\ 

4470 


13, lo 


1 ft 
1U 


Z*t 


i 


0 97 


2885 


4470 


13,1 / 


i ft 

1U 


ft 
D 


1ft 7^ 

ID. / J 


-1 ! 


2885 


4470 


lo,l / 


0/1 
Z4 


ft 
D 


Od "Kl 


_1 


2885 


4470 


7 S OA 
Z3,Z0 


7 


ft 

d 




-1 ! 


2897 


554703 


13,1 / 


V 


Q 

y 


-1 


8.38 


2897 


554703 


lD,l / 


1 
1 


Q 


1 


8.86 


2898 


C A ZTZT A 1 

546642 


13,1 / 


1U 


i 
i 


1ft 71 


-1 


2898 


546642 


10,1 / 


zZ 




00 14 


-1 


2910 


732300 ! 


1 c 1^ 

13, lo 


ft 


7 


-1 

1 


6.62 


2910 


732300 


in n 
16,1 / 


7 


ft 
d 


7 1 1 


_1 


2938 


892 


15,16 


u 


o 


i 

— l 


5.68 


2938 


892 


27,zo 


O 


ft 
d 


D.J 


.1 


2938 


892 


27,29 


/: 
O 


ft 1 

D ! 


« no 


1 


2941 


546642 


13,17 


1 ft 

1U 


1 ! 
1 


1ft 71 ! 
ID. / J 




2941 


546642 


1 1*7 

16,17 


22 


i 
1 


00 14. 
ZZ. J*f 


_1 

A j 


2949 


734582 


15,16 


0 


D 


1 

-1 


J.UO 


2949 


734582 


16,17 


6 


D 


A ftO 

o.Dy 


_1 


2983 


448110 


15,17 


7 

z 


OS 
Z3 


-1 

1 


1 1 6*5 


2983 


448110 


16,17 


1 
1 


Z3 


1 

1 


24.62 


2994 


450027 


23,24 


rv 
U 


D 


1 

- 1 


S 04. 


2999 


1015 


08,09 


i A 

10 


1 1 
J 1 


1 

-1 


0 99 


2999 


1015 


12,14 


A 7 

oz 


Zo 


0 19 

Z.jZ 


.1 


2999 


1015 


13,14 


©4 


o« 
Zo 


1 fts 


-1 


2999 


1015 


30,31 


1 1 

3 1 


D 


S 7S 


_1 

A 


3006 


402070 


27,28 


i 
1 


Q 


1 

-1 


8 ^1 

I O.J A 


3006 


402070 


28,29 




u 


1101 
il.Zl 


-1 
A 


3015 


446964 


15,17 


1 

1 


1 o 
1Z 


- 1 


1118 

A A . AO 


3020 


414739 


15,17 


o 


1 Q 

iy 


.1 


2.95 


3020 


414739 


tain 
lo, 1/ 


z 


1 Q 


.1 


9.35 


3038 


450410 


lo,l / 


u 


7 


.1 


6.89 


3044 


553316 


13, lO 


1 o 
1Z 


J 


T.ZJ 


-1 


3057 


14573 


30,31 


1 1 
1 1 


. J 


d ftR 


_1 


3093 


503452 


1 *T 17 

16,17 


i 
l 


Q 
O 


-1 


7.88 


3099 


553158 


16,17 


i 
l 


o 


,1 

1 


i 7.88 


3113 


551289 


23,24 


U 


7 

/ 


-1 


6.93 


3121 


554581 




7 

/ 


ft 
D 


8 72 


-1 


3126 


447667 


1 17 

16,17 


U 


1 1 
1 1 


.J 


10.83 


3126 


447667 


27,2o 


OO 

ZZ 


1ft 
ID 


Z, JO 


_1 


J 1ZO 


447667 


27,29 


22 


3 


9.89 


-1 


3126 


1 447667 


28,29 


10 


3 


4.15 


-1 


3129 


551617 


15,16 


9 


0 


9.51 


-1 


3129 


551617 


16,17 


0 


7 


-1 


6.89 


3145 


551117 


16,17 


0 


6 


-1 


5.91 


3150 


1093 


27,28 


43 


20 


2.33 


-1 
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SEQ ID NO 


/~^t t TO' PCD 


FA1K 
AT* 

Ar> 


l^JLUINlio A 




T5 A f*T/"\ 
KA11U 


KA11U 

JVlllNUO 


3150 


1093 


ia 1 1 




1 ft 
lo 


1 

-1 


1 7/1 
J.Z4 


3151 ! 


2284 


ZJ,Z4 


zr 
O 


1 1 

1 / 


1 

-1 


Z.o 


3151 


2284 


Z5,Z0 


1 T 
1 / 


/I 
4 


A 1 

4. 1 


i 

-1 


3151 


2284 


1 A 1 1 
JU,J1 


1 A 

14 


17 
JZ 


1 

-1 


7 A^ 


[ 3168 


275 


LJ, 1 / 


-5 
J 




1 

-1 


4.0O 


3168 


275 


IS, ly 


A 


1 7 
1Z 


1 1 

"A ! 


in ^ 


3172 


551718 


ID, 1 / 


U 


q 
o 


1 

-1 


7 zlS 


3192 


143346 




A A 




-1 


in 74 


3211 


551553 




T 


A 
U 


R 77 
O. /Z 


- 1 


3248 


556216 


1 <k 1 7 
15,1 / 


n 


7 

/ 


1 

-1 


S7 


3248 


556216 


1 /C 1 H 
16, 1 / 


a 


t 

/ 


1 

-1 


RO 
o.oy 


3291 


446814 


25, zo 


i a 
1U 


Z / 


1 

-1 


7 R 

Z.O 


3291 


446814 


z /,z9 


Q 

o 


1 


in 70 

1U. ly 


-1 


3301 


550694 


15, lo 


7 i 
Zl 


1 


77 7 

zz.z 


-1 [ 


3301 


550694 


1 C 1 ^7 

15,17 


1 1 
Zl 


n 

1 


j.ZZ 


1 


3307 


450963 


2o,29 


zr 
0 


A 

U 




-1 

1 


3328 


554764 


25, 2o 


JZ 


A 
U 


JU.07 


1 


3339 


550855 


16,17 


i 


1 A 
111 


1 

-1 


0 8S 


3355 


452506 


15,16 


Q 

o 


1 
1 


O.40 


1 

- 1 


3355 


452506 


28,29 


ZT 
O 


A 


7 zlS 
/.4o 


1 

-1 


3359 


408130 


30,31 


10 


A 
U 


11 10 
1 1. 1Z 


i 

-1 


3363 


549964 


23,24 


o 
O 


1 


ft Aft 


1 

-1 


3372 


380127 


28,29 


y - 


zo 


1 

-1 


7 17 
Z. JZ 


3378 


549320 


15,17 


0 


T 

/ 


1 

-1 


A ^7 
O.jZ 


3382 


558103 


27,28 


1 


11 


1 - 
-1 


1 A 1 A 

1U. io 


3382 


558103 


28,29 


1 1 


A 


117 

1 J. / 


1 

-1 


3382 


558103 


30,31 


zr 
O 


A 
U 


O.O / 


1 

-1 


3383 


548864 


30,31 


zr 
O 


A 


O.O / 


1 

-1 


3391 


10397 


03,04 


1 A 

10 


A 
U 


Q 7A 

y. /o 


1 

-1 


3391 


10397 


27,28 


zr 
0 


A 


O.J 


_1 


3391 


10397 


27,29 


s: 

O 


A 


ft AO 


1 

-1 


3393 


561892 


15,17 


U 


/ 


1 

-1 


A ^7 


3398 


548965 


16,17 


4 


14 


1 

-1 


1 4S 


3435 


549829 


1 C IT 

lo,l / 


A 


zr 
O 


1 

- 1 


S 01 i 


3452 


257547 


23,24 


Zy 


<> 
o 


1 AA 
J .OO 


1 


3452 


257547 


27,28 


V 


ft 
o 


1 

-1 


7 10 
/ . jy 


3452 


257547 


28,29 


Q 
O 


A 


Q Q7 


_i 


3457 


450255 


1 £. IT 

16,17 


A 

u 


O 


1 

-1 


S 01 


3469 


448663 


28,29 


5 


A 


O.Z J 


_1 

1 


3474 


559575 


Z /,Zo 


1 


Q 

y 


1 

1 


8 11 

O.J 1 


3474 


559575 


28, 2V 


Q 

y 


A 

u 


1171 

1 l.Zi 


_1 

JL 


3485 


4244 


2o,29 


Q 
O 


Zo 


_1 


7 81 




D*ry 


01,02 


78 


160 


-1 


2.22 


3499 


349 


03,04 


i 91 


3 


29.59 


-1 


3499 


349 


12,13 


33 


13 


2.62 


-1 


3499 


349 


13,14 


13 


28 


-1 


2.12 


3499 


349 


16,17 


15 


35 


-1 


2.3 


3499 


349 


I 27,28 


12 


29 


-1 


2.23 
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SEQ ID NO 


CLUSTER 


PAIR 
AB 


CLONES A 


CLONES B 


RATIO 
PLUS 


RATIO 
MINUS 


3512 


498194 


27,28 


0 


7 


_l 


6.46 


3512 


498194 


28,29 


7 


0 


8.72 


-1 


3518 


453667 


23,24 


3 


12 


„\ 


3.96 


3538 


275 


15,17 


3 


15 


.1 


4.66 


3538 


275 


18,19 


0 


12 


_1 


10.5 


3559 


447429 


27,28 


0 


8 


_1 


7.39 


3559 


447429 


28,29 


8 


0 


9.97 


-1 


3563 


449956 


12,13 


6 


0 


6.2 


-1 


3563 


449956 


16,17 


10 


1 


10.16 


-1 


3563 


449956 


28,29 


10 


0 


12.46 


-1 


3563 


449956 


30,31 


8 


1 


8.9 


-1 


3573 


134392 


23,24 


20 


2 


10.1 


-1 


3573 


134392 


25,26 


0 


6 


-1 


6.22 


3583 


551380 


16,17 


4 


14 


-1 


3.45 


3600 


450242 


30,31 


7 


0 


7.79 


-1 


3603 


451361 


23,24 


1 


8 


-1 


7.92 


3608 


402916 


23,24 


8 


0 


8.08 


-1 


3608 


402916 


27,28 


22 


5 


4.76 


-1 


3608 


402916 


27,29 


22 


4 


7.42 


-1 


3613 


555502 


16,17 


0 


9 


-1 


8.86 


3619 


461 


15,16 


14 


39 


-1 


2.64 


3619 


461 


15,17 


14 


34 


-1 


2.26 


3619 


461 


18,19 


1 


10 


-I 


8.75 


3619 


461 


19,20 


10 


0 


7.48 


-1 


3619 


461 


27,29 


41 


124 


-1 


2.24 


3619 


461 


28,29 


37 


124 


-1 


2.69 


3619 


461 


30,31 


21 


119 


-1 


5.09 


3625 


450867 


15,16 


7 


0 


7.4 


-1 


3627 


502683 


15,16 


6 


0 


6.34 


-1 


3627 


502683 


28,29 


5 


0 


6.23 | 


-1 j 


3637 


447405 


15,17 


27 


83 


-1 


2.86 


3637 


447405 


18,20 


2 


11 


-1 


6.43 


3637 


447405 


19,20 


0 


11 


-1 


14.71 


3637 i 


447405 


27,29 


163 


60 


3.66 


-1 


3637 


447405 


30,31 


14 


36 


-1 


2.31 


3641 


560984 


16,17 


0 


6 


-1 


5.91 


3650 


554604 


15,17 


0 


7 


-1 


6.52 


3662 


447858 


15,16 


12 


3 


4.23 


-1 


3721 


555830 


15,16 


16 


2 


8.46 


-1 


3721 


555830 


15,17 


16 


2 


8.59 


-1 


3731 


562550 


16,17 


0 


6 


.1 


5.91 ! 


3736 


873 


15,17 


6 


21 


-1 


3.26 


3736 


873 


27,29 


15 


50 




2.47 


3736 


873 


28,29 


17 


50 




2.36 j 


3736 


873 


30,31 


14 


32 




2.05 


3744 


126 


15,16 


103 


260 




2.39 


3744 


126 


15,17 


103 


571 




5.16 


3744 


126 


16,17 


260 


571 




2.16 
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SEQ ID NO 


CLUSTER 


PAIR 
AB 


CLONES A 


CLONES B 


RATIO 
PLUS 


RATIO 
MINUS 


3744 


126 


18,19 


4 


37 


-1 


8.09 


3744 


126 


18,20 


4 


13 


-1 


3.8 


3744 


126 


19,20 


37 


13 


2.13 


-1 


3744 


126 


27,28 


638 


323 


2.14 


-1 


3762 


555103 


15,17 


0 


7 


-l ; 


6.52 


3762 


555103 


23,24 


0 


6 


-l 


5.94 


3774 


531145 


28,29 


6 


0 


7.48 


-1 


3782 


129715 


08,09 


3 


27 


-1 


6.44 


3807 


554764 


25,26 


32 


0 


30.89 


-1 


3810 


556561 


15,17 


0 


10 


-1 


9.32 


3810 


556561 


16,17 


1 


10 


-1 


9.85 


3823 


553787 


28,29 


10 


0 


12.46 


-1 


3848 


556759 


12,13 


8 


1 


8.26 


-1 


3848 


556759 


15,16 


11 


2 


5.81 


-1 


3848 


556759 j 


16,17 


2 


18 


-1 


8.86 


3848 


556759 


27,29 


21 


1 


28.33 


-1 


3848 


556759 


28,29 


18 


1 


22.43 


-1 


3848 


556759 


30,31 


10 


1 


11.12 


-1 


3857 


503452 


16,17 


1 


8 


-1 


7.88 


3861 


2284 


23,24 


6 


17 


-1 


2.8 


| 3861 


2284 


25,26 


17 


4 


4.1 


-1 


3861 


2284 


30,31 


14 


32 


-1 


2.05 


3864 


560984 


16,17 


0 


6 


-1 


5.91 


3873 


551444 


23,24 


6 


0 


6.06 


-1 


3881 


548858 


16,17 


0 


11 


-1 


10.83 


3885 


411113 


16,17 


0 


6 


-1 


5.91 


3894 


594994 ! 


28,29 


6 


0 


7.48 


-1 


3904 


562550 


16,17 


0 


6 


-1 


5.91 


3922 


460445 


16,17 


0 


6 


-1 


5.91 


3925 


931 


01,02 


23 


59 


-1 


2.78 


3925 


931 


18,19 


0 


9 


-1 


7.88 


3925 


931 


30,31 


70 


195 


-1 


2.5 


3940 


388688 


27,29 


8 


2 


5.4 


-1 


3940 j 


388688 


28,29 


17 


2 


10.59 


-1 


4009 


380127 


28,29 


9 


26 


-1 


2.32 


4016 


378459 


23,24 


1 


9 


-1 


8.91 


4017 


550571 


16,17 


0 


6 


-1 


5.91 


4036 


607430 


15,16 


6 


0 


6.34 


-1 


4039 


558098 


15,16 


6 


0 


6.34 


-1 


4039 


558098 


30,31 


9 


1 


10.01 


-1 


4041 


557928 


16,17 


0 


6 


-1 


5.91 


4079 


557928 


16,17 


0 


6 


-1 


5.91 


4100 


450242 


30,31 


7 


0 


7.79 


-1 


4106 


448450 


27,28 


0 


7 


-1 


6.46 


4106 


448450 


28,29 


7 


0 


8.72 


-1 


4111 


560538 


16,17 


0 


8 


-1 


7.88 


4115 


420892 


13,14 


0 


6 


-1 


5.91 


4138. 


450883 


28,29 


5 


0 


! 6.23 


-1 
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SEQ ID NO 


CLUSTER 


PAIR 
AB 


CLONES A 


CLONES B 


RATIO 
PLUS 


RATIO 
MINUS 


4139 


638971 


15,17 


8 


0 


8.59 


-1 


4149 


643804 


15,16 


6 


0 


6.34 | 


-1 


4149 


643804 


15,17 


6 


0 


6.44 I 


-1 


4150 


97909 


27,28 


31 


12 


2.8 ; 


-1 


4150 


97909 


28,29 


12 


35 


-1 1 


^ 1 A 

2.34 


4150 


97909 


30,31 


1 o 

18 


54 


-1 j 


I. 1 


4157 


603857 


27,29 


17 


3 


—ISA 

7.64 


1 

-1 


4157 


603857 


28,29 


31 


3 


12.87 


-1 


4162 


641683 


15,16 


8 


0 


8.46 


1 

-1 


4162 


641683 


15,17 


8 


0 


8.59 


1 

"1 ! 


4176 


640889 


15,17 


6 


0 


Z" A A 

6.44 


i 1 
-1 


4178 


643594 


15,16 


7 


0 


7.4 


-1 


4178 


643594 


15,17 


7 


0 


7.51 


-1 


4195 


641728 


28,29 


7 


1 \ 


8.72 


-1 


4203 


359500 


12,13 


14 


4 


3.61 


-i 

-1 


4203 


359500 


27,28 


18 


4 


4.87 


-1 


4203 


359500 


28,29 


4 


17 


-1 


3.41 


4203 


359500 


30,31 


8 


22 


-1 


2.47 


4204 


649558 


15,16 


12 


3 


4.23 


-1 


4204 


649558 


15,17 


12 


0 


12.88 


-1 


4231 


451401 


15,17 


9 


1 


9.66 


-1 


4234 


417259 


15,17 


4 


14 


-1 


3.26 


4234 


417259 


16,17 


1 


14 


-1 


13.79 


4240 


453006 


27,28 


0 


8 


-1 


7.39 


4240 


453006 


28,29 


8 


0 


9.97 


-1 


4247 


498194 


27,28 


0 


7 


-1 


6.46 


4247 | 


498194 ; 


28,29 


7 ! 


0 


8.72 


-1 


4250 


556326 


16,17 


0 


8 


-1 


/.oo 


4257 


649106 


15,17 


7 


0 


TCI 

7.51 


1 


| 4264 


284586 


15,17 


8 


0 


8.59 


1 

-1 


4264 


284586 


27,28 


0 


17 


-1 


ID. / 


4264 


284586 


28,29 


17 


0 


21. lo 


1 

-1 


4265 


642535 


27,28 


0 


8 


t 

-1 




4265 


642535 


28,29 


8 


0 


9.97 


-l 


4270 


801 


30,31 


25 


7 


3.97 


i 

-l 


4271 


449956 


12,13 


6 


0 


6.2 


-l 


4271 


449956 


16,17 


10 


1 


10.16 


-i 


4271 


449956 


28,29 


10 


0 


12.46 


-i 


4271 


449956 


30,31 


8 


1 




i 


4283 


455113 


27,29 


11 


3 


A DC 

4.95 


i 

-l 


4283 


455113 


28,29 


13 


3 


^ A 

J A 


i 

-l 


4285 


1558 


03,04 


25 


97 


1 

-1 




4287 




1 £ 1 7 
10,1 / 






-1 


5.91 


4293 


452212 


15,16 


6 


0 


6.34 


-1 


4298 


37862 


25,26 


14 


0 


13.51 


-1 


4299 


644609 


| 15,17 


7 


0 


7.51 


-1 


4311 


553877 


16,17 


1 


8 


-1 


7.88 


4319 


550562 


27,28 


1 


9 


-1 


8.31 
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CLUSTER 


PAIR 
AB 


CLONES A 


CLONES B 


RATIO 
PLUS 


RATIO 
MINUS 




550562 


28,29 


9 


1 


11.21 


-1 




648320 

V7~VJ -7 £*\J 


15,16 


6 


0 


6.34 


-1 


4170 


648320 


15,17 


6 


0 


6.44 


-1 




27083 


16,17 


11 


0 


11.17 


-1 


4.177 


27083 


25,26 


17 


56 


-1 


3.41 


4177 


27083 


28,29 


1 


14 


-1 


11.24 


4177 


27083 


30,31 


31 


99 


-1 


2.87 


4.116 


453079 


16,17 


8 


1 


8.12 


-1 


4.14.6 


561558 ! 


28,29 


6 


0 


7.48 I 


-1 


4140 


451037 


23,24 


5 


15 


-1 i 


2.97 


4.158 


610717 


23,24 


0 


6 


-1 


5.94 


4.158 


610717 


25,26 


10 


0 


9.65 


-1 


4.158 


610717 


30,31 


9 


0 


10.01 


-1 


4J01 


461 XI 5 


15 16 


7 


0 


7.4 


-1 


4.161 


461 81 5 


28,29 


5 


0 


6.23 


-1 


4166 
4.3 OO 


1001 


27,28 


43 


20 


2.33 


-1 


4JOO 


10Q1 


10 11 


5 


18 


-1 


3.24 


/I "SO 1 


644.740 


15 17 

1-7, A / 


7 


0 


7.51 


-1 


4175 
4 J / -> 


188688 


27 29 


g 


2 


5.4 


-1 


4775 


188688 

JOOUOO 


28,29 


17 


2 


10.59 


-1 


4.1 80 


64.8006 


15 16 


6 


0 


6.34 


-1 


4180 


648006 


15,17 


6 


0 


6.44 


-l ; 


/i/f 

44UO 


44.0816 


15,17 


g 


1 


8.59 


-l ! 


AA 1 7 


640575 


15 16 


7 ; 


0 


7.4 


-l 


A A 1 1 
441 J 


640575 


15 17 


7 


0 


7.51 


-l 


441 / 


188085 


1 5 16 


9 


0 


9.51 


-i 


44 1 / 


188085 


15 17 


9 


0 


9.66 


-l 


A A1 1 
44Z1 


448787 


15,17 


23 


9 


2.74 


-I 


44Z1 


448787 


16,17 


22 


9 


2.48 


-l 


44 J J 


554.747 


16 17 

Al7, 1 / 


o 


6 


-1 


5.91 


AAA1 
4441 


54.064.O 


27,28 


0 


7 


-1 


6.46 


AAA! 
. 4441 


54064.0 


30,31 


15 


6 


2.78 


-1 


AAA^ 
444 J 


510774 


15,17 


5 


16 


-1 


2.98 


AAAf* 
4440 


175814. 

J / JO 1*T 


15 16 


g 


0 


8.46 


-1 


4440 


175814 


15,17 


g 


1 


8.59 


-1 


444 / 


1 4.46780 


15,16 


16 


5 


3.38 


| -1 


44 jU 


501401 


16,17 


6 


0 


6.09 


-1 


44DZ 


61Q441 


23,24 


1 


8 


-1 


7.92 


4434 


64.0015 


27 28 


o 


7 


-1 


6.46 


AA^A 

4434 


640015 

047UJJ 


28 29 


7 


0 


8.72 


-1 


4461 
4401 


4.70607 


15,16 


12 


1 


12.68 


-1 


i 44.61 


4.70607 


16,17 


1 


9 


-1 


8.86 ! 


4477 


453708 


15,17 


1 


19 


-1 


17.7 


| 4477 


453708 


16,17 


1 


19 


-1 


18.71 


4483 


551527 


1 15,17 


0 


7 


-1 


6.52 


4503 


549945 


15,16 


12 


2 


6.34 


-1 


4503 


549945 


15,17 


12 


2 


6.44 


-1 


4505 


391511 


27,28 


8 


0 


8.66 


-1 
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SEQ ID NO 


CLUSTER 


PAIR 
AB 


CLONES A 


CLONES B 


RATIO 
PLUS 


RATIO 
MINUS 


4515 


420686 


16,17 


0 


8 


-1 


7.88 


4517 


551995 


28,29 


7 


0 


8.72 


-1 


4523 


i 451032 


15,16 


6 


0 


6.34 


-1 


4538 


557852 


28,29 


6 


0 


7.48 


-1 


4542 


554500 


15,16 


6 


0 


6.34 


-1 


4550 


43642 


16,17 


0 


6 


-1 


5.91 ■ 


4551 


595506 


15,16 


0 


6 


-1 


5.68 


4553 


555702 


15,16 


11 


2 


5.81 


-1 


4556 


519109 


23,24 


1 


34 


-1 


33.65 


4557 


450829 


15,17 


0 


8 


-1 


7.45 


4557 


450829 


16,17 


0 


8 


-1 


7.88 


4598 


386940 


27,28 


0 


14 


-1 


12.93 


4598 


386940 


28,29 


14 


0 


17.44 


-1 


4611 


375380 


15,17 


1 


9 


-1 


8.38 


4611 


375380 


16,17 


0 


9 


-1 


8.86 


4619 


553850 


28,29 


5 


0 


6.23 


-1 


4627 


557401 


15,17 


10 


2 


5.37 


-1 


4632 


349744 


16,17 


0 


6 


-1 


5.91 


i 4635 


449437 


15,16 


14 


3 


4.93 


-1 


4635 


449437 


16,17 


3 


12 


-1 


3.94 


4635 


449437 


27,28 


0 


8 


-1 


7.39 


4635 


449437 


28,29 


8 


0 


9.97 


-1 


4645 


562292 


16,17 


0 


6 


-1 


5.91 


4652 


224812 


16,17 


31 


63 


-1 


2 


4652 


224812 


25,26 


200 


686 


-1 


3.55 


4652 


224812 


27,29 


84 


38 


2.98 


-1 


4652 


224812 


28,29 


80. 


38 


2.62 


-1 


4670 


446739 


28,29 


5 


0 


6.23 


-1 


4684 


247 


15,17 


15 


44 


-1 


2.73 


4684 


247 


18,19 


0 


15 


-1 


13.13 


4684 


247 


30,31 


11 


51 


-1 


4.17 


4686 


491799 


15,16 


0 


11 


-1 


10.41 


4691 


461 


15,16 


14 


39 


-1 


2.64 


4691 


461 


15,17 


14 


34 


-1 


2.26 


4691 


461 


18,19 


1 


10 


-1 


8.75 


4691 


461 


19,20 


10 


0 


7.48 


-1 


4691 


461 


27,29 


41, 


124 


-1 


2.24 


4691 


461 


28,29 


37 


124 


•1 


2.69 


4691 


461 


30,31 


21 


119 


-1 


5.09 


4696 


562292 


16,17 


0 


6 


-1 


5.91 


4702 


487182 


15,17 


2 


11 


-1 


5.12 


4702 


487182 


16,17 


1 


11 


-1 


10.83 


4702 


I 487182 


25,26 


3 


72 




24.87 i 


4706 


561046 


16,17 


0 


6 




5.91 


4746 


556040 


23,24 


2 


15 




7.42 


4748 


452822 


15,16 


9 


23 




2.42 


4758 


455820 


16,17 


0 


7 




6.89 


4767 


556802 


28,29 


8 


0 


9.97 


-1 
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SEQ ID NO 


CLUSTER 


PAIR 
AB 


CLONES A 


CLONES B 


RATIO 
PLUS 


RATIO 
MINUS 


4771 


465446 


25,26 


26 


11 


2.28 


-1 


4826 


452775 


27,28 


1 


9 


-1 


8.31 


4827 


560868 


27,29 


6 


0 


8.09 


-1 


4835 


558534 


16,17 


0 


7 


-1 


6.89 


4850 


549591 


15,17 


2 


24 


-1 


11.18 


4850 


549591 


16,17 


7 


24 


-1 


3.38 


4885 


27586 


12,13 


7 


22 


-1 


3.04 


4885 


27586 


12,14 


7 


21 


-1 


2.86 


4885 


27586 


21,22 


9 


0 


8.85 


-1 


4885 


27586 


25,26 


17 


0 


16.41 


-1 


4885 


27586 


30,31 


24 


0 


26.69 


-1 


4888 


561558 


28,29 


6 


0 


7.48 


-1 


4900 


2435 


15,17 


0 


8 


-1 


7.45 


4900 


2435 


27,28 


0 


7 


-1 


6.46 


4900 


2435 


28,29 


7 


1 


8.72 


-1 


4907 


554604 


15,17 


0 


7 


-1 


6.52 


4922 


559057 


15,17 


0 


7 


-1 


6.52 


4927 


553877 


16,17 


1 


8 


-1 


7.88 


4950 


549911 


16,17 


0 


6 


-1 


5.91 


4959 


409612 


25,26 


6 


0 


5.79 


-1 


4972 


226324 


15,17 


0 


8 


-1 


7.45 


4972 


226324 


16,17 


0 


8 


-1 


7.88 


4972 


226324 


27,29 


5 


0 


6.75 


-1 


4986 


413915 


12,13 


6 


0 


6.2 


-1 


4986 


413915 


12,14 


6 


0 


6.29 


-1 


5007 


2284 


23,24 


6 


17 


-1 


2.8 


5007 


2284 


25,26 


17 


4 


4.1 


-1 


5007 


2284 


30,31 


14 


32 


-1 


2.05 


5018 


365634 


15,16 


12 


2 


6.34 


-1 


5018 


365634 


16,17 


2 


14 


-1 


6.89 


5018 


365634 


25,26 


10 


0 


9.65 


-1 


5026 


549829 


16,17 


0 


6 j 


-1 


5.91 


5033 


411113 


16,17 


0 


6 


-1 


5.91 


5042 


1079 


03,04 


24 


55 


-1 


2.35 


5042 


1079 


28,29 


16 


44 


-1 


2:21 


5047 


397581 


28,29 


6 


20 


-1 


2.68 


5047 


397581 


27,29 


1 


20 


-1 


14.83 


5051 


23961 


15,16 


102 


44 


2.45 


I -1 


5051 


23961 


15,17 


102 


40 


2.74 


-1 


5051 


23961 


25,26 


73 


169 


-1 


2.4 


5058 


446900 


15,17 


| 1 


11 


-1 


10.25 


5058 


446900 


16,17 


2 


11 


-1 


j 5.42 


5065 


448677 


15,16 


11 


1 


11.63 


-1 


5067 


560538 


16,17 


0 


8 


-1 


7.88 


5079 


62458 


15,16 


2 


14 


-1 


6.62 


5079 


62458 


15,17 


2 


11 


-1 


5.12 


5079 


62458 


25,26 


| 20 


227 


-1 


11.76 


5079 


62458 


1 30,31 


19 


245 


-1 


11.59 
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oxiv^ lis invj 




PATP 

JT/VlxV. 

AR 

AJU 


CI ONES A 


CLONES B 


RATIO 
PLUS 


RATIO 
MINUS 


31UZ 


SS60 1 6 


15 17 


o 


7 


-1 


6.52 i 


i no 
51UZ 


cc^ i z; 
330Z IO 


16 17 

lO, 1 / 


o 


7 


-1 


6.89 


J 1 1 / 




16 17 


o 


6 


-1 


5.91 


JlJj 




97 9R 
z / ,zo 


o 


s 


-1 


7.39 


C 111 
J 1 J J 


433UU*f 


9ft 90 


ft 
o 


o 


9.97 


-1 


C. 1 O < 

513-) 


jOUoOo 


97 90 
z /,zy 


6 


o 


8.09 


-1 


514 / 






o 


9 


-1 


8.87 


5147 


/l HI/1 1 Q 

4UJ4iy 


17 90 


7 


0 


9 44 


-1 


5161 


C CQQfiz: 


16 17 


0 
yj 


5 


-1 


5.91 


DID© 


jjUjOz, 


97 9ft 

Z / ,ZO 


1 

X 


9 


-1 


8.31 


3165 


33U3DZ 


98 9Q 
zo,z 


9 


1 


11.21 


-1 


C 1 O/C 

5 loo 


Oil Oft 
y 1 i /o 


1 S 1 7 


0 


7 


-1 


6.52 


C 1 oo 

5188 


C/T 1 /1QC 

30 14o3 


1^17 

13, JL I 




7 


-1 


6.52 


5188 


czri hoc 
3ol4o3 


16 17 
IO, 1 / 


yj 


7 


-1 


6.89 


cine 

5195 


C CQ-i 1 o 

33o41Z 


Ifl 11 


f> 
yj 


o 


6.67 


-1 


5200 


433o4o 


1^17 
13, 1 / 




ix 


-1 


10.25 


5221 


JOZJDJ 


1^16 
1 J, IO 


n 
\j 


3 


-1 


7.57 


CIO 1 

5221 


JOZJOJ 


07 9ft 
Z /,Zo 


1 i 


I 


11.91 


-1 j 


5221 


C/C1 c/r c 
JOZJOJ 


07 90 

z /,zv 


1 i 

1 x 


o 


14.84 


-1 


5228 


335 /U3 


1 S 1 6 


1 9 

XZ 


o 


12.68 


-1 


CTIO 

5228 


335 /U3 


98 90 


ft 


0 


9.97 


-1 


5231 


36Z43V 


16 17 

IO, i / I 


o 

z 


10 


-1 


4.92 


5231 


56243y | 


07 08 
Z /,Zo 


1 1 


29 


-1 


2.06 


5231 


36Z43y 


97 90 

z /,zv 


1 1 


l 

X 


17.54 


-1 


i 5231 


czro/i cq 

56243V 


OS 0Q 


90 S 
zy 




36.13 


-1 


5236 


/'I/I CO 

6z43o 


15 16 
13, IO 


0 
z 


14 

X*T 


-1 


6.62 j 


5236 


/• CO 

6z43o 


1^17 


o 




-1 


5.12 


5236 


6z43o 


O C 96 


OO 


927 

ZZ / 


-1 


11.76 


5236 


' /TO/ICQ 

6Z43o 




1 0 


245 


-1 


11.59 


5240 


A A Q~7A 1 
44o /41 


OS 9Q 


u 


0 


7.48 


-1 


524V 


4314U1 


1 <\ 1 7 


0 


1 


9.66 


-1 


5258 


a c i em 
431oUZ 


ic n 
1 J, 1 / 




o 

.7 


-1 


8.38 


5258 


4518UZ 


16 17 
IO, 1 / 


1 


o 

✓ 


-1 


8.86 


5264 


43Z / /3 


97 9ft 
Z /,ZO 


1 

1 


9 


-1 


8.31 


5268 


OOrfiO.Q 

yzoJy 


1 9 1 A 

1Z,14- 


0 

z 


11 


-1 


5.25 


5271 


43Z3UU 


07 Oft 

Z / ,Zo 


V7 


15 


-1 


13.85 


5271 


a cTcnn 
43Z3UU 


Oft 0Q 


1 s 


5 


3.74 


-1 


5272 


43ZZU4 


1^16 


q 


1 


9.51 


-1 


5272 


43ZZU4 


16 17 

JLO,l / 


1 


3 


-1 


7.88 


5272 


43ZZU4 


01 04 

Z J,Z*T 


0. 


13 


-1 


4.29 


C1*71 

5272 


43ZZU4 


07 Oft 
Z /,Zo 


n 


14 


-1 


12.93 


5272 


43ZZU4 


OR 00 


14 

X*T 


0 


17.44 


-1 


5273 


447025 


15,16 


48 


19 


2.67 


-1 


5273 


447025 


27,28 


0 


8 


-1 


7.39 


5273 


447025 


27,29 


0 


13 


-1 


9.64 


5277 


452052 


15,17 


8 


1 


8.59 


-1 


5277 


452052 


27,28 


2 


14 


-1 


6.46 


5277 


452052 


28,29 


14 


0 


17.44 


-1 
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SEQ ID NO 


f'T T TC'I'CD 


rALK 

AJD 


r*i n\ruc a 
UlAJJN.bo A 




RATIO 

T3T TTC 


n A TTA 

RATIO 


C O O 1 

5281 


A CI 1 A 1 


1 1 A 
ID, ID 


1 


1U 


i 

-1 


O /K 

y.40 


COO 1 

5281 


452142 


10, 1 / 


1U 


o 

z 


r\ft 


-l 


5282 


A C 1 CiC\A 


17 

Z /,Zo 


A 
4 


1 / 


1 

-1 , 


1 Ol 

j.yz 


COOT 

52y7 


A 1A A 

4244 


Oft TO 


o 
o 


Zo 


1 

-1 


7 ft! 
Z.ol 


5308 


41)0202 


1 1 11 

2 1,ZZ 


u 


o 
o 


i 

-1 


ft 1 7' 
0. 1 J 


5308 


/i cni/ro 

450262 


17 ift 
2 /,2o 


JU 


14 


1 11 
Z. JZ 


1 

-1 


5308 


450262 


1ft 10 


i /i 
14 


A£. 

40 


1 

-1 


1 A/i 
Z.04 


5311 


452506 


ic i/r 

15, lo 


Q 

o 


i 
1 


ft A£L 

O.40 1 


i 

-1 


5311 


452506 


28,29 


>c 
o 


r\ 
U 


7 /I ft 


1 

-1 


5313 


7022 


TC O/C 

25,26 


-o 
1 


U 


0. /0 


-1 


5313 


7022 


1*7 1Q 


A 

4 


IO 


i 

-1 


j.oy 


5313 


7022 


io io 

2o,2y 


lo 


c 


j.yy 


-l 


5315 


2930 


a i ai 
U1,U2 


o 
-5 


1 A 
14 


-i 


J.UO 


5315 


2930 


o*7 in 

2 /,2y 


c 


A 
U 


a 7<. 


i 

-i 


5315 


2930 


28,29 


/ 


a 
U 


ft 71 

o. /Z 


i 

-1 


5317 


454226 


IO OA 

28,29 


c 


U 


ii 
O.ZJ 


-l 


5321 


453470 


i c i /c 

15,16 


1 o 

12 


i 
1 


1 1 Aft 

LZ.oo 


-1 


5321 


453470 


1 C 1 *7 

15,17 


1 o 

12 


1 


1 1 Oft 

lZ.oo 


-l 


5324 


454050 


27,28 


0 


7 


1 

-1 


0.40 


5338 


454518 


27,29 


6 


n 
0 


O AO 


1 

-1 


5338 


454518 


28,29 


o 


n 
0 


7 /I ft 


i 

-1 


5350 


23649 


1*7 IO 

27,28 


1*7 


1 1 
1Z 


3. j4 


t 

-1 


5350 


23649 


27,29 


1*7 

37 


A 


/I Q Ol 


1 

-1 


5350 


23649 


OO OA 

28,29 


1 1 
12 


U 


1 A O^ 

14. yj 


1 

-1 


5357 


519109 


23,24 


1 


34 


-l 


D J.OD 


5360 


453783 


1*7 IO 

27,2o 


U 


Q 


i 

-l 


7 ^0 


5360 


. 453783 


1 O OA 

28,29 


ft 
o 


a 
V) 


Q 07 

y.y / 


1 

-1 


5365 


454509 


O C 1£. 

25,26 


/ 


A 
U 


o. /o 


-1 


5365 


454509 


27,28 


6 


r\ 
U 


O.D 


1 

-1 


5366 


454562 


O O O A 

23,24 


1 1 

13 


A 

4 


1 7ft 


1 

-1 


5366 


454562 


25,26 


7 


0 


<C 7A 
O. /O 


-1 


5370 


453783 


0*7 OO 

27,28 


0 


Q 

o 


-1 


7 1Q 

/.J7 


5370 


453783 


28,29 


o 
8 


f\ 
V 


O Q7 

y.y / 


-1 


5373 


801 


OA 1 1 

30,31 


1 c 

25 


1 


7 07 

j.y / 


1 

-1 


5374 


453494 


27,28 


7 


U 


7 

/.JO 


1 

-1 


5374 


453494 


30,31 


6 


n 


#C ^7 

0.0 / 


1 

-1 


5375 


453202 


1 C 1 C 

15,16 


O 


a 


& 1A 

O. j4 


1 

-1 


5375 


453202 


16,17 


r\ 
U 


1 1 


-1 


1 C\ ft7 


5381 


387530 


O A O 1 

30,31 


o 

2 


1A 
Z4 


i 

-1 


1 (\ 70 

iu. /y 


5382 


453846 


15,17 


rv 
U 


1 1 


1 

-1 


i n 7^ 

Iv.Zj 


5391 


551995 


oo on 
28,29 


/ 


A 

\) 


ft 77 

o. /Z 


i 

-1 


5397 


44653 1 


1 £. 1 *7 

16,17 


A 

U 


0 


1 

-1 


S 01 


D i r\J 1 




25 26 


27 


9 


2.9 


-1 


5401 


| 453508 


27,28 


9 


1 


9.75 


-1 


5413 


560868 


27,29 


6 


0 


8.09 


-1 


5448 


554742 


! 16,17 


0 


6 


-1 


5.91 


5467 


j 551617 


15,16 


9 


0 


9.51 


-1 


* 5467 


551617 


16,17 


0 


7 


-1 


6.89 
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PA TO 

AB 


CLONES A 


CLONES B 


RATIO 
PLUS 


RATIO 
MINUS 




d£8679 i 


15,16 


6 


o 


6.34 


-1 


j4ov 


4/;8^79 i 


16,17 


o 


g 


-1 


7.88 


j jUI 




x z, i j 


130 


63 


2.13 


-1 


jjUi 


4UZOJO 


73 24 


17 


4 


4.29 


-1 


jjUO 


SA1707 1 

JOl l\) 1 


27,29 


6 


0 


8.09 


-1 


DjUo 


S£1 707 

JO 1 / \J l . 


30,31 


9 


1 


10.01 


-1 


jjuy 


c/z 1 1 on 

jO I lOU 


1^16 

X J, 1 VJ 


11 


2 


5.81 


-1 


jjI j 


c£7 i n 


Z J,Z*T 


g 


0 


8.08 


-1 


f CIO 

jDIo 


44 yj jo 


1 S 17 

i j, i / 


7 


21 


-1 


2.79 


CC1Q 

J J lo 


4 1 t7JJO 


16 17 


4 


21 


-1 


5.17 


jjzj 




15 17 

1 J } X / 


o 


7 


-1 


6.52 


jjzj 


Jfy J 1 1 


16 17 


o 


7 


-1 


6.89 


^^^^ 




16 17 


o 


6 


-1 


5.91 


jjjj 


4JZJiJ 


1 5 17 

X J, 1 / 


10 


2 


5.37 


-1 


^^7"7 
J J J 1 




18 19 


16 


2 


9.14 


-1 


JJJ / 


4uou:/z 


9S 96 

Z J,ZU 


7 


0 


6.76 


-1 


jjj / 




27 28 


1 


26 


-1 


24.01 | 


JJ J / 


4UDUVZ 


97 70 


1 


28 


-1 


20.76 


5537 


4UoOyz 


JU, J 1 


1 1 
i j 


4 


3.61 


-1 


5542 


zJDo /4 


1 9 1 ^ 

JLZ, 1 J 


62 


239 


-1 


3.73 


5542 


zJ jo /4 


17 Id 

IZ, l^r 


62 


317 


-1 


4.88 


5542 


2 j jo /4 


9S lf\ 

Z J,ZU 


102 


21 


4.69 


-1 


5542 


2 j jo /4 


77 78 
Z /,Zo 


7T 

/ j 


16 


4.94 


-1 


5542 


2 j jo /4 


98 90 


16 


70 


-1 


3.51 1 


5542 


235o /4 


^i 

JU, J 1 


1 10 


9 


14.71 


-1 ! 


5 550 


4 j2Vj / 


77 90 


5 


0 


6.75 


-1 


5550 


4j2yj / 


98 90 

ZO,Zf 




o 


7.48 


-1 


5554 


4jjojj 


77 7Q 

z / ,zy 


8 

o 


o 


10.79 


-1 


5559 


ji0zj4 


1 S 1£ 

I J, io 


17 


1 


17.97 


-1 


5559 


jiOzj4 


1£ 17 

IO, 1 / 


1 


g 


-1 


7.88 


5560 


4jio1z 


77 90 


7 


1 


9.44 


-1 


5565 


4jUzzj 


IS 17 

1 J, l / 


11 


3 


3.94 


-1 


5565 


4jUzzj 


97 98 
z /,zo 


1 
i 


24 


-1 


22.16 


5565 


4jUzzj 


98 90 

ZO,Zf 


24 


1 


29.9 


-1 


5572 


cao 1 07 
jUjIzz 


7S 9£ 

Z J,ZO 


g 


178 


-1 


23.05 


5572 


jUj Izz 


97 90 

Z / ,Z7 


12 


2 


8.09 


-1 


55 /2 


ca-j i 77 
jUj izz 


JVJ, J 1 


22 


98 


-1 


4 


5j/o 


4407 JO 


93 94 

ZJ,Z*T 


10 


26 


-1 


2.57 


j j /o 


440:00 


9 5 96 

Z J, jL\J 


17 


38 


-1 


2.32 


jj /o 


JO 


97 18 


158 


31 


5.52 


-1 


55 /o 


44oy JO 


i 97 90 


158 


27 


7.89 


-1 


55<>y 


4jjU 17 


16 17 


g 


1 


8.12 


-1 


5599 


454226 


28,29 


5 


0 


6.23 


-1 


5600 


452973 


27,28 


0 


9 


-1 


8.31 


5600 


j 452973 


28,29 


9 


2 


5.61 


-1 


5606 


| 452648 


23,24 


2 


15 


-1 


7.42 


5611 


366607 


27,28 


1 


12 


-1 


11.08 


5611 


366607 


28,29 


12 


0 


14.95 


-1 
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SEQ ID NO 


CLUSTER 


PAIR 
AB 


CLONES A 


CLONES B 


RATIO 
PLUS 


RATIO 
MINUS 


5617 


521840 


15,16 


6 


0 


6.34 


-1 


5620 


523674 


28,29 


5 


0 i 


6.23 


-1 


5624 


452775 


27,28 


1 


9 


-1 


8.31 


5634 


454460 


27,28 


0 


13 


-1 


12.01 


5634 


454460 


28,29 


13 


2 


8.1 


-1 


5662 


456001 


28,29 


10 


1 


12.46 


-1 


5665 


450914 


15,16 


0 


6 


-1 


5.68 


5666 


455855 


27,29 


8 


0 


10.79 


-1 


5688 


400258 


16,17 


6 


0 


6.09 


-1 


5688 


400258 


27,28 


7 


0 


7.58 


-1 


5697 


2544 


01,02 


23 


9 


2.36 


' -1 ! 


5697 


2544 


03,04 


13 


30 


-1 


2.37 | 


5699 


402534 


12,13 


8 


21 


-1 


2.54 


5704 


456567 


28,29 


5 


0 


6.23 


-1 


5710 


455601 


15,17 


10 


0 


10.73 


-1 


5710 


455601 


16,17 


8 


0 


8.12 


-1 


5712 


402916 


23,24 


8 


0 


8.08 


-1 


5712 


402916 


27,28 


22 


5 


4.76 


-1 


5712 


402916 


27,29 


22 


4 


7.42 


-1 


5714 


27586 


12,13 


7 


22 


-1 


3.04 


5714 


27586 


12,14 


7 


21 


-1 


2.86 


5714 


27586 


21,22 


9 


0 i 


8.85 


-1 


5714 


27586 


25,26 


17 


0 


16.41 


-1 


5714 


27586 


30,31 


24 


0 


26.69 


-1 


5732 


407711 


15,16 


0 


6 


-1 


5.68 


5733 


411113 


16,17 


0 


6 


-1 


5.91 


5742 


400426 


12,14 


22 


10 


2.31 


-1 


5752 


155374 


15,16 


6 


0 


6.34 


-1 


5752 


155374 


15,17 


6 


0 


6.44 


-1 


5752 


155374 


27,28 


27 


1 


29.24 


-1 


5752 


155374 


27,29 


27 


0 


36.42 


-1 


5753 


409612 


25,26 


6 


0 


5.79 


-1 


5759 


1054 


03,04 


49 


23 


2.08 


-1 


5759 


1054 


12,14 


54 


24 


2.36 


-1 


5759 


1054 


15,17 


64 


28 


2.45 


-1 


5759 


1054 


18,20 


3 


19 


-1 


7.41 


5759 


1054 


19,20 


5 


19 


-1 


5.08 


5759 


1054 


27,29 


64 


31 


2.79 


-1 


5759 


1054 


28,29 


69 


31 


2.77 


-1 


5759 


1054 


30,31 


27 


15 


2 


-1 


5761 


400454 


12,14 


9 


1 


9.43 


-1 


5765 


409589 


27,29 


5 


0 


6.75 


-1 


5768 


20517 


12,13 


18 


3 


6.2 


-1 


5768 


20517 


13,14 


3 


18 


-1 


5.91 


5769 


413915 


12,13 


6 


0 


6.2 


-1 


5769 


413915 


12,14 


6 


0 


6.29 


-1 


5772 


401510 


12,14 


8 


0 


8.39 


-1 


5775 


417259 


15,17 


4 


14 


-1 


3.26 
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PAIR 






RATIO 


RATIO 


SEQ ID NO 


CLUSTER 


AB 


CLONES A 


CLONES B 


PLUS 


MINUS 


5775 


417259 


16,17 


1 


14 


-1 


13.79 


5776 


20517 


12,13 


18 


3 


6.2 


-1 


5776 


20517 


13,14 


3 


18 


-1 


5.91 


5778 


402534 


12,13 


8 


21 


-1 


2.54 


5780 


419255 


15,16 


11 


0 


11.63 


-1 


5780 


419255 


15,17 


11 


1 


11.81 


-1 


5788 


402070 


27,28 


1 


9 


-1 


I 8.31 


5788 


402070 


28,29 


9 


0 


11.21 


-1 


5789 


402070 


27,28 


1 


9 


-1 


8.31 


5789 


402070 


28,29 


9 


0 


1L21 


-1 


5792 


402353 


12,13 


13 


4 


3.36 . 


-1 


5794 


163970 


18,20 


12 


25 


-1 


2.44 


5794 


163970 


19,20 


7 


25 


-1 


4.77 


5794 


163970 


27,28 


7 


39 


-1 


5.15 


5794 


163970 


28,29 


39 


7 


6.94 


-1 


5794 


163970 


30,31 


29 


6 


5.38 


-1 


5801 


268336 


15,16 


8 


1 


8.46 


-1 


5807 


20517 


12,13 


18 


3 


6.2 


-1 


5807 


20517 


13,14 


3 


18 


-1 


5.91 


5822 


420686 


16,17 


0 


8 


-1 


7.88 


5823 


447579 


23,24 


3 


13 


-1 


4.29 


| 5823 


447579 


28,29 


7 


0 


8.72 


-1 


5825 


463824 


15,16 


6 


0 


6.34 


-1 


5825 


463824 


15,17 


6 


0 


6.44 | 


-1 


5825 


463824 


27,28 


0 


8 


-1 


7.39 


5825 


463824 


28,29 


8 


0 


9.97 


-1 


5827 


388688 


27,29 


8 


2 


5.4 


-1 


5827 


388688 


28,29 


17 


2 


10.59 


-1 


5840 


446964 


15,17 


1 


12 


-1 


11.18 


5860 


403949 


12,13 


11 


1 


11.36 


-1 


5862 


235874 


12,13 


62 


239 


-1 


3.73 


5862 


235874 


.12,14 


62 


317 


-1 


4.88 


5862 


235874 


25,26 


102 


21 


4.69 | 


-1 


5862 


235874 


27,28 


73 


16 


4.94 1 


-1 


5862 


235874 


28,29 


16 


70 


-1 


3.51 


5862 


235874 


30,31 


119 


9 


14.71 


-1 


5876 


644342 


27,29 


6 ! 


0 


8.09 


-1 


5897 


644342 


27,29 


6 


0 


8.09 


-1 


5898 


419479 


23,24 


2 


11 


-1 


5.44 


5906 


451508 


30,31 


7 


0 


7.79 


-1 


5924 


218416 


16,17 


0 


6 


-1 


5.91 


5933 


463824 


15,16 


6 


0 


6.34 


-1 


5933 


463824 


15,17 


6 


0 


6.44 


-1 


5933 


463824 


27,28 


0 


8 


-1 


7.39 


5933 


463824 


28,29 


8 


0 


9.97 


-1 


5934 


389377 


27,28 


7 


0 


7.58 


-1 


5934 


389377 


30,31 


10 


1 


11.12 


-1 


5943 


18786 


15,17 


6 


0 


6.44 


-1 
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SEQ ID NO 


f^f t TOT TJ 11 

CLUSTER 


PAIR 
Ad 


(~^\ f~YMT7C A 




T» A Tr/^ 
KA11U 

PT TTQ 


T> A TTH 

KA1 1U 
1V111N U o 


5943 


18786 


1A "2 1 


O 


A 

u 


O.O / 


- 


5944 


447494 


15,16 | 


ZO 


Q 

o 


1 AA 
J. 44 


~~ 


5966 


1454 


03,04 


Jo 


1 A 
14 


Z.OD 


- 


5966 


1454 


12,1 J 


J / 


1 c 
13 


Z..JJ 




5966 


1454 


13,14 




J J 


i 

-1 


Z.J 


5966 


1454 


25,2b 


1 O 
lz 




J .OO 




5966 


1454 


ir\ 1 1 
30,31 


/ 


zz 


1 

-1 


Z.O .? 


5969 


15296 


27,28 


O 


r\ 
U 


A 5 


^ 


5979 


446673 


16,17 


Q 
O 


i 
1 


fill 
o. 1Z 


- 


5991 


446341 


28,29 


o 


u 


H A9. 




6002 


379335 


15,16 


1 1 

1 1 


u 


1 1 

1 l.OJ 


~i 


6002 


379335 


15,17 


11 


U 


1 1 Q1 

1 l.ol 


1 


OUU J 


zzoo / _) 


27,29 


20 


o 


26.98 


— ^ — 


6003 


228873 


28,29 


14 


0 


17.44 




6004 


446663 


15,17 


14 


32 


-1 


2.13 


6004 


446663 


! 16,17 


6 


32 


-1 


5.25 


6004 


t 446663 


18,20 


1 


8 


-1 


9.36 


6004 


446663 


19,20 


0 


8 


-1 


10.7 
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Comment 


invasive 
adenocarcinom 
a, moderately 
differentiated; 
focal perineural 
invasion is seen 


Hyperplastic 
polyp in 
appendix. 


Perineural 
invasion; donut 
anastomosis 
Neg. One 
tubulovillous 
and one tubular 
adenoma with 
no high grade 
dysplasia. 


patient history 
of metastatic 
melanoma 




Dist 
Met 


MX 


MO 


MO 


MO 


MO 


Dist Met 
& Loc 


Neg 

i 


Neg 


Neg 


Neg 


Neg 


Reg 
Lymph 
Grade 


z. 


NO 


NO 


NO 


Nl 


Lymph 
Met 
Incid 


oo 
ro 


0/12 


0/34 


0/19 




Lymph 
Met 


Pos 


Neg 


Neg 


Neg 


Pos 


Local Invasion 


Extending into 
subserosal adipose 
tissue 


Invasion through 
muscularis 
propria, subserosal 
involvement; 
ileocec, valve 
involvement 


Invasion of 
muscularis propria 
into serosa, 
involving 
submucosa of 
urinary bladder 


Invasion through 
the muscularis 
propria into 
suserosal adipose 
tissue. Ileocecal 
junction. 


Invasion of 
muscularis propria 
into percolonic fat 


Histo 
Grade 


G2 


CO 

o 


ZO 


G2 


G2 


Grade 


p 


T3 


T4 


T3 


T3 


Size 


o 


o 

ON 






o 


i 


Loc 


Ascending 
colon 


Cecum 


Sigmoid 


Cecum 


Transverse 
colon 


Grp 


s 


>— t 


a 


a 


III 


"i a 

a. 1-1 




r- 


o 




r- 


PtID 








*o 


oo 

CM 
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Comment 




Small separate 
tubular 
adenoma (0.4 
cm) 


Perineural 

invasion 

identified 

adjacent to 

metastatic 

adenocarcinom 

a. 


Separate 
tubolovillous 
and tubular 
adenomas 


Dist 
Met 

vjlaUC 




o 






Dist Met 
&Loc 




60 


Pos- 
Liver 


60 

sS 


Reg 
1 Lymph 
Grade 




o 
Z 


Z 


i—i 

Z 


Lymph 

Met 
i Incid 


10/24 

1 


On 
O 


i— -< 
r- 


CO 
1 — ( 

?3 


Lymph 
Met 


O 
(X. 


DO 


on 
O 
Oh 


to 

o 

Oh 


Local Invasion 


through wall and 
into surrounding 
adipose tissue 


Invasion through 
muscularis propria 
into non- 
peritonealized 
pericolic tissue; 
gross 

configuration is 
annular. 


Invasion of 
muscularis propria 
into pericolonic 
adipose tissue, but 
not through serosa. 
Arising from 
tubular adenoma. 


Invasion through 
mucsuiaris propria 
into 

subserosa/pericolic 
adipose, no serosal 
involvement. 
Gross 

configuration 
annular. 


Histo 
Grade 




© 


O 


O 


Grade 


CO 

H 


CO 

H 


m 
H 


CO 

H 


3 


«n 


o 


»n 
»o 


oo 
co 


Anatom 
Loc 


Splenic 
flexure 


Rectum 


Cecum 


Hepatic 
flexure 


& 
O 




»— < 


& 


s 


H 9 


On 


cs 
»o 
»— i 


o 

l-H 


wo 


PtID 


O 
cn 


m 
m 
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o 

M 

CD PU 

Ira 



i 
i 



2 "co 

■a* 



CO 

fop S 13 

8 sSli 

a s g § .-s 



o 

s 



O 



o 



8* 



GO 

2 



CD 
2 



on CD 



CD . ^ 

* a "8 



00 

2 



CD 
2 



toQ & 
S £ £ 



o 
2 



2 



CX, +-» 

MS 



o 
o 



O 



O 



O 
Oh 



SO 

2 



00 

as 



toO 

2 



CO 

O 
Oh 



ft 

en p—f 
g S > g 

CO o > Q> 

I | .9 M 



T3 

O .* 



c3 

I - i 

2 CO 
CO o 00 

Mo 



"3 



2? 8 
o cu 

^3 co 
co C 

£ I 3 



1 

•a " 

O if . 

O 2 

cj O CO 

c ^ 8 

Oh C3 CO 



li 



CD 

Is 

■2 j? .g *a 
o g g o 

to co CD 

§ &S£ 



CD 

CO 

O 
& 

11 

-2 o - 

3 8 a 

H CD CO 



O 

53 o 



2. 

go 



o 



o 



o 



1 



p 



00 



oo 



as 



IT) 



H 



o 



Oh ~ 



Q 

-»— » 

Oh 



CM 



OO 

cm 
cm 



top 



CD £ 

< o 



m 
oo 
cm 



cm 



CO 

i J 

H 8 



oo 
cm 



cm 



oo 

CM 



oo 

CM 



ON 
CM 



oo 

CM 
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no 



Comment 


Tubulovillous 
adenoma (2.0 
cm) with no 
high grade 
dysplasia. Neg. 
liver biopsy. 


1 hyperplastic 
polyp identified 






Two mucosal 
polyps 


Tumor arising 
at prior 
ileocolic 
surgical 
anastomosis. 


Dist 

, Met 

VJlauC 


o 


I 


MX 


o 

2 


o 




Dist Met 
& Loc 


Neg 


Neg 


Neg 


Neg 


Neg 


Pos- 
Liver 


Reg 
Lymph 
Grade 


2 


o 
Z 


§ 


o 

z ! 


z 


2 


Lymph 
Met 
Incid 


2/12 


O 


o 


o 




VO 


Lymph 
Met 


o 


Neg 


Neg 


Neg 


s 

PL, 


c« 
O 
Oh 


Local Invasion 


Invasion through 
muscularis propria 
and invades 
pericolic adipose 
tissue. Ileocecal 
junction. 


^ Extends into 
perirectal fat but 
does not reach 
serosa 


Invasion through 
muscularis propria 
to involve 
pericolonic fat. 
Arising from 
villous adenoma. 


Through colon 
wall into 

subserosal adipose 
tissue. No serosal 
spread seen. 


Invasion thru 
muscularis propria 
to pericolonic fat 


Invasion through 
muscularis propria 
into subserosal 
adipose tissue, not 
serosa. 


Histo 
Grade 


B 


O 


O 


CN 

O 


CN 

O 


O 


Grade 


P 


co 
H 


CO 

H 


co 
H 


co 
H 


CO 

H 


Size 






£ 5 S 
° .S v> 


in 

no 


CO 


CN 


Anatom 
Loc 


Cecum 


j Rectosigm 
oid 


Ascending 
colon 


Sigmoid 


Ascending 1 
colon 


Ascending 
colon 


Grp 


»— t 
a 


>— t 

t— t 


(— ^ 


I— i 


s 


> 


Oh W 


CO 


oo 
in 
co 


o 

NO 
CO 


«o 

co 


cs 


^t- 


Pt ID 


vo 

ON 

CN 


ON 

co 
co 


co 


NO 

co 


o 

NO 

CO 


CN 
Os 
CO 
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o .S 
E 



- -a 



O 

2 



O 

2 



4> o 



8> 
Z 



8.S 



co g 
Oh J 



S S £ 



o 
Z 



o 
Z 



Ml 



o 



ft +-> 

1* 



I 



o 

Oh 



o 
a* 



I 

3 



O u 

s a 
a 



N 



1 o 

%3 



6* 
o 



a, M 

a 

S 



C 

1/3 ft 

w p 

ft 

if i I 
5111 



a 



o 
a. 

5 § 

s -° 

S3 

x> co 



5 s 



o 



CO 

o 



■S g>| 

la I 



5 .° 

Oh O 

O O 
ft 

co ft 

co O 



co 5r 

2 | 
« g 

CO o 

# Is 

co 



CO -r-> 

£5 cS 



p 



o 



8 



m 

ON 



m 
H 



oo 



8 



5 



O 



C 



*0 



qj h (h (u 
ft a ft ft 



o 



H 



GO 



*0 

o 



-a 
o 



00 



ON 



r— I 
*0 



670 



Comment 


Omentum with 
fibrosis and fat 
necrosis. Small 
bowel with 
acute and 
chronic 
serositis, focal 
abscess and 
adhesions. 




Appendix 
dilated and 
fibrotic, but not 
involved by 
tumor 


Dist 
Met 

vJXauC 


MO 


Ml 


MO 


Dist Met 
&Loc 


Neg 


Pos- 
Liver 


Neg 


Reg 
Lymph 
Grade 


NO 


N2 


NO 


Lymph 
Met 
Incid 


oo 


6/12 1 


0/58 


Lymph 
Met 


Neg 


Pos 


Neg 


Local Invasion 


Invasion through 
the muscularis 
propria involving 
pericolic fat. 
Serosa free of 
tumor. 


Invasion through 
muscularis propria 
extensively 
through 

submucosal and 
extending to 


Invasion through 
the bowel wall, 
into suberosal 
adipose. Serosal 
surface free of 
tumor. 


Histo 
Grade 


G3 


G2 


G2 


Grade 


m 
H 


T3 


T3 


Size 






11.5 


Anatom 
Loc 


Ascending 
colon 


Ascending 
colon 


Cecum 


Grp 






1— H 






vo 
«o 


VO 


PtID 


ro 




t> 
r-. 
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Comment 


moderately 

diflferentiated 

adenocarcinom 

a with ; 

mucinous 

diferentiation 

(% not stated), 

tubular 

adenoma and 

hyperplstic 

polyps present, 


invasive poorly 
differentiated 
adenosquamous 
carcinoma 


moderately 

differentiated 

invasive 

adenocarcinom 

a 


Peritumoral 
lymphocytic 
response; 5 LN 
examined in 
pericolic fat, no 
metastatases 
observed. 


Three fimgating 

lesions 

examined. 


Dist 
Met 

VJi aut 


s 


<— * 

s 




s 


s . 


Dist Met 
& Loc 


00 | 

CD 

Z 


Pos- 
Liver 


Pos- 
Liver 


00 

<D 

Z 


Pos- 
Liver 


Reg 
Lymph 
Grade 


O 
Z 


§ 


o 
Z 


o 

z 


CM 

Z 


Lymph 
Met 
Incid 


CM 

cn 
o 


5/17 


0/12 




5/10 


Lymph 
Met 


OQ 


CO 


00 


00 




Local Invasion 


extending through 
bowel wall into 
serosal fat 


through 

muscularis propria 
into pericolic soft 
tissues 


through 

muscularis propria 
into pericolic fat, 
but not at serosal 
surface 


Invasion of 
muscularis propria 
into soft tissue 


Extending through 
muscularis propria 
into pericolonic fat 


Histo 
Grade 


8 


CO 

o 


s 


G2-G3 


G2-G3 


Grade 


P 


CO 

H 


p 


CO 

H 


CO 

H 


N 
£! 


o 

rj-' 


CO 




»r> 


p 


Anatom 
Loc 


c 

<u 

U 




Ascending 
colon 


Descendin 
g colon 


Rectosigm 
oid 


Cecum 


s 


M 






M 




f e 


C- 


CO 

o 

00 


o 
oo 


v© 

o 
oo 


oo 
o 
oo 


PtID 


<T> 
ON 

VO 


tJ- 
oo 
r- 


VO 

0© 

r- 


oo 


On 
OO 
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vo 



Comment 




poorly 

differentiated 

invasive 

colonic 

adenocarcinom 
a 


well to 
moderately 
differentiated 
adenocarcinom 
as; this patient 
has tumors of 
the ascending 
colon and the 
sigmoid colon 


moderately 
differentiated 
adenocarcinom 
a 




Perineural 

invasion 

present. 


Dist 
Met 




s 








2 


Dist Met 
&Loc 


Pos- 
Liver 


Pos- 
Liver 


Pos- 
Liver 


Pos- 
Liver 


Pos- 

Liver 


Pos- 
Liver 


Reg 
Lymph 
Grade 


s 


Z 


§ 




s 


CN 


Lymph 
Met 
Incid 




13/25 


i— 1 

cn 




11/15 




Lymph 
Met 


s 

PL, 


CO 

o 
a. 


CO 

O 
P-t 


GO 
O 

Qui 


CO 


CO 

O 
P-t 


Local Invasion 


Invading through 
muscularis propria 
into perirectal fat 


Through the 
muscularis propria 
into pericolic fat 


Into muscularis 
propria 


Through 

muscularis propria 
int subserosal 
tissue 


Through 

muscularis propria 
into subserosa. 


Invasion through 
muscularis propria 
into perirectal soft 
tissue 


Histo 
Grade 


G1-G2 


m 


3 . 


CN 

O 


B 


CN 

O 


Grade 


P 


cn 
H 




cn 
H 


P 


cn 
H 


CD 
N 

c/5 


oo 
vd 


oo 


o 

CN 


oo 




CN 


Anatom 
Loc 


Rectum 


Ascending 
colon 


Ascending 
colon 


Cecum 


Ascending 
colon 


Rectum 






& 




PS 






|a 


On 
O 
OO 


o 
oo 


oo 
o 

o\ 


ON 

o 

On 


o 

On 


On 


PtID 


o 

ON 


ON 


oo 
oo 

OO 


On 
OO 

oo 


O 

ON 
OO 


On 
OO 
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Comment 


Perineural 

invasion 

present, 

extensive. 

Patient with a 

historv of colon 

cancer. 


Perineural 
invasion focally 
present. 
Omentum 
mass, but 
resection with 
no tumor 
identified. 


Primary 
adenocarcinom 
a arising from 
tubulovillous 
adenoma. 


Dist 
Met 

firra Hp 


3 


S 




Dist Met 
& Loc 


Pos- 
Liver, 

left and 
right 
lobe, 

omeritu 
m 


Pos- 
Liver 


Pos- 
Liver 


Reg 
Lymph 
Grade 






s 


Lymph 
Met 
Incid 


1/28 


14/17 




Lymph 
Met 


CO 

O 
Oh 


CO 

O 
Oh 


8 

a. 


Local Invasion 


Invasion into 
pericolic sort 
tissue. Tumor 
focally invading 
skeletal muscle 
attached to colon. 


Through 

muscularis propria 
into pericolic fat 


Invasion through 
colon wall and 
focally involving 
subserosal tissue. 


Histo 
Grade 


O 


G2-G3 


O 


Grade 


CO 

H 


m 
H 


m 
H 


Size 


p 
in 


o 


o 

vb 


Anatom 
Loc 


Sigmoid 


Transverse 
colon 


Sigmoid 


Grp 




& 






On 


m 
i— < 

ON 


1009 


PtID 


<N 

ON 
OO 


m 

ON 
OO 


ON 
OO 

On 
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Table 8 



SEQ ID NO 


SpotID 


T/N Colon >2x 


T/N Colon <halfic 


T/N Colon Num Ratios 


6 


43971 


0.0 


75.0 


8.0 


31 


40453 


0.0 


42.9 


7.0 


40 


40457 


0.0 


71.4 


7.0 


44 


46308 


0.0 


50.0 


8.0 


50 


45610 


0.0 


62.5 


8.0 


70 


42816 


0.0 


50.0 


8.0 


72 


44673 


0.0 


50.0 


8.0 


74 


42422 


0.0 


37.5 


8.0 


77 


43983 


0.0 


37.5 


8.0 


81 


44679 


0.0 


50.0 


8.0 


84 


42418 


0.0 


37.5 


8.0 


133 


39755 


0.0 


42.9 


7.0 


139 


44916 


0.0 


50.0 


8.0 


147 


45618 


0.0 


37.5 


8.0 


149 


44926 


0.0 


50.0 


8.0 


152 


44216 


0.0 


37.5 


8.0 


153 


38367 


0.0 


42.9 


7.0 


158 


38357 


0.0 


57.1 


7.0 


161 


41869 


0.0 


42.9 


7.0 


162 i 


43508 


0.0 


37.5 


8.0 


164 


38365 


^~ 0.0 


57.1 


7.0 


166 


39069 


0.0 


42.9 


7.0 


171 


39061 


0.0 


57.1 


7.0 


180 


39767 


0.0 


42.9 


7.0 


184 


43881 


0.0 


37.5 


8.0 


186 i 


43873 


0.0 


37.5 


8.0 


195 


39769 


0.0 


57.1 


7.0 


196 


39775 


0.0 


57.1 


7.0 


197 


46330 


0.0 


37.5 


8.0 


198 


42471 


0.0 


37.5 


8.0 


200 


41173 


0.0 


42.9 


7.0 


202 


42479 


0.0 


50.0 


8.0 


216 


39621 


o;o 


42.9 


7.0 


217 


46007 


0.0 


50.0 


8.0 


218 


46015 


0.0 


62.5 


O f\ 

8.0 


225 


45301 


0.0 


37,5 


8.0 


228 




u.u 


37 ^ 

O / . J 


o.U 


250 


41033 


0.0 


57.1 


7.0 


260 


41035 


0.0 


57.1 


7.0 


268 


41027 


0.0 


42.9 


7.0 


274 


41737 


0.0 


42.9 


7.0 


301 


39647 


0.0 


42.9 


7.0 


307 


38943 


0.0 


42.9 


7.0 
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Table 8 



SEQ ID NO 


SpotID 


T/N Colon >2x 


T/N Colon <halfx 


T/N Colon Num Ratios 


309 


38939 


0.0 


42.9 


7.0 


315 


44939 


0.0 


37.5 


8.0 


324 


42827 


0.0 


37.5 


8.0 


326 ! 


38231 


0.0 


42.9 


7.0 


334 


42819 


0.0 


37.5 


8.0 


352 


43521 


0.0 


62.5 


8.0 


358 


45633 


0.0 


ca r\ 

50.0 


8.0 


364 


44931 


rv r\ 

0.0 


c r\ r\ 

50.0 


o rv 

8.0 


365 


45635 


0.0 


50.0 


o rv 

8.0 


366 


46345 


0.0 


37.5 


o rv 

8.0 


390 


44947 


r\ rv 

0.0 


crv rv 

50.0 


o rv 

8.0 


391 


44247 


rv g\ 

0.0 


50.0 


o rv 

8.0 


403 


43501 


rv a 

0.0 


37.5 


o rv 

8.0 


406 


43489 


rx r* 

0.0 


crv rv 

30.0 


o rv 

8.0 


407 


44951 


rv rv 

0.0 


37.5 


o rv 

8.0 


413 


41755 


rv r\ 

0.0 


42.9 


7.0 


420 


43541 


0.0 


37.5 


8.0 


424 | 


44953 


0.0 


50.0 


8.0 


426 : 


46365 


0.0 


62.5 


8.0 


432 


44909 


0.0 


50.0 


8.0 


435 


38210 


0.0 


42.9 


7.0 


443 


38928 


0.0 


42.9 


7.0 


444 


44911 


0.0 


50.0 


8.0 


446 


46361 


0.0 


50.0 


8.0 


450 


39632 


0.0 


42.9 


7.0 


452 


39620 


0.0 


42.9 


7.0 


455 


46363 


0.0 


62.5 


8.0 


458 


41736 


0.0 


57.1 


7.0 


464 


38944 


0.0 


42.9 


7.0 


467 


45605 


0.0 


62.5 


o rv 

8.0 


468 


45609 


rv rv 

0.0 . 


1 rvrv rv 

100.0 


o rv 

8.0 


471 


38228 


f\ r\ 

0.0 


57.1 


i rv 

7.0 


472 


41740 


rv r\ 

0.0 


A ^ r\ 

42.9 


t rt 

7.0 


476 


41032 


0.0 


/i rv 

42.9 


^7 rv 

7.0 


480 


39638 


rv r\ 

0.0 


57.1 




482 


41760 


rv rv 

0.0 


4z.y 


/.0 




*tl / 


n n 

v.U 


71 4 


7 0 


496 


39980 


0.0 


57.1 


7.0 


497 


46315 


0.0 


37.5 


8.0 


507 


40674 


0.0 


42.9 


7.0 


509 


38566 


0.0 


57.1 


7.0 


519 


38590 


0.0 


42.9 


7.0 


539 


42813 


0.0 


37.5 


8.0 
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Tabl 


e8 


SEQ ID NO 


SpotID 


T/N Colon >2x 


T/N Colon <halfx 


T/N Colon Num Ratios 


554 


43515 


0.0 


50.0 


8.0 


558 


41400 


0.0 


42.9 


7.0 


560 


40702 


0.0 


42.9 


7.0 


563 


40000 


0.0 


42.9 


7.0 ; 


573 


38185 


0.0 


42.9 


7.0 


582 


39587 


u 00 


42.9 


7.0 


587 


44925 


0.0 


50.0 


8.0 


592 


39597 


0.0 


57.1 


7.0 


593 


39593 


0.0 


42.9 


7.0 


603 


38893 


0.0 


42.9 


7.0 


606 


42842 


0.0 


62.5 


8.0 


607 


43540 


0.0 


50.0 


8.0 


611 


42840 


0.0 


50.0 


8.0 


614 


43548 


0.0 


37.5 


8.0 


617 


43538 


0.0 


50.0 


8.0 


618 " 


46340 


0.0 


37.5 


8.0 


644 


39586 


0.0 


42.9 | 


7.0 


651 


45656 


0.0 


37.5 


8.0 


654 


44254 


0.0 


50.0 


8.0 


655 


45652 


0.0 


37.5 


8.0 


666 


46285 


0.0 


37.5 


8.0 


667 


40290 


0.0 


42.9 


7.0 


668 


40304 


0.0 


42.9 


7.0 


680 


39592 


0.0 


42.9 


7.0 


682 


44950 


0.0 


37.5 


8.0 


691 


45571 


0.0 


37.5 


8.0 


702 


45654 


0.0 


37.5 


8.0 


703 


45660 


0.0 


37.5 


8.0 


705 


40292 


0.0 


42.9 


7.0 


711 


40294 


0.0 


42.9 


7.0 


722 


46364 


0.0 


37.5 


8.0 


724 


38892 


0.0 


42.9 


7.0 


733 


40998 


0.0 


57.1 


7.0 


736 


40996 


0.0 


57.1 


7.0 


738 


41712 


0.0 


42.9 


7.0 


757 


38196 


0.0 


42.9 


7.0 


773 


44881 


0.0 


37.5 


8.0 


776 


| 39610 


0.0 


42.9 


7.0 


790 


41016 


0.0 


42.9 


7.0 


793 


39942 


0.0 


42.9 


7.0 


795 


41718 


0.0 


42.9 • 


7.0 


798 


39938 


0.0 


42.9 


7.0 


801 


1 46289 


1 0.0 


37.5 


8.0 
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Table 8 



SEQ ID NO 


SpotID 


T/N Colon >2x 


T/N Colon <halfx 


T/N Colon Num Ratios 


804 


41024 


0.0 


42.9 


7.0 


807 


38536 


0.0 


71.4 


7.0 


810 


39948 


0.0 


42.9 


7.0 


816 


39236 


0.0 


71.4 


7.0 


818 


38540 


0.0 


42.9 


7.0 


820 


41720 


0.0 


42.9 


7.0 


821 


41728 


0.0 ! 


42.9 


7.0 


831 


46293 


0.0 


37.5 


8.0 


843 


41358 


0.0 


71.4 


7.0 


846 


39954 


0.0 


57.1 


7.0 


850 


41360 


0.0 


42.9 


7.0 


864 


38550 


0.0 


42.9 


7.0 


866 


38409 


0.0 


31.7 


41.0 


868 


40652 


0.0 


42.9 


7.0 


881 


42070 


0.0 


57.1 


7.0 


883 


42072 


0.0 


57.1 


7.0 


884 


42074 


0.0 


42.9 


7.0 


886 


40658 


0.0 


42.9 


7.0 


889 


41372 


0.0 


42.9 


7.0 


895 


40670 


0.0 


42.9 


7.0 


905 


38147 


0.0 


42.9 


7.0 


915 


39563 


0.0 


42.9 


7.0 


916 


38863 


0.0 


42.9 


7.0 


918 


38859 


0.0 


42.9 


7.0 


937 


40346 


0.0 


42.9 


7.0 


941 


41046 


0.0 


42.9 


7.0 


945 


45605 


oo ; 


62.5 


8.0 


946 


40326 


0.0 


71.4 


7.0 


948 


40328 


0.0 


42.9 


7.0 


950 


41032 


0.0 


42.9 


7.0 


955 


40342 


0.0 


42.9 


7.0 


960 


41742 


0.0 


42.9 


7.0 


962 


41056 


0.0 


42.9 


7.0 


972 


43215 


0.0 


50.0 


8.0 


974 


43203 


0.0 


37.5 


8.0 


975 


42497 


0.0 


37.5 


8.0 


981 


42505 


0.0 


62.5 


8.0 


984 


43209 


0.0 


50.0 


8.0 


985 


38431 


0.0 


57.1 


7.0 


986 


24379 


0.0 


36.6 


41.0 


989 


43909 


0.0 


100.0 


8.0 


991 


41667 


0.0 


42.9 


7.0 


992 


40985 


0.0 


42.9 


7.0 
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SEQ ID NO 


SpotID 


T/N Colon >2x 


T/N Colon <halfx 


T/N Colon Num Ratios 


996 


38873 


0.0 


42.9 


7.0 


998 


38875 


0.0 


42.9 


7.0 


999 


40977 


0.0 


42.9 


7.0 


1001 


38169 


0.0 


42.9 


7.0 


1005 


40987 


0.0 


42.9 


7.0 


1006 


40261 


0.0 


42.9 


7.0 


1010 


39809 


0.0 


42.9 


7.0 


1015 


40973 


0.0 


42.9 


7.0 


1016 


39579 


0.0 


42.9 


7.0 


1018 


40965 


0.0 


42.9 


7.0 


1024 


40263 


0.0 


42.9 


7.0 


1026 


39811 


0.0 


57.1 


7.0 


1028 


40513 


0.0 


57.1 


7.0 


1031 


39821 


0.0 


42.9 


7.0 


1032 


38871 


0.0 


42.9 


7.0 


1038 


38175 


0.0 


42.9 


7.0 


1053 


40267 


0.0 


42.9 


7.0 


1054 


40273 


0.0 


42.9 


7.0 


1057 


40525 


0.0 


42.9 


7.0 


1064 


41685 


0.0 


42.9 


7.0 


1066 


40991 


0.0 


42.9 


7.0 


1067 


41217 


0.0 


71.4 


7.0 


1072 


39907 


0.0 


57.1 


7.0 


1076 


41221 


0.0 


42.9 


7.0 


1085 


42027 


0.0 


42.9 


7.0 


1106 


41227 


0.0 


42.9 


7.0 


1112 


41923 


0.0 


71.4 


7.0 


1114 


41223 


0.0 


42.9 


7.0 


1124 


38503 


0.0 


42.9 


7.0 


1130 


41933 


0.0 


42.9 


7.0 


1132 


40623 


0.0 


42.9 


7.0 


1135 


38527 


0.0 


42.9 


7.0 


1138 


39905 


0.0 


42.9 


7.0 


1141 


40613 


0.0 


42.9 


7.0 


1142 


40615 


0.0 


42.9 


7.0 


1146 


39925 


0.0 


42.9 


7.0 


1 1 A 1 

1 14 / 


A 1 111 


ft ft 




7 0 


1152 


40627 


0.0 


42.9 


7.0 


1153 


41339 


0.0 


42.9 


7.0 


1157 


39933 


0.0 


42.9 


7.0 


1159 


40629 


0.0 


42.9 


7.0 


1166 


42045 


0.0 


42.9 


7.0 


1167 


39921 


0.0 


42.9 


7.0 
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cyrLKl LU JNU 


bpOtlD 


l /jn colon >zx 


l /IN Colon <nalix 


1 /N Colon Num Ratios 


I 1 "7 A 

II /U 


4Uoo / 


a a 
U.U 


/ 1.4 


1 A 

7.0 


1 1Q1 

1 181 


/i ia*j c. 


A A 

U.U 


A 1 A 

4z.y 


1 A 

7.0 


1 loo 


yllQI 1 

4iV31 


a a 
U.U 




O A 

8.0 


i i on 
1 loy 


A /CAOO 

4oU2V 


A A 

U.U 




O A 

8.0 


i i m 

i iy3 


4zjz3 


A A 

U.U 


f 11 c 

3 /.3 


O A 

8.0 


t i on 

i iyy 


iaqia 

3y8zv 


A A 

U.U 


/< 1 A 

4z.V 


1 A 

7.0 


1 i ai 
1ZU3 


/1 1 All 


A A 
U.U 


iCI c 

62.5 


O A 

8,0 


IzUo 


A 111 A 

43zzy 


A A 
U.U 


CA A 

5U.U 


O A 

8.0 


1 TAO 

12U8 


/i /i tin 

44ozy 


A A 
U.U 


in c 

3 /.J 


O A 

8.0 


i Tin 
122U 


yi 11 i o 

43219 


A A 
U.U 


CA A 

jU.U 


O A 

8.0 


i ill 
1222 


i aqi e 

39835 


• A A 
U.U 


1 AA A 
100.0 


1 A 

7.0 


1231 


40529 


A A 
U.U 


i An a 

100.0 


1 A 

7.0 


i n a 

1234 


A 1 AI 1 

43921 


0.0 


11C 

37.5 


O a 

8.0 


1 'l 1 o 

1238 


a ci i a 

45319 


0.0 


ca a 

50.0 


O A 

8.0 


1241 ! 


/I CI 1 1 

45313 


A r\ 

0.0 


11C 

37.5 


O A 

8.0 


1245 


44627 


A A 

0.0 


11 c 

37.5 


O A 

8.0 


1246 


44631 


0.0 


11C 

37.5 


8.0 


1250 


40531 


0.0 


A 1 A 

42.9 


7.0 


1 1 C C 

1255 


/I /TA1 C 

46035 


0.0 


^1 c 

62.5 


O A 

8.0 


1270 


41233 


0.0 


O C 1 

85.7 


1 A 

7.0 


1 11 vl 

1274 


a An i 

40537 


a a 

0.0 


A 1 A 

42.9 


1 A 

7.0 


1280 


44637 


a a 

0.0 


11C 

37.5 


© A 

8.0 


1281 


45335 


A A 

0.0 


11C- 

37.5 


O A 

8.0 


1290 


40535 


A r\ 

0.0 


CI 1 

57.1 


1 A 

7.0 


1292 


41241 


A A 

0.0 


/II A 

42.9 


7.0 


1293 


41943 


0.0 


/II A 

42.9 


1 A 

7.0 


1311 


41947 


A A 

0.0 


/l 1 A 

42.9 


1 A 

7.0 


1 1 o o 

1382 


1 Ol/f c 

38765 


A r\ 

0.0 


CI 1 

57.1 


1 A 

7.0 


i iai 

1392 


39467 


A A 

0.0 


CI 1 

J /. I 


1 A 

7.0 


1398 


/1 1 O ^ 1 

42861 


A A 
0.0 


£1 c 

62.5 


O A 

8.0 


1 "> A A 

1399 


43559 


A A 
0.0 


in c 

37.5 


o a 

8.0 


1401 


1 O 1 A £ 

38146 


A A 
U.U 


3 /.-> 


O A 

8.0 


1402 


A 1 C CI 

43553 


A A 
U.O 


"21 c 

37.5 


O A 

8.0 


1408 


/■1CCC 


A A 

U.U 


AI Q 


1 A 

Li) 


1412 


i A/i ^i 

39463 


A A 
U.U 


T\ A 
/ 1.4 


1 A 

7.0 


' 1 A 1 1 

1413 


A "3 C CI 


A A 
U.U 


AI A 

4z.y 


1 A 

7.0 


141 j 


zim 7*. 

4-U1 / J 


n n 

U.U 


d9 Q 

H-z.y 


7 A 
/ .u 


1418 


40167 


0.0 


42.9 


7.0 


1422 


40260 


0.0 


37.5 


8.0 


1429 


44965 


0.0 


37.5 


8.0 


1430 


44969 


0.0 


42.9 


7.0 


1432 


44967 


0.0 


42.9 


7.0 


1442 


40165 


0.0 


42.9 


7.0 
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<%FO TD NO 


SnotlD 


T/N Colon >2x 


T/N Colon <halfit 


1 / IX V^UlUIl 1> UIIl xvixllUo 


1446 


44265 


0.0 


42 9 


7 0 


1448 


181 6? 

JOl UZ. 


0 0 


17 S 


8 0 


14S0 


41678 


o o 


17 S 


X 0 


1 4S7 


40Q74 


0 0 


17 S 


8 0 




41 674 


0 0 
yj. w 


17 ^ 






4617Q 


o o 


17 5 


8 0 


1 461 

14UJ 


41 670 


0 0 


17 5 


8 0 

O . \J 




47871 


0 0 


Ju.v 


X 0 


147? 


1817? 
JOl / ^ 


0 0 


17 5 


% 0 


1 did 
IH ft* 


44771 


0 0 


SO 0 


8 0 

o. w 






n o 




8 0 

O .V/ 




<41S£Q 

*f JJ07 




17 S 


8 0 

O.U 




1887? 


0 0 


SO 0 


8 0 


1 A86 


41577 


0 0 


50 0 


8 0 


1 4Q? 


1Q576 


0 0 


57 1 


1 0 




44Q77 


0 0 


50 0 


8 0 

O.vl 


i soi 


iqs80 


0 0 


67 5 


8 0 


1 ^07 
1JUZ 




0 0 


17 5 


8 0 


i sni 


4408 5 


0 0 


50.0 


8.0 


1 S04 


45681 


0 0 


75 0 


8 0 


1 ^07 
13U / 


10^78 




57 1 


7 0 


IjUo 




o n 


50 0 


8 0 

O. V 


13 1U 


^Q^Rzl 




4? Q 


7 0 

/ .V/ 


1^1? 
13 iz 






17 5 


8 0 




*tOJ VI 


n o 


17 5 


8 0 


1 ^ 1 A 

13 ID 


d\ 6519 




47 Q 


1 0 


1 

13ZO 




o n 


4? 0 


7 0 




AA61 9 
'ftO IZ 


n n 

\J.yJ 


17 5 


8 0 


1 ^19 


zlzl£99 


o n 


17 5 


8 0 

O. \J 


1 j4o 




n n 

u.u 


S7 1 


7 0 


130U 


'fZZo 1 


n n 

u.u 


4? 0 


7 0 








17 5 


8 0 


1 

IDO^t 


1QJ.7Q 


0 0 


47 9 


1 0 


1 SAO 


47787 
*+zzo / 


0 0 


42.9 


7.0 


1 S£1 

1JO 1 


4S1 14 


0 0 


37.5 


8.0 


1 56? 

1JOZ 


45176 


0 0 


37.5 


8.0 


1567 


42273 


0.0 


42.9 


7.0 


1568 


43210 


o.o 


37.5 


8.0 


1573 


43910 


0.0 


37.5 


8.0 


1575 


42279 


0.0 


I 42.9 


7.0 


1584 


46034 


0.0 


37.5 


8.0 


1585 


43934 


0.0 


50.0 


8.0 


1586 


43936 


0.0 


50.0 


1 8.0 
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Tah 


e8 


SEO ID NO 


SpotID 


T/N Colon >2x 


T/N Colon <halfx 


T/N Colon Num Ratios 


1587 


44632 


0.0 


50.0 


8.0 


1588 


43222 


0.0 


50.0 


8.0 


1589 


40187 


0.0 


42.9 


7.0 


1590 


44626 


0.0 


50.0 


8.0 


1597 


44640 


0.0 


50.0 


8.0 


1599 


43232 


0.0 


37.5 


8.0 


1601 


43930 


0.0 


37.5 


8.0 


160^ 


44628 


0.0 


37.5 


8.0 


1 60Q 


44638 


0.0 


37.5 


8.0 


1610 


45332 


0.0 


50.0 


8.0 


161 1 


46042 


0.0 


37.5 


8.0 




43228 


0.0 


37.5 


8.0 


161 S 


43932 


0.0 


37.5 


8.0 


161 Q 


40183 


0.0 


57.1 


7.0 


1 6?^ 


44260 


0.0 


37.5 


8.0 


1698 


43562 


0.0 


62.5 


8.0 


16^9 


43564 


0.0 


37.5 


8.0 


1 6^4 


45666 


0.0 


50.0 


8.0 


1 6^6 


44968 


0.0 


37.5 


8.0 


1 6^8 

IOjO 


42852 


0.0 


37.5 


8.0 


1 64? 


44974 


0.0 


50.0 


8.0 


164^ 


41587 


0.0 


42.9 


7.0 


1646 


44266 


0.0 


37.5 


8.0 


1647 


44268 


0.0 


37.5 


8.0 


164K 

1 OHO 


44962 


0.0 


37.5 


8.0 


1 6S^ 


44972 


0.0 


37.5 


8.0 


16^4 


45668 


0.0 


50.0 


8.0 


1 66? 


41593 


0.0 


42.9 


7.0 


1 664 


45676 


0.0 


50.0 


8.0 


1667 


42866 


0.0 


62.5 


8.0 


1 660 


44274 


0.0 


37.5 


8.0 


1 67^ 


42874 


0,0 


50.0 


8.0 


167S 


42876 


0.0 


37.5 


8.0 


167Q 


42289 


0.0 


57.1 


7.0 


1 6X1 


42880 


0.0 


37.5 


8.0 


168? 


43580 


0.0 


50.0 


8.0 


1686 


46384 


0:0 


37.5 


8.0 


1689 


45682 


0.0 


37.5 ' 


8.0 


1698 


46396 


0.0 


50.0 


8.0 


1703 


38406 


L 00 


57.1 


7.0 


1705 


44282 


0.0 


37.5 


8.0 


1706 


46400 


0.0 


37.5 


8.0 


1717 


46388 


0.0 


37.5 


8.0 



682 



Table 8 



SEQ ID NO 


SpotID 


T/N Colon >2x 


T/N Colon <halfx 


T/N Colon Num Ratios 


1722 


38416 


0.0 


42.9 


7.0 


nn 


42301 


0.0 


42.9 


7.0 


1728 


44978 


0.0 


37.5 


8.0 


1729 


42543 


0.0 


37.5 


8.0 1 


1732 


42535 


0.0 


37.5 


8.0 


1733 


45684 


0.0 


50.0 


8.0 


1737 


44990 


0.0 


50.0 


8.0 


1738 


45686 


0.0 


62.5 


8.0 


1739 


46390 


0.0 


37.5 


8.0 


1740 


4253 1 ; 


0.0 


50.0 


8.0 


1746 


43243 


0.0 


37.5 


8.0 


1747 


43947 


0.0 


50.0 


8.0 


1749 


46055 


0.0 


50.0 


8.0 


1753 


44651 


0.0 


37.5 


8.0 


1756 


45347 ; 


0.0 


37.5 


8.0 


1757 


42547 


0.0 


37.5 


8.0 


1758 


39816 


0.0 


42.9 


7.0 \ 


1760 


44643 


0.0 


50.0 


8.0 1 


1763 


42555 


0.0 


37.5 


8.0 


1764 


39114 


0.0 I 


57.1 


7.0 


1770 


43945 


0.0 


37.5 


8.0 


1771 


44647 


0.0 


37.5 


8.0 


1776 


45359 


0.0 


37.5 


8.0 


1777 


42551 


0.0 


50.0 


8.0 


1781 


46049 


0.0 


37.5 


8.0 


1785 


42545 


0.0 


37.5 


8.0 


1787 


43261 


0.0 


37.5 


8.0 


1788 


44657 


0.0 


50.0 


8.0 


1793 


43249 


0.0 ! 


37.5 


8.0 


1794 


43255 


0.0 


37.5 


8.0 


1796 


43959 


0.0 i 


50.0 


8.0 


1797 


40524 


0.0 


42.9 


7.0 


1801 


40526 


0.0 


42.9 


7.0 


1808 


43961 


0.0 


50.0 


8.0 


I 1814 


44661 


0.0 


50.0 


8.0 


1816 


40520 


0.0 


42.9 


7.0 


1819 


46075 


0.0 


50.0 


8.0 


1821 


46079 


0.0 


50.0 


8.0 | 


1822 


45375 


0.0 


37.5 


8.0 


1823 


41222 


0.0 


42.9 


7.0 


1826 


45367 


0.0 


37.5 


8.0 


1827 


46067 


0.0 


37.5 


8.0 


| 1831 


41224 


0.0 


42.9 


7.0 
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SEQ ID NO 


SpotID 


T/N Colon >2x 


T/N Colon <halfx 


T/N Colon Num Ratios 


1834 


41230 


0.0 


57.1 


7.0 


1836 


39204 


0.0 


42.9 


7.0 


1845 


38504 


0.0 


42.9 


7.0 


1850 


40612 


0.0 


42.9 


7.0 


1851 


40616 


0.0 


42.9 


7.0 


1854 


40614 


0.0 


42.9 


7.0 


1855 


40624 


0.0 


42.9 


7.0 


1859 


39912 


0.0 


42.9 


7.0 


1861 


39918 


0.0 


42.9 


7.0 


1868 


39906 


0.0 


42.9 


7.0 


1870 


38528 


0.0 


42.9 


7.0 


1875 


39226 


0.0 


42.9 


7.0 


1885 


38514 


0.0 


42.9 


7.0 


1888 


38522 


0.0 


42.9 


7.0 


1891 


39230 


0.0 


42.9 


7.0 


1892 


39922 


0.0 


42.9 


7.0 


1898 


39924 


0.0 


42.9 


7.0 


1906 


39936 


0.0 


42.9 


7.0 


1907 


40626 


0.0 


42.9 


7.0 


1913 


41240 


0.0 


57.1 


7.0 


1916 


40225 


0.0 


42.9 


7.0 


1922 


41641 


0.0 


42.9 


i 70 


1927 


42036 


0.0 


42.9 


7.0 


1929 


41938 


0.0 


42.9 


7.0 


1932 


40235 


0.0 


42.9 


7.0 


1935 


38117 


0.0 


42.9 


7.0 


1944 


40929 


0.0 


42.9 


7.0 


1946 


41952 


0.0 


42.9 


7.0 


1949 


39527 


0.0 


57.1 


7.0 


1950 


39533 


0.0 


42.9 


7.0 


1954 


41944 


0.0 


42.9 


7.0 


1957 


42046 


0.0 


42.9 


7.0 


1963 


41342 


0.0 


42.9 


7.0 


1964 


39535 


o.o 


42.9 


7.0 


1969 


40544 


0.0 


42.9 


7.0 


1970 


38821 


0.0 


42.9 


7.0 


1971 


40231 


0.0 


42.9 


7.0 


1972 


41647 


0.0 


42.9 


7.0 


1973 


41344 


0.0 


42.9 


7.0 


1977 


38823 


0.0 


42.9 


7.0 


1980 


40943 


0.0 


42.9 


7.0 


1988 


38831 


0.0 


42.9 


7.0 


1990 


38127 


0.0 


42.9 


7.0 
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SEO ID NO 


SootlD 


T/N Colon >2x 


T/N Colon <halfx 


T/N Colon Nnm Ratine 


1992 


42044 


0.0 


42.9 


7.0 


2007 


40945 


0.0 


42.9 


7.0 


2008 


40953 


0.0 


42.9 


7.0 


2013 


38135 


0.0 


42.9 


7.0 


2015 


40959 


0.0 


42.9 


7.0 


2022 


40249 


0.0 


42.9 


7.0 


2014 


39551 


0.0 


42.9 


7.0 


2016 


40949 


0.0 


42.9 


7.0 


2038 


41651 


0.0 


42.9 


7.0 


2042 


18141 


0.0 


42.9 


7.0 


2041 


38835 


0.0 


42.9 


7.0 


204 S 


18841 


0.0 


42.9 


7.0 


2060 


41987 


0.0 


42.9 


7.0 


Z.V/VJO 


40S87 


0 0 

\j . yj 


42.9 


7.0 




19875 


0.0 


42.9 


7.0 


7076 


40589 


0.0 


42.9 


7.0 


2017 


38471 


0.0 


42.9 


7.0 


7079 


38483 


0.0 


42.9 


7.0 


70X1 

Z.UO L 


41283 


0.0 


42.9 


7.0 


7170 

Z, 1 ZA7 


19195 


0.0 


42.9 


7.0 


7171 


39891 


0 0 


42.9 


7.0 


717S ! 

Z. A z,~? 


19191 

J717J 


0.0 


42,9 


7.0 


71 10 


191 99 


0 0 


42.9 


7.0 


71 S8 

z, u o 


40591 


0.0 


42.9 


7.0 


7161 

Z, 


40601 


0.0 


42.9 


7.0 


71 77 

Z. 1 / / 


42009 


0.0 


42.9 


7.0 


71 85 

Z> 1 o~> 


39526 


0.0 


42.9 


7.0 


71 87 

Z, 1 o / 


19S16 


0.0 


42.9 


7.0 


71Q1 

Z, I 7J 


40942 


0.0 


42.9 


7.0 


71 OS 

Z. 1 if J 


18170 


0,0 


42.9 


7.0 


Z. 177 


40718 


0 0 


42.9 


7.0 


7707 

Z.Z.I/Z. 


40740 


0.0 


42.9 


7.0 


7704 


19572 

J 7j ZZ. 


0.0 


42.9 


7.0 


7706 

Z,Z v/U 


39534 


0.0 


42.9 


7.0 


2208 


42011 


0.0 


42.9 


7.0 


2214 

Z>Zr AT^ 


42013 


0.0 


42.9 


7.0 


2224 


38132 


0.0 


42.9 


7.0 


2229 


40256 


0.0 


42.9 


7.0 


2235 


42343 


0.0 


37.5 


8.0 


2236 


43041 


0.0 


37.5 


8.0 


2237 


38144 


0.0 


42.9 


7.0 


2239 


39548 


0.0 


57.1 


7.0 


2243 


38842 


0.0 


42.9 


7.0 
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oca tt"\ 


apotiD 




T/M C*r\\rxrk ^UolA^ 

i / in v^oion ^naitx 


1/iN ^oion iNum Ratios 


224/ 


7Q 1 /I") 

jo 14Z 


n a 


A 7 Q 
4Z.y 


7 A 
7.0 




3o 138 


a n 
u.u 


A1 Q 
42. y 


1 A 

7.0 


7K7 
225 / 




u.u 


^7 1 


7 A 
/.0 


2263 


7 A£ A A 

39544 


a a 

U.U 


A1 O. 
4Z.V 


7 A 

/.0 


2270 


41650 


a a 
U.U 


42.9 


7 A 

/.u 


2271 


40952 


a a 
U.U 


A 7 Q 

4Z.y 


7 A 

/.u 


1 2272 


41652 


a a 
U.U 


4Z.9 


7 A 
/.U 


2275 


384 /U 


a a 
U.U 


/17 Q 

4z.y 1 


7 A 
/.U 


2279 


A Aft? /I 

40954 


a a 
U.U 


A") Q 

42. y 


7 A 
/.U 


2288 


43753 


a a 
U.U 


f[A A 

jU.U 


C A 
O.U 


2290 


391 /6 


a a 
U.U 


^7 1 


7 A 
/.U 


2293 


398 /4 


a a 
U.U 


A1 Q 

4z.y 


7 A 
/.U 


2294 


40590 


a a 
U.U 


/17 Q 1 
4Z.9 


7 A 

/.U 


2300 


40592 


a a 
U.U 


4z.y 


7 A 
/ .U 


2304 


A 1 1 AO, 

41292 


a a 
0,0 


/I7 Q 
42. 9 


7 A 
/.U 


2312 


onion 
39180 


a n 
U.U 


/17 Q 

4z.y 


7 A 
/ .U 


2314 


41294 


a a 

U.U 


A^ O 

4Z,y 


7 A 
/.U 


2323 


in l AO 

v 39192 


a a 
U.U 


/I7 A 

4z.y 


7 A 
/ .U 


2326 


39888 


a a 
U.U 


AO Q 

4z.y 


7 A 
/ .U 


2327 


/i ac o a 
40584 


A A 

U.U 


A7 Q 

4z.y 


7 A 

/.U 


2328 


A 1 O 

41282 


A A 

U.U 


4z.y j 


7 A 
/.U 


2329 


/i i a a a 

41990 


A A 
U.U 


/17 O 

4z.y 


7 A 
/ .U 


2336 


O A 1 O /I 

39184 


A A 
0.0 


AO Q 

4Z.y 


7 A 

/,U 


2338 


44459 


A A 
0.0 


£7 ^ 


Q A 
O.U 


2340 


40586 


A A 
0.0 


/!7 Q 

4z.y 


7 A 
/ .U 


2341 


41992 


A A 
0.0 


/17 O 

42.9 


7 A 

/.U 


2342 


A A A 

44457 


A A 
0.0 


3 /.-> 


Q A 
O.U 


2345 


40580 


A A 
U.U 


4z.y 


7 A 

/.u 


2346 


39186 


A A 
0.0 


85. / 


7 A 

/ .u 


2347 


43747 


A A 
0.0 


^A A 

5U.U 


Q A 
O.U 


2349 


41288 


A A 
0.0 


AO Q 

4z.y 


7 A 

/.u 


OO C A 

2350 


41986 


A A 

U.U 


A7 O 

4z.y 


7 n 

/.u 


2352 


38494 


A A 
U.U 


71 A 
/ 1.4 


7 n 
/ .u 


2353 


39188 


U.U 


9.^ 7 


7 n 

/ .u 


2354 


a i nnt 
41996 


A A 
U.U 


A7 Q 

nz.y 


7 n 
/ .u 


2359 


4UoUo 


u.u 


47 Q 


7 0 




4i1 6S 


0.0 


50.0 


8.0 


2367 


41312 


0.0 


42.9 


7.0 


2368 


39198 


0.0 


42.9 


7.0 


2370 


41306 


0.0 


42.9 


7.0 


2371 


39904 


0.0 


57.1 


7.0 


2374 


45163 


0.0 


37.5 


8.0 


2376 


42002 


0.0 


42.9 


7.0 
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SEQ ID NO 


SpotID 


T/N Colon >2x 


T/N Colon <halfx 


T/N Colon Num Ratios 


2380 


41310 


0.0 


42.9 


7.0 


2383 


39200 


0.0 


42.9 


7.0 


2386 


42899 


0.0 


50.0 


8.0 


2388 


45869 


0.0 


37.5 


8.0 


2390 


42901 


0.0 


37.5 


8.0 


2393 


45709 


0.0 


62.5 


8.0 


2400 


42893 


r 0.0 


50.0 


8.0 


2404 


43585 


0.0 


37.5 


8.0 


2408 


43599 


0.0 


50.0 


8.0 


2412 


43587 


0.0 


37.5 


8.0 


2413 


44301 


0.0 


50.0 


8.0 


2414 


46411 


0.0 


37.5 


8.0 


2415 


42909 


0.0 


62.5 


8.0 


2422 


42895 


0.0 


37.5 


8.0 


2423 


44995 


0.0 


37.5 


8.0 


2424 


42911 


0.0 


50.0 


8.0 


2426 


45865 


0.0 


37.5 


8.0 


2429 


42885 


0.0 


37,5 


8.0 


2432 


42887 


0.0 


50.0 


8.0 


2434 


45705 


0.0 


37.5 


8.0 


2439 


42012 


0.0 


42.9 


7.0 


2442 


43593 


0.0 


37.5 


8.0 


2448 


42905 


0.0 


37.5 


8.0 


2449 


44303 


0.0 


50.0 


8.0 


2456 


45697 


0.0 


50.0 


8.0 


2468 


44305 


0.0 


62.5 


8.0 


2469 


43609 


0.0 


37.5 


8.0 


2471 


45009 


0.0 


50.0 


8.0 


2475 


44317 


0.0 


50.0 


8.0 


2476 


45719 


0.0 


37.5 


8.0 


2477 


43761 


0.0 


50.0 


8.0 


2478 


46431 


0.0 


50.0 


8.0 


2480 


44311 


0.0 


62.5 


8.0 


2483 


45017 


0.0 


50.0 


8.0 


2484 


46421 


0.0 


50.0 


8.0 


2485 


44313 


0.0 


50.0 


8.0 


z4o / 




u.u 


D I .3 


o.U 


2489 


46417 


0.0 


37.5 


8.0 


2491 


46423 


0.0 


37.5 


8.0 


2496 


45713 




37.5 


8.0 


2498 


46425 


0.0 


37.5 


8.0 


2500 


45013 


0.0 


37.5 


8.0 


2502 


44319 


0.0 


37 : 5 


8.0 
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SEQ ID NO 


SpotID 


T/N Colon >2x 


T/N Colon <halfx 


T/N Colon Num Ratios 


2503 


45723 


0.0 


37.5 


8.0 


2504 


46427 


0.0 


37.5 


8.0 


2505 


42534 


0.0 


37.5 


8.0 


2511 


43938 


0.0 


37.5 


8.0 


2516 


43950 


0.0 


37.5 


8.0 


2517 


45360 


0.0 


37.5 


8.0 


2518 


43944 


0.0 


37.5 


8.0 


2524 


45348 


0.0 


37.5 


8.0 


2527 


46052 


0.0 


37.5 


8.0 


2532 


43946 


0.0 


37.5 


8.0 


2534 


43236 


0.0 


37.5 


8.0 


2539 


44650 


* 0.0 


37.5 


8.0 


2541 


43242 


0.0 


50.0 


8.0 


2544 


43244 


0.0 


50.0 


8.0 


2549 


46056 


0.0 


50.0 


8.0 


2550 


42556 


0.0 


37.5 


8.0 


2551 


43262 


0.0 


50.0 


8.0 


2555 


45169 


0.0 


37.5 


8.0 


2560 


42550 


0.0 


37.5 


8.0 


2563 


42552 


0.0 


37.5 


8.0 


2564 


43966 


0.0 


50.0 


o rv 

8.0 


2581 


43968 


0.0 j 


37.5 


8.0 


2582 


42554 


0.0 


50.0 


8.0 


2591 


44660 


0.0 


37.5 


8.0 


2592 


45362 


0.0 


37.5 


8.0 


2596 


45376 


0.0 


62.5 


L 80 


2601 


45364 


0.0 


37.5 


8.0 


2604 


45374 


0.0 


37.5 


8.0 


2605 


46066 


0.0 


37.5 


8.0 


2608 


45368 


0.0 


37.5 


8.0 


2609 


46078 


0.0 


50.0 


8.0 


2613 


44668 


0.0 


50.0 


8.0 


2614 


: 45370 


0.0 


37.5 


8.0 


2619 


43592 


0.0 


37.5 


8.0 i 


2620 


45875 


0.0 


37.5 


O • f\ 

8.0 


2621 


46068 


0.0 


75.0 


8.0 




HZOOZ 


u.u 


j I . j 


R 0 

O .v/ 


2629 


43588 


0.0 


37.5 


8.0 


2638 


44296 


0.0 


37.5 


8.0 


2639 


| 43401 


0.0 


50.0 


8.0 


2641 


44298 


0.0 


37.5 


8.0 


2642 


45710 


0.0 


50.0 


8.0 


2646 


45008 


0.0 


50.0 


8.0 
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T/M Pnlnn >9v 


I/in v^oion ^naiix 


T/N Colon Num Ratios 




490 1ft 


0 0 


69 S 

OZ,J 


o.U 


9648 
ZD4o 


43SQ6 
4 J J^O 




7^ o 

/ j ,u 


o.U 


964Q 


4S7ft6 

4 J / WU 




37 S 

J / . J 


o.U 


96SS 
ZOJJ 


464 in 

4 04 1U 


0 0 
u.u 


37 5 

J / . J 


o.U 




4/1004 


0 0 

U.U 


JU.U 


o.U 


9669 


4S7H8 
/ uo 


0 0 


so n 

JU.U 


o.U 


9666 


4641 A 
404 ID 


u.u 


37 ^ 


o.U 


9667 
ZOO / 


49Q19 

*tZ7 1Z 


u.u 


37 S 


o.U 


9671 
ZD / 1 


49Q09 


U.U 


37 S 


o.U 


967^ 


/I /13 ft ft 

- 443UU 


n o 
u.u 


37 ^ 
3 / .3 


O.U 


9676 
ZO /O 


4ZyU4 


U.U 


JU.U 


o.U 


7677 
ZD / / 


43 JVo 


n o 
u.u 


JU.U 


o.U 


9686 


49QH6 


0 n 

VJ.U 


JU.U 


8 0 
0 .u 


9688 


4960S 


0 0 


37 S 
j / . j 


8 0 

O.U 


968Q 

ZD07 


46404 

4D4U4 


0 o 

U.U 


37 S 
J / . J 


8 0 

O.U 


96QO 
ZOVU 


498Q8 


n n 

U.U 


JU.U 


8 n 

o.U 


96Q4 


4^88^ 
43ooJ 




37 S 
j / . j 


8 n 

O.U 


9703 


49008 




37 5 
J / . J 


8 f> 

O.U 


77(14 
Z / U4 


AA1Q1 


u.u 


37 S 
j / . j 


8 n 

O.U 


77 1 n 
Z / 1U 


46A1 9 
4D41Z 


n n 
u.u 


37 S 

J 1 . j 


8 n 

o.U 


7711 
Z / 1 1 


44 jUD 


n o 
u.u 


37 ^ 

J / . J 


8 n 

O.U 


Z / 1 3 


43014 


u.u 


37 ^ 
j 1 .3 


o.U 


07 1 ^ 
Z / 13 


4 JOlO 


u.u 


37 ^ 
3 / .3 


a n 

o.U 


771 2 
Z / lo 


/13A1 7 
4 301Z 


u.u 


JU.U 


8 ft 
o.U 


'57')/: 
Z /ZD 


4jouo 


u.u 


87 ^ 
0 / .3 


8 ft 
o.U 


LI LI 


4 jOIU 


u.u 


3U.U 


8 ft 

o.U . 


z /zy 


43DUZ 


u.u 


37 < 

J /.3 


8 ft 
o.U 


7707 ! 


A<m a 

43 / 14 


u.u 


37 ^ 

J / .3 


8 ft 
o.U 


Z /jj 


43 &(\A 
4 JOU4 


n o 
u.u 


JU.U 


8 ft 
O.U 


z / 


/I <Jft 1 8 
43U15 


ft ft 
u.u 


3U.U 


8 ft 
O.U 


Z /33 


43 / lo 


n o 
u.u 


37 ^ 
j / .3 


8 ft 
O.U 


98 1 9 
ZolZ 


Af>.A 1 8 
4D4 lo 


ft n 
u.u 


37 s 
j / . j 


8 ft 
o.U 


! 988^ 


467 1 ^ 
4DZ 13 


u.u 


37 s 
j / . j 


8 ft 
o.U 


9Q66 


4^9Q 
43 jZ7 


n o 

U.U 


37 s 

j / . j 


8 ft 
O.U 


9Q83 


4699Q 


o n 

u.u 


37 s 

J / . J 


8 0 

O.U 


9Q84 


4^S33 


0 0 
u.u 


so 0 


8 0 

O.U 


3006 


43756 


0.0 


50.0 


8.0 


3011 


43758 


0.0 


62.5 


8.0 


3082 


46222 


0.0 


37.5 


8.0 


3093 


46212 


0.0 


37.5 


8.0 


3129 


42718 


0.0 


37.5 


8.0 


3145 


42710 


0.0 


37.5 


8.0 


3176 


43424 


0.0 


37.5 


8.0 
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SEQ ID NO 


SpotID 


T/N Colon >2x 


T/N Colon <halfx 


T/N Colon Num Ratios 


3193 


44822 


0.0 


37.5 


8.0 


. 3211 


44818 


0.0 


50.0 


8.0 


1 3245 


45860 


0.0 


50.0 


8.0 | 


3257 


45858 


0.0 


37.5 


8.0 | 


3268 


42356 


0.0 


37.5 


8.0 


3269 


42364 


0.0 


37.5 


8.0 


3278 


45862 


0.0 


37.5 


8.0 


3296 


43064 


0.0 


37.5 


8.0 


3336 


45170 


0.0 


37.5 


8.0 | 


3339 


43768 


0.0 


50.0 


8.0 


3356 


43776 


0.0 


50.0 


8.0 


3359 1 


45176 


0.0 


50.0 


8.0 


3388 


42698 


0.0 


50.0 


8.0 | 


3393 


45184 


0.0 


37.5 


8.0 


3405 


45878 


0.0 


37.5 


8.0 


3412 


45884 


0.0 


37.5 


8.0 


3438 


46020 ! 


0.0 


37.5 


8.0 


. 3439 


46032 


0.0 


50.0 


8.0 


3442 


46026 


0.0 


37.5 


8.0 


3443 


42516 


0.0 


50.0 


8.0 


3457 


44117 


0.0 


50.0 


8.0 


3463 


42719 


0.0 


50.0 


8.0 


3514 


43423 


0.0 


50.0 


8.0 


3575 


46233 


0.0 


37.5 


8.0 


3595 


43054 


0.0 


50.0 


8.0 


3596 


42352 


0.0 


37.5 


8.0 


3605 


43746 


0.0 


50.0 


8.0 


3613 


42366 


0.0 


50.0 


8.0 


3650 


40101 


0.0 


42.9 


7.0 


3656 


39407 


0.0 


42.9 


7.0 


3698 


38695 


i 0.0 


42.9 


7.0 


3702 


40107 


0.0 


42.9 


7.0 


3711 


39401 


0.0 


42.9 


7.0 


3716 


39405 


0.0 


42.9 


7.0 


3723 


38697 


0.0 


42.9 


7.0 


3836 


42213 


0.0 


42.9 


7.0 


3870 


38717 


0.0 


42.9 


7.0 


3881 


38719 


0.0 


42.9 


7.0 


3919 


38707 


0.0 


42.9 


7.0 


3934 


38713 


0.0 


42.9 


7.0 


3955 


39419 


0.0 


42.9 


7.0 


4028 


42274 


0.0 


42.9 


7.0 


4039 


38772 


0.0 


42.9 


7.0 
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jC^ LU iN yj 


opuiiu 


T/M Pnlnn >9v 




1/1N v^oion iNuiti Kauos 


4041 

HUH 1 


49986 
HZZOU 


0 0 


49 0 

HZ. 7 


7 0 

/ .u 


404 S 


JO / /u 


0 0 


49 0 

HZ. 7 


7 0 

/ .u 


40SS 


49989 


0 0 


49 0 

HZ. 2* 


7 0 

/ .u 


40SQ 


49984 

HZZOH 


0 0 


49 0 

HZ. 2* 


7 0 

/ .u 


40Q7 

nuy / 


18774 
JO / /H 


0 0 

u.u 


49 0 
Hz.y 


7 0 

/ ,U 


4 1 94 
H 1ZH 


401 1 1 


0 0 
u.u 


49 0 

HZ. 2/ 


7 0 
/ .u 


4111 


4S69S 

HJDZ J 


0 0 


SO 0 


8 0 

0 .u 


41 17 


41 oos 

H 1 UU J 


0 0 


49 Q 

ti. J7 


7 0 


4140 

H JLHU 




0 0 


42 9 


7 0 


414S 

H ItJ 


4619S 


0 0 


37.5 


8.0 


4 14£ 
H IHO 


1061 1 


0 0 


42 9 


7 0 

/ .V/ 


4147 
H 1H / 


40100 


0 0 


S7 1 


7 0 


41 SI 
H LJJ 


4S61Q 


0 0 


XI s 


8 0 


41 £1 
H lO 


41 £07 
H 1027 / 


0 0 

u.u 


49 Q 
hz. y 


7 0 
/ .u 


41 £i£ 
H lOO 


188QQ 

J0077 


0 0 

u.u 


49 0 

HZ. 27 , 


7 0 

/ .u 


41 70 
HI /U 


18Q01 


0 0 

u.u 


49 0 

HZ. 27 


7 0 
/ .u 


4171 
HI /I 


41 OOl 
H IUUj 


0 0 

u.u 


49 0 
hz. y 


7 0 

/ .u 


4 1 71 
HI Id 


40Q0S 

HU2/20 


O 0 

U.U 


49 9 

HZ. ~ 


7 0 

/ .u 


4 1 7<\ 
HI ID 


4617 1 


O 0 

u.u 


17 S 


8 0 

o.u 


41 77 
HI// 


41 Ol 7 
H1U1 / 


0 0 

U.U 


49 0 

HZ. 27 


7 0 
/ .u 


A 1 Q7 
41oZ 


49474 
HZ4 /H 


0 0 
U.U 


SO 0 


8 0 

o.U 


4120 


4Z4 /o 


O 0 

u.u 


17 S 
j I .J 


8 0 

o.u 


41V / 


41UO 


0 0 
u.u 


49 0 

HZ. 27 


7 0 

/ .u 


4zlz 


41 / 1 J 


0 0 


49 Q 

HZ. 27 


7 0 

/.U 


4zl4 


4Z45U 


0 0 ' 

u.u 


17 S 


8 O 

o.U 


A 7 t 7 

4zl / 


4oooO 


0 0 
u.u 


17 S 


8 0 
o.u 


4zzo 


43o.oo 


n 0 
u.u 


17 S 


a 0 

o.U 


HZ4U 


HHZ> 50 


0 0 
u.u 


17 S 


8 0 

o.u 


47^7 
HZ->Z 


41 1 88 
Hj loo 


0 0 
u.u 


17 S 


8 0 
o.u 


47^4 
HZ3H 


4^104 


0 0 


69 S 


8 0 

o.\j 


47A1 


45006 


0 0 

u.u 


17 % 


8 0 
o.u 


477S 
HZ / -» 


4601 6 

HOU lO 


0 0 

u.u 


17 5 


8 0 


4777 
HZ / / 


41 1 08 


0 0 

u.u 




0 . \j 


4770 
HZ / 2/ 


44606 
HHOUO 


0 0 

u.u 


SO 0 


8 0 


4789 
HZoZ 


494Q6 


0 0 

u.u 


50.0 


8.0 


49 8 S 
HZO J 


41000 

HJ27UU 


0 0 


37 5 


8.0 


4286 


44608 


0.0 


37.5 


8.0 


4288 


43902 


0.0 


75.0 


8.0 


4290 


46006 


0.0 


37.5 


8.0 


4293 


43192 


0.0 


37.5 


8.0 


4296 


42490 


0.0 


37.5 


8.0 


4299 


43896 


0.0 


37.5 


8.0 


4305 


42492 


0.0 


37.5 


8.0 
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Table 8 



SEQ ID NO 


SpotID 


T/N Colon >2x 


T/N Colon <halfx 


T/N Colon Num Ratios 


4307 


46008 . 


0.0 


50.0 


8.0 


4317 


39941 


0.0 


42.9 


7.0 


4324 


42053 


0.0 


42.9 


7.0 


4341 


38541 


0.0 


42.9 


7.0 


4343 


42055 


0.0 


42.9 


7.0 


4350 


39241 


0.0 


42.9 


7.0 


4371 


40647 


0.0 


42.9 


7.0 


4384 


41355 


0.0 


42.9 


7.0 


L 4386 


39261 


0.0 


42.9 


7.0 


4395 


39967 


0.0 


42.9 


7.0 


4397 


38559 


0.0 


42.9 


7.0 


• 4400 


40663 


0.0 


42.9 


7.0 


4403 


40669 


0.0 


42.9 


7.0 


4408 


39263 


0.0 


42.9 


7.0 


4421 


44930 


0.0 


37.5 


8.0 


4424 


42071 


0.0 


42.9 


7.0 


4425 


45638 


0.0 


37.5 


8.0 


4428 


44228 


0.0 


37.5 


8.0 


4429 


41371 


0.0 


42.9 


7.0 


4434 


45640 


0.0 


50.0 


8.0 


4435 


44163 


0.0 


37.5 


8.0 


4436 


44171 


0.0 


37.5 


8.0 


4439 


42818 


0.0 


50.0 


8.0 


4440 


45634 


0.0 


50.0 


8.0 


4441 


45644 


0.0 


50.0 


8.0 


4447 


43471 


0.0 


37.5 


8.0 


4448 


43536 


0.0 


62.5 


8.0 


4453 


44944 


0.0 


37.5 


8.0 


4454 


45646 


0.0 


37.5 


8.0 


4457 


44238 


0.0 


37.5 


8.0 


4458 


44936 


0.0 


50.0 


8.0 


4461 


44161 


0.0 


37.5 


8.0 


4469 


44938 


0.0 


50.0 


8.0 


4470 


45636 


0.0 


50.0 


8.0 


4477 


44804 


0,0 


37.5 


8.0 


4483 


44100 


0.0 


50.0 


8.0 


4544 


46230 


0.0 


37.5 


8.0 


4547 


45532 


0.0 


37.5 


8.0 


4557 


45526 


0.0 


50.0 


8.0 


4573 


45536 


! 0.0 


37.5 


8.0 


4593 


41535 


0.0 


42.9 


7.0 


4594 


40123 


0.0 


57.1 


7.0 


4600 


41525 


0.0 


42.9 


7.0 
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Table 8 



SEQ ID NO 


SpotID 


T/N Colon >2x 


T/N Colon <halfx 


T/N Colon Num Ratios 


4611 


40817 


0.0 


42.9 


7.0 


4620 


40821 


0.0 


42.9 


7.0 


4629 


41529 


0.0 


42.9 


7.0 


4632 


40825 


0.0 


42.9 


7.0 


4645 


41527 


0.0 


42.9 


7.0 


4696 


41527 


0.0 


42.9 


7.0 


4718 


40823 


0.0 


42.9 


7.0 


4727 


38758 


0.0 


57.1 


7.0 


4729 


42229 


0.0 


42.9 


7.0 


4743 


38764 


0.0 


42.9 


7.0 


4754 


42235 


0.0 


42.9 


7.0 


4768 


42239 


0.0 


42.9 


7.0 


4835 


39472 


0.0 


42.9 


7.0 


4922 


40868 


0.0 


57.1 


7.0 


4938 


40866 


0.0 


42.9 


7.0 


4950 


41576 


0.0 


42.9 


7.0 


4978 


40870 


0.0 


42.9 


r 7.0 


5065 


39488 


0.0 


42.9 


7.0 


5117 


40888 


0.0 


42.9 


7.0 


5140 


40886 


0.0 


42.9 


7.0 


5150 


40890 


0.0 


42.9 


7.0 


5165 


41588 


0.0 


42.9 


7.0 


5186 


41596 


0.0 


42.9 


7.0 


5228 


42290 


0.0 


42.9 


7.0 


5252 


43118 


0.0 


50.0 


8.0 


5300 


43114 


0.0 


62.5 


8.0 


5341 


45220 


0.0 


37.5 


8.0 


5360 


44518 


0.0 


37.5 


8.0 


5539 


43120 


0.0 


37.5 


8.0 


5559 ! 


43812 


0.0 


50.0 


8.0 


5596 


43810 


0.0 


50.0 


8.0 


5643 


45224 


0.0 


50.0 


8.0 


5649 


45226 


0.0 


37.5 


8.0 


5665 


45922 


0.0 


37.5 


8.0 


5671 


43265 


0.0 


37.5 


8.0 


5701 


42573 


0.0 


37.5 


8.0 


5724 


45232 


0.0 


37.5 


8.0 


5752 


41161 


0.0 


71.4 


7.0 


5763 


41163 


0.0 


42.9 


7.0 


5812 


44591 


0.0 


50.0 


8.0 


5815 


43189 


0.0 


37.5 


8.0 


5817 


45293 


0.0 


37.5 


8.0 


5818 


42487 


0.0 


37.5 


8.0 
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SEQ ID NO 


SpotID 


1/N Colon >zx 


1/fN Colon <naitx 


I/in i_,oion in urn ivaiios 


5821 


43191 


A f\ 

0.0 


D /.J 


ft fi 
o.U 


5825 


38917 


A A 

0.0 




7 n 
/ .u 


5829 


38913 


A A 

0.0 


/17 Q 


1 .U j 


5836 


41875 


a a 
0.0 


>17 Q 


7 0 
/ .u 


5837 


45987 


0.0 


37.5 


• 5.U 


5847 


45289 


A A 

0.0 


in < 

J /.j 


ft n 


5848 


45989 


0.0 


jU.U 


ft 0 

O.U 


5979 


44537 


0.0 


C.A A 

jU.U 


ft n 

o.U 


80 


44681 


IOC 

12.5 


3 /.J 


ft fi 
o.U 


86 


43981 


IOC 

12.5 


<A A 

jU.U 


ft n 

O.U 


78 


44675 


o t c 

37.5 


A A 
U.U 


ft n 

O.U 


104 


42428 


o n c 

37.5 


A A 
U.U 


ft n 

O.U 


3248 


45866 


37.5 


A A 
U.U 


ft fi 

O.U 


1853 


39216 


42.9 


A A 
U.U 


7 0 
/ .u 


2049 


41657 


42.9 


A A 
U.U 


7 0 
/ .u 


i 5148 


40188 


42.9 


A A 
0.0 


7 n 
/ .u 


16 


44200 


50.0 


A A 

0.0 


ft n 

o.U 


3619 


43404 


50.0 


A A 
0.0 


| OA 
O.U 


600 


42108 


| 57.1 


A A 
0.0 


7 fi 

/ .U 


4684 


40125 


57:1 


A A 
U.U 


7 fi 
/ .u 


1591 


44634 


62.5 


A A 
U.U 


ft fi 

O.U 


1 ^ 1 ft 
1 J 1 o 


AfA QQ 


71.4 


0.0 


7.0 


1978 


38827 


71.4 


0.0 


7.0 


17 


44202 


75.0 


0.0 


8.0 


1975 


41244 


85.7 


0.0 


7.0 


118 


43970 


87.5 


0.0 


8.0 


114 


43972 


100.0 


0.0 


8.0 
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Table 13 



ClonelD 


ESNo 


ClusterlD 


SequenceName 


M00007960D-.E09 


ES 168 


142842 


1513A14.gz43_300454 


M00007963D:D03 


ES 168 


142614 


1513A15.gz43_300470 


M00021925A:H07 


ES 168 


120049 


1513.D19.gz43_300537 


M00022072A.E12 


ES 168 


153316 


1513.E14.gz43_300458 


M00022135D.D06 


ES 168 


145815 


1513.F09.gz43_300379 


M00022255B.F12 


ES 168 


158321 


1513.H09.gz43_300381 


M00022445D:E12 


ES 168 


101499 


1513.J13.gz43_300447 


M00022537D:C05 


ES 168 


168195 


1513L10.gz43_300401 


M00022622A:G01 


ES 168 


99011 


1513.N16.gz43_300499 


M00022648C:D08 


ES 168 


169458 


1513.O03.gz43_300292 


M00022710C.H03 


ES 168 


171073 


1513.P18.gz43_300533 


M00023406A:G03 


ES 168 


189993 


1521.C14.gz43_303619 


M00027018B:F01 


ES 168 


94539 


1521.F23.gz43_303766 


M00027100A:D12 


ES 168 


220463 


1521.H05.gz43_303480 


M00027103D-.B05 


ES 168 


189073 


1521.H06.gz43_303496 


M00027123D:F02 


ES 168 


186594 


1521.H13.gz43_303608 


M00027126C.H05 


ES 168 


222818 


1521.H14.gz43_303624 


M00027219B.G12 


ES 168 


188309 


1521J06.gz43_303498 


M00027287B:H10 


ES 168 


217042 


1521.K08.gz43_303531 


M00027514C:F01 


ES 168 


187525 


1521.N10.gz43_303566 


M00027517C:F08 


ES 168 


215366 


1521.N12.gz43_303598 


M00027586B:B03 


ES 168 


218904 


1521.OI3.gz43_303615 


M00027587C:F02 


ES 168 


185056 


1521.O16.gz43_303663 


M00027694C.C11 


ES 168 


186404 


1521.P20.gz43_303728 


M00028061D:D10 


ES 168 


432159 


2128.A24.gz43_277785 


M00028359D:F09 


ES 168 


188377 


2128.H15.gz43_277648 


M00028627B:F12 


ES 168 


427799 


2128.K06.gz43_277507 


M00032476D:F07 


ES 168 


155615 


2128.P17.gz43_277688 


M00032477A:B02 


ES 168 


125604 


2128.P18.gz43_277704 


M00032685B.C10 


ES 168 


427571 


2130H13.gz43_278017 


M00032686C.D10 


ES 168 


38494 


2130.H16.gz43_278065 


M00032686D:G09 


ES 168 


78607 


2130H18.gz43_278097 


M00032695B.A01 


ES 168 


44615 


2130.120.gz43_278130 


M00032703D:E10 


ES 168 


90192 


2130.J18.gz43_278099 


M00032732A.A03 


ES 168 


376753 


2130.M21.gz43_278150 


M00032736A.B06 


ES 168 


429735 


2130.N02.gz43_277847 


M00032738D:G11 


ES 168 


436888 


2130.N09.gz43_277959 


M00032745C:F03 


ES 168 


72838 


2 130.005 .gz43_277896 


M00032766AA10 


ES 168 


427907 


2131A01.gz43_307885 


M00032779AA04 


ES 168 


37875 


2131A19.gz43_308173 


M00032780A:B09 


ES 168 


48238 


2131.A23.gz43_308237 


M00032783A:H08 


ES 168 


226324 


2131.B04.gz43_307934 


M00032786A:H04 


ES 168 


221686 


2131.B14.gz43_308094 


M00032809B.E10 


ES 168 


441801 


2131.E06.gz43_307969 
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ClonelD 


ESNo 


ClusterlD 


SequenceName 


M00032811A:G10 


ES 168 


48238 


2131.E12.gz43_308065 


M00032857A:B02 


ES 168 


34071 


2131.113.gz43_308085 


M00032858D-.H11 


ES 168 


26926 


2131.119.gz43_308181 


M00032859C:E04 


ES 168 


441874 


2131.121.gz43_308213 


M00032865A:D11 


ES 168 


440284 


2131.J16.gz43_308134 


M00032872B:A02 


ES 168 


62016 


2131.Kll.gz43_308055 


M00032886A:D04 


ES 168 


48238 


2131.M02.gz43_307913 


M00032914B:D09 


ES 168 


12481 


2131.P18.gz43_308172 


M00032915B:D01 


ES 168 


37805 


2131P19.gz43_308188 


M00039047CA05 


ES 168 


376044 


2152A18.gz43_278491 


M00039052B:H03 


ES 168 


36453 


2152.B14.gz43_278428 


M00039069D:E12 


ES 168 


387530 


2152D12.gz43_278398 


M00039109A:H09 


ES 168 


375655 


2152.H10.gz43_278370 


M00039121C.C06 - 


ES 168 


375415 


2152.J18.gz43_278500 


M00039183B:E03 


ES 168 


400617 


2176A09.gz43_281808 


M00039184AA08 


ES 168 


400047 


2176A13.gz43_281872 


M00039184C:C05 


ES 168 


402411 


2176A16.gz43_281920 


M00039214C:D12 


ES 168 


390563 


2153.D08.gz43_278834 


M00039222C.G06 


ES 168 


375706 


2153.F03.gz43_278756 


M00039240AH08 


ES 168 


390017 


2153.108.gz43_278839 


M00039241AH11 


ES 168 


376384 


2153.11 l.gz43_278887 


M00039244C:F10 


ES 168 


379046 


2153J06.gz43_278808 


M00039251A:G12 


ES 168 


372952 


2153.K14.gz43_278937 


M00039274CD12 


ES 168 


377596 


2153.O08.gz43_278845 


M00039330B:H09 


ES 168 


60037 


2154.G05.gz43_279173 


M00039336A:C07 


ES 168 


376044 


2154.G21.gz43_279429 


M00039346C:G08 


ES 168 


390968 


2154.118.gz43_279383 


M00039363B:H10 


ES 168 


409330 


2176.B02.gz43_281697 


M00039366C:B10 


ES 168 


400171 


2176.B12.gz43_281857 


M00039366D.A02 


ES 168 


404736 


2176.B13.gz43_281873 


M00039369D:D11 


ES 168 


407195 


2176.C02.gz43_281698 


M00039371A:E01 


ES 168 


407443 


2176.C07.gz43_281778 


M00039373B:B09 


ES 168 


403671 


2176.C12.gz43_281858 


M00039375A.C09 


ES 168 


411124 


2176.C17.gz43_281938 


M00039379AD03 


ES 168 


411985 


2176.D02.gz43_281699 


M00039404B:G11 


ES 168 


377696 


2154.M04.gz43_279163 


M00039440C:F09 


ES 168 


376255 


2155.A24.gz43_279855 


M00039451B:C06 


ES 168 


389425 


2155.B19.gz43_279776 


M00039451B:F01 


ES 168 


378420 


2155.B21.gz43_279808 


M00039457AD07 


ES 168 


373973 


2155.C12.gz43_279665 


M00039479AA10 


ES 168 


376439 


2155.F16.gz43_279732 


M00039479D-.C06 


ES 168 


375510 


2155.F21.gz43_279812 


M00039499C:G09 


ES 168 


413767 


2176.E09.gz43_281812 


M00039502D:H03 


ES 168 


401675 


2176.E19.gz43_281972 
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ClonelD 


ESNo 


ClusterlD 


SequenceName 


M00039503B:G05 


ES 168 


413621 


2176.F01.gz43_281685 


M00039503D:E08 


ES 168 


412621 


2176.F02.gz43_281701 


M00039504B:F05 


ES 168 


402941 


2176F06.gz43_281765 


M00039505B:G07 


ES 168 


413627 


2176.F13.gz43_281877 


M00039507D:E03 


ES 168 


412483 


2176.F24.gz43_282053 


M00039508D:C03 


ES 168 


411113 


2176.G03.gz43_281718 


M00039514A.G03 


ES 168 


402392 


2176.G24.gz43_282054 


M00039514B:E07 


ES 168 


407711 


2176.H02.gz43_281703 


M00039516C:H06 


ES 168 


400633 


2176H09.gz43_281815 


M00039521A:D02 


ES 168 


400454 


2176.H20.gz43_281991 


M00039521C.B01 


ES 168 


405932 


2176.H22.gz43_282023 


M00039523A:D09 


ES 168 


402411 


2176!04.gz43_281736 


M00039525B:H03 


ES 168 


409612 


2176.114.gz43_281896 


M00039527B.D06 


ES 168 


406855 


2176.119.gz43_281976 


M00039530B.H07 


ES 168 


414355 


2176J04.gz43_281737 


M00039534A:H04 


ES 168 


49950 


2176J13.gz43_281881 


M00039534D:E07 


ES 168 


412416 


2176.J17.gz43_281945 


M00039536B:E10 


ES 168 


402147 


2176.J20.gz43_281993 


M00039536B.H03 


ES 168 


413997 


2176.J21.gz43_282009 


M00039537B:F06 


ES 168 


401510 


2176.J24.gz43_282057 


M00039562A:D10 


ES 168 


400428 


2176.K08.gz43_281802 


M00039562D:B02 


ES 168 


400233 


2176.K10.gz43_281834 


M00039562D:G01 


ES 168 


408986 


2176.Kll.gz43_281850 


M00039563C:D01 


ES 168 


407260 


2176.K13.gz43_281882 


M00039564B:F08 


ES 168 


408306 


2176.K18.gz43_281962 


M00039564C:H05 


ES 168 


409589 


2176.K21.gz43_282010 


M00039565B:H09 ! 


ES 168 


402287 


2176.K24.gz43_282058 


M00039566D.E08 


ES 168 


400628 


2176.L06.gz43_281771 


M00039568C:E05 


ES 168 


94771 


2176Lll.gz43_281851 


M00039583A:G09 


ES 168 


408649 


2176.L24.gz43_282059 


M00039586A.C03 


ES 168 


406499 


2176.M13.gz43_281884 


M00039586D:DO5 


ES 168 


406734 


2176.M17.gz43_281948 


M00039588A:H12 


ES 168 


202308 


2176.M20.gz43_281996 


M00039588B:H02 


ES 168 


409262 


2176.M21.gz43_282012 


M00039588D:F10 


ES 168 


402049 


2176.M22.gz43_282028 


M00039592C:F09 


ES 168 


413346 


2176.N07.gz43_281789 


M00039592D:E01 


ES 168 


401005 


2176.N09.gz43_281821 


M00039594AF09 


ES 168 


413133 


2176.N14.gz43_281901 


M00039599A.E08 


ES 168 


407964 


2176.O07.gz43_281790 


M00039605D:E02 


ES 168 


401426 


2176.P01.gz43_281695 


M00039606C:B07 


ES 168 


202308 


2176.P07.gz43_281791 


M00039607AF05 


ES 168 


402147 


2176.P09.gz43_281823 


M00039610AG11 


ES 168 


413915 


2176.P23.gz43_282047 


M00039619C:B01 


ES 168 


376994 


2155I16.gz43_279735 
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ESNo 


ClusterlD 


SequenceName 


M00039632A.-C01 


ES 168 j 


60037 


2155.J03.gz43_279528 


M00039664B:H10 


ES 168 


376839 


2155.N05.gz43_279564 


M00039665C:B01 


ES 168 


379805 


2155.N15.gz43_279724 


M00039674B:G11 


ES 168 


373680 


2155.Pll.gz43_279662 


M00039675C:C05 


ES 168 


379879 


2155.P22.gz43_279838 


M00039679C:A02 


ES 168 


379279 


2164A24.gz43_280239 


M00039681B:F05 


ES 168 


379046 


2164.B15.gz43_280096 


M00039698A:A06 


ES 168 


396785 


2164.D18.gz43_280146 


M00039730B:B07 


ES 168 


398028 


2164.H18.gz43_280150 


M00039734A:E06 


ES 168 


377772 


2178A12.gz43_282310 


M00039752D:D07 


ES 168 


402070 


2178.B16.gz43_282375 


M00039753B:A11 


ES 168 


401748 


2178.B17.gz43_282391 


M00039760B:F12 


ES 168 


419751 


2178.C15.gz43_282360 


M00039760C:H07 


ES 168 


420504 


2178.C18.gz43_282408 


M00039774A:E11 


ES 168 


380025 


2164.110.gz43_280023 


M00039778D:D05 


ES 168 


397167 


2164J03.gz43_279912 


M00039820D:F08 


ES 168 


376074 


2164.O24.gz43_280253 


M00039823D:D09 


ES 168 


216179 


2164.P10.gz43_280030 


M00039871C.C01 


ES 168 


398061 


2165.F09.gz43_280388 


M00039883D:G06 


ES 168 


373905 


2165.H01.gz43_280262 


M00039885B:A10 


ES 168 


393635 


2165.H06.gz43_280342 


M000398?3A:G12 


ES 168 


376808 


2165.110.gz43_280407 


M00039905B.E09 


ES 168 


376773 


2165.K01.gz43_280265 


M00039977C:C05 


ES 168 


67549 


2165.P01.gz43_280270 


M00039978D:C04 


ES 168 


396969 


2165.P07.gz43_280366 


M00039986B:A11 


ES 168 1 


375655 


2166A06.gz43_281279 


M00039988B:C08 


ES 168 


379879 


2166 All.gz43_281359 


M00040001A-.H02 


ES 168 


398831 


2166.A23.gz43_281551 


M00040070C:D11 


ES 168 


377696 


2166.Jll.gz43_281368 


M00040076B:D01 


ES 168 


233814 


2166.K07.gz43_281305 


M00040096D:C03 


ES 168 


379879 


2166.N07.gz43_281308 


M00040113C:H09 


ES 168 


185432 


2166.P24.gz43_281582 


M00040134A-A07 


ES 168 


402411 


2178.D07.gz43_282233 


M00040141A:G10 


ES 168 


417259 


2178.E04.gz43_282186 


M00040145B:C12 


ES 168 


385980 


2178.E21.gz43_282458 


M00040160C:A04 


ES 168 


414821 


2178.G05.gz43_282204 


M00040161C:H06 


ES 168 


417426 


2178.Gll.gz43_282300 


M00040161D.C03 


ES 168 


415527 


2178.G12.gz43_282316 


M00040171B.F01 


ES 168 


416819 


2178.H19.gz43_282429 


M00040171B:H03 


ES 168 


402353 


2178.H20.gz43_282445 


M00040181B:B06 


ES 168 


418340 


2178.J12.gz43_282319 


M00040181B:C05 


ES 168 


403837 


2178.J13.gz43_282335 


M00040183B-.C06 


ES 168 


418682 


2178.K02.gz43_282160 


M00040183D:C08 


ES 168 


402534 


2178K05.gz43_282208 



698 



Table 13 



ClonelD 


ESNo 
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M00040188B.E05 


ES 168 


419255 


21 78.L07 .gz43_282241 


M00040189D:A06 


ES 168 


403154 


2178.L12.gz43_282321 


M00040190B:C02 


ES 168 


418482 


2178.L14.gz43_282353 


M00040196B:F10 


ES 168 


416914 


2178.L20.gz43_282449 


M00040197B:D05 


ES 168 


415950 


2178.M03.gz43_282178 


M00040222A:E06 


ES 168 


57183 


2 178.M22.gz43_282482 


M00040222C:E06 


ES 168 


416370 


2178.N03.gz43 282179 


M00040223B:G05 


ES 168 


417240 


2178.N07.gz43_282243 


M00040227A:E07 


ES 168 


402070 


2178.Nl6.gz43_282387 


M00040230B:B01 


ES 168 


415058 


2178.007 .gz43_282244 


M00040233C-.F09 


ES 168 


416762 


2178.021.gz43_282468 


M00040235C:D02 


ES 168 


402049 


2178.P04.gz43_282197 










M00039747A:H06 


ES 169 


423884 


2184.A03.gz43_282699 


M00039748AE12 


ES 169 


422788 


2184.A05.gz43_282731 


M00039749B.G05 


ES 169 


402298 


2184.A08.gz43_282779 


M00039750C:F08 


ES 169 


403306 


2184.A17.gz43_282923 


M00039762C.D11 


ES 169 


140224 


2184.A22.gz43_283003 


M00039770C:B08 


ES 169 


424793 


2184.B21.gz43_282988 


M00039947A:G06 


ES 169 


423202 


2184.C17.gz43_282925 


M00039950C:C05 


ES 169 


403306 


2184.D01.gz43_282670 


M00039958D:D05 


ES 169 


402049 


2184.D16.gz43_282910 


M00040210D:C09 


ES 169 


424996 


2184.F12.gz43_282848 


M00040248AG09 


ES 169 


402941 


2178.P19.gz43_282437 


M00040294B:E09 


ES 169 


402298 


2184.G24.gz43_283041 


M00040297B:G04 


ES 169 


423214 


2184.H17.gz43_282930 


M00040318C:B09 


ES 169 


4031.11 


2184J04.gz43_282724 


M00040319A:E03 


ES 169 


422542 


2184.J07.gz43_282772 


M00040319C:F08 


ES 169 


235376 


2184.J10.gz43_282820 


M00040319D.G10 


ES 169 


423534 


2184.Jll.gz43_282836 


M00040320A.B06 


ES 169 


401748 


2184.J12.gz43_282852 


M00040322B.A08 


ES 169 


420958 


2184.K02.gz43_282693 


M00040323D:F04 


ES 169 


423008 


2184.K13.gz43_282869 


M00040328D:A03 


ES 169 


402298 


2184.L01.gz43_282678 


M00040330D-.C12 


ES 169 


421826 


2184.L10.gz43_282822 


M0O04O338C:D05 


ES 169 


396509 


2184.M14.gz43_282887 


M00040347B:B11 


ES 169 


424723 


2184.N13.gz43_282872 


M00040363A:G07 


ES 169 


403837 


21 84.004 .gz43_282729 


M00040364B-.E11 


ES 169 


422590 


2184.O07.gz43_282777 


M00042341A:D08 


ES 169 


0 


156 l.A04.gz43_3 14441 


M00042341A:H04 


ES 169 


0 


156 l.A06.gz43_3 14473 


M00042341D:G11 


ES 169 


0 


1561.A14.gz43_314601 


M00042342A:B04 


ES 169 


0 


| 1561.A15.gz43_3 14617 


M00042342C:H03 


ES 169 


0 


1561.A18.gz43_314665 
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M00042342D:D03 


ES 169 


o 


1561 A20 ez43 314697 


M00042343AC05 


ES 169 


o 


1561A24P743 314761 


M00042343BD05 


ES 169 


o 


1561 R04 ar4^ 31444? 


M00042343BE06 


ES 169 


o 


1561 R05 0741 3144S8 


M00042343BF12 


ES 169 


o 


1561 B06 P743 314474 


M00042343DF08 


ES 169 


o 


1561 B09 ez43 314522 


M00042344BF02 


ES 169 


o 


1561 B17 ez43 314650 


M00042344BH12 i 


ES 169 


o 


1561B19ez43 314682 


M00042344D F03 


ES 169 


o 


1561 C01 ez43 314395 


M00042345AE04 


ES 169 


o 


1561 C03 ez43 314427 


M00042 3 45 B A05 


ES 169 


o 


1561 C05 2z43 314459 


M00042345DB01 


ES 169 


o 


1561 CIO ez43 314539 


M00042345DD04 


ES 169 


o 


1561 C12 ez43 314571 


M00042521AE10 


ES 169 


o 


1561C16cz43 314635 


M00042521CF11 


ES 169 


o 


1561 C19 ez43 314683 


M0004252 1 DG09 


ES 169 


o 


1561C22ez43 314731 


M00042522AA05 


ES 169 


o 


1561C24ez43 314763 


M00042522CH1 0 


ES 169 


o 


1561D10ez43 314540 


M00042522DA08 


ES 169 


o 


1561Dllez43 314556 


M00042523BH0 1 

lVWVU*tZ.JAi J AJ.A IV A 


ES 169 


o 


1561 D20 ez43 314700 


M00042523r*F08 


ES 169 


o 


1561 D23 ez43 314748 


M00042 523CH04 


ES 169 


o 


1561E02cz43 314413 


M00042523CH06 

iVlv/UvtZ, J Z. «J V-' .A L\J\J | 


ES 169 


o 


1561 E03 ez43 314429 


TvT0004?5?4Cd 2 


ES 169 


o 


1561E15ez43 314621 

X \J X . X^/ X f^j - 3 w X 1 VI* X 


M00042524DA10 


ES 169 


o 


1561E17ez43 314653 


M00047 524DD06 


ES 169 


o 


1561 E19 ez43 314685 

A V/ A • A_/ A *r , I — ' A T V/ V» ^ 


M00047525CH07 


ES 169 


o 


1561F12ez43 314574 




ES 169 


o 


1561 F15 ez43 314622 


M00047576 AF 1 0 


ES 169 


o 


1561F17ez43 314654 


M00042576AF1 1 


ES 169 


o 


1561F19ez43 314686 


M00042526RC12 


ES 169 


o 


156LF20.gz43 314702 


Mnno4?i?6r-Ri2 

1V1VJW\J*TZ.-/Z.V7V*. AJ A A. 


ES 169 


o 


1561 F23 ez43 314750 


M00047576TV A02 


ES 169 


o 


1561F24ez43 314766 


M00042526DA05 


ES 169 


o 


1561.G01.gz43 314399 


M00042576DA07 


ES 169 


o 


1561.G02.gz43 314415 


M00042526DD04 


ES 169 


o 


1 56 1 .G04.gz43_3 14447 


M00042527BB01 


ES 1 69 


o 


1 56 1 .G 1 1 .gz43_3 1 4559 


M00042527C:A10 


ES 169 


0 


1561.G14.gz43_314607 


M00042527C.F01 


ES 169 


0 


1561. G15.gz43_3 14623 


M00042527D:E05 


ES 169 


0 


1561. G20.gz43_3 14703 


M00042527D:F12 


ES 169 


0 


1561. G23.gz43_3 14751 


M00042528C:G06 


ES 169 


0 


1561.H07.gz43_314496 


M00042528D:D09 


ES 169 


0 


156 l.H09.gz43_3 14528 


M00042528D.H03 


ES 169 


0 


1561.H10.gz43_314544 
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M00042529A:B12 


ES 169 


0 


1561.H13.gz43_314592 


M00042529A:G07 


ES 169 


0 


1561.H15.gz43_314624 


M00042529B:E03 


ES 169 


0 


1561.H19.gz43_314688 


M00042529D:D07 


ES 169 


0 


1561.102.gz43_3 14417 


M00042530C.H02 


ES 169 


0 


1561.111.gz43_314561 


M00042530D:A02 


ES 169 


0 


1561.112.gz43_3 14577 


M00042530D:F09 


ES 169 


0 


1561.114.gz43_314609 


M00042530D:H12 


ES 169 


0 


156 1.117.gz43_3 14657 


M00042531B:D12 


ES 169 


0 


1561.122.gz43_314737 


M00042531B:G12 


ES 169 


0 


156U01.gz43_314402 


M00042531D.G08 


ES 169 


0 


1561.J05.gz43_314466 


M00042532A:D08 


ES 169 


0 


1561.J09.gz43_314530 


M00042532AH03 


ES 169 


0 


1561.J14.gz43_314610 


M00042533B:F11 


ES 169 


0 


1561.K02.gz43_314419 


M00042533C:F04 


ES 169 


0 


1561.K05.gz43_3 14467 


M00042533D:B05 


ES 169 


0 


1561.K06.gz43_314483 


M00042534A:G10 


ES 169 


0 


1561.K14.gz43_314611 


M00042534B:B08 


ES 169 


0 


1561.K16.gz43_314643 


M00042534B:D06 


ES 169 


0 


1561.K17.gz43_3 14659 


M00042534CA09 


ES 169 


0 


1561.K19.gz43_314691 


M00042534C:G04 


ES 169 


0 


1561.K20.gz43_3 14707 


M00042534D:D10 


ES 169 


0 


1561.K23.gz43_314755 


M00042535B.E04 


ES 169 


0 


156 l.L03.gz43_3 14436 


M00042536B:GO8 


ES 169 


0 


1561L15.gz43_314628 


M00042536C:A06 


ES 169 


0 


1561L16.gz43_3 14644 


M00042536C:B03 


ES 169 


0 


1561L18.gz43_314676 


M00042537A:A07 


ES 169 


0 


1561.L22.gz43_3 14740 


M00042537A:D12 


ES 169 


0 


1561.M01.gz43_314405 


M00042537A:G09 


ES 169 


0 


1 56 l.M04.gz43_3 14453 


M00042537A.H04 


ES 169 


0 


1561.M05.gz43_3 14469 


M00042537B:A07 


ES 169 


0 


1561.M06.gz43_3 14485 


M00042537B:B05 


ES 169 


0 


156 l.M07.gz43_3 14501 


M00042537C:D04 


ES 169 


0 


1 56 l.M10.gz43_3 14549 


M00042539B:D09 


ES 169 


0 


156 l.N06.gz43_3 14486 


M00042539C:A04 


ES 169 


0 


1 56 l.N07.gz43_3 14502 


M00042539C:E05 


ES 169 


0 


156 l.N08.gz43_3 14518 


M00042539C.H08 


ES 169 


0 


1561.N09.gz43_3 14534 


M00042539D:A04 


ES 169 


0 


1561.N10.gz43_3 14550 


M00042540A:D11 


ES 169 


0 


1561.N13.gz43_3 14598 


M00042540A:G11 


ES 169 


0 


1561.N14.gz43_3 14614 


M00042540B:B03 


ES 169 


0 


1561.N16.gz43_314646 


M00042540C:A12 


ES 169 


0 


I561.N17.gz43_3 14662 


M00042540D:F12 


ES 169 


0 


1561. N23.gz43_3 14758 


M00042540D:H02 


ES 169 


! o 


1561.N24.gz43_3 14774 
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M00042541A:B07 


ES 169 


0 


1561.004 .gz43_3 14455 


M00042541A:E06 


ES 169 


0 


1561. 006 gz43_3 14487 


M00042541A-.G02 


ES 169 


0 


1561.007 .gz43_314503 


M00042541B:B05 


ES 169 


0 


1561.009 .gz43_3 14535 


M00042542A.C11 


ES 169 


0 


1561.018.gz43_3 14679 


M00042542B:B01 


ES 169 


0 


1561.021.gz43_314727 


M00042542B.C11 


ES 169 


0 


1561. 023 .gz43_3 14759 


M00042542B:E04 


ES 169 


0 


1561.024.gz43_314775 


M00042543B:H12 


ES 169 


0 


1561P18.gz43_3 14680 


M00042543C:F06 


ES 169 


0 


1561.P21.gz43_314728 


M00042546A:D03 


ES 169 


446572 


1562.B01.gz43_207804 


M00042546D.E06 


ES 169 


446389 


1562.B13.gz43_207996 


M00042547B.-D11 


ES 169 


446531 


1562.B22.gz43_208140 


M00042548BA01 


ES 169 


456845 


1562.C12.gz43_207981 


M00042548B:G01 


ES 169 


462149 


1562.C14.gz43_208013 


M00042550A:D12 


ES 169 


446674 


1562.D12.gz43_207982 


M00042550C:H10 


ES 169 


446981 


1562.D18.gz43_208078 


M00042552C:D02 


ES 169 


466280 


1562.E22.gz43_208143 


M00042552DA11 


ES 169 


464091 


1562.F01.gz43_207808 


M00042554A.C02 


ES 169 


451780 


1562.F04.gz43_207856 


M00042554C:E02 


ES 169 


467262 


1562.F08.gz43_207920 


M00042554C.F09 


ES 169 


447597 


1562.F10.gz43_207952 


M00042554D:C08 


ES 169 j 


465594 


1562.F12.gz43_207984 


M00042555AA04 


ES 169 


464067 


1562.F17.gz43_208064 


M00042555A:A10 


ES 169 


447152 


1562.F18.gz43_208080 


M00042555B:B07 


ES 169 


464905 


1562.F20.gz43_208112 


M00042555D.G10 


ES 169 


469511 


1562.G05.gz43_207873 


M00042556A.G12 


ES 169 


451737 


1562.G10.gz43_207953 


M00042556B.D12 


ES 169 


466719 


1562.G12.gz43_207985 


M00042556B:E10 


ES 169 


447174 


1562.G14.gz43_208017 


M00042557AD09 


ES 169 


455075 


1562.H05.gz43_207874 


M00042557D:H12 


ES 169 


469837 


1562.H17.gz43_208066 


M00042558A:D03 


ES 169 


447517 


1562.H18.gz43_208082 


M00042558A.F11 


ES 169 


468330 


1562.H20.gz43_208114 


M00042558D:B07 


ES 169 


447308 


1562.103 .gz43_207843 


M00042560B:A01 


ES 169 


408386 


1562.J01.gz43_207812 


M00042560B:G10 


ES 169 ' 


456462 


1562.J04.gz43_207860 


M00042561B:E12 


ES 169 


446620 


1562J21.gz43_208132 


M00042561C:E12 


ES 169 


446621 


1562.J24.gz43_208180 


M00042562C:A07 


ES 169 


457405 


1562.K14.gz43_208021 


M00042563A:F10 


ES 169 


446829 


1562.L02.gz43_207830 


M00042563C:D08 


ES 169 


459536 


1562.L09.gz43_207942 


M00042563C:E02 


ES 169 


446614 


1562.L10.gz43_207958 


M00042563D:D02 


ES 169 


459523 


1562.Lll.gz43_207974 
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i^ioneiJJ 


EC XT /-i 

Co INO 


P 1 1 1 P+orTl^ 

^lusxerix) 


SequenceName 


iva oooao ^ ai n • noo 

]VlUUU4ZJOJL/..LJUy 


FQ. 1AQ 

co ioy 


4404yj 


i j oz . l l z .gz4 j__zu/y y u 




EC l/CQ 

Co ioy 


401 j>jy 


1 <AO T 1A ~„/lo nnoim 

ljoZ.Liy.gz4J_2UiUUZ 


M.UUU4ZJ04D.LI1 1 


CC 1AQ 

Co ioy 


AA&AQ* 
4404y3 


lJOZ.LZZ.g243_ZUol 


A/fAAAAo*. a An- pi n 

JV1UUU4Z jO'HJ.r IU 


Co ioy 


4J04 / 1 


1 ^AO A/fAA ^ OAOOQ^ 

1 JOZ.MUo.gz4.5_ZU/oy-> 


1V1UUU4 Z J O 0 1\ . VJU J 


Co iOy 


4JZ 1 J7 


MAO AvT 1 A n-vAl 0A70^Q 
1 jOZ.lYllU.gZ4J_ZU fyjy 


aa aaa/io^a^ a 
iviuuu4Zjoj/\.riuj 


EC 1 AQ 

co ioy 


40J40 / 


1 5A0 \>flO 0A7Q01 

i joz.iViiz.gz4j_zu /yy i 


tva oaa/i o ^ a 7 p • p oo 

iVl UUU4Z JO /L,.CUZ 


EC 1AQ 
Co lOy 


440 /UJ 


1 JOZ.fN 10.gZ4J__ZU5UJO 


ivAnnoA0^A7P-FO7 

1V1UUW4Z JO / v> .CU / 


F<* 1AQ 

CO 1 




1 ^A0 Ml a cyvAl 00X0X51 


AAonoAO^AorvPinx 

IVJ.UUU4Z JO /U.£>Uo 


F^i 1AQ 
CO iu" 




MAOMOl rr-rZl'; 008 I^A 
1 JOZ.INZ 1 .gZ4J ZUOlOD 


a/toaaao^aotyf 1 o 
1V1 uuu4z j o / U . c 1 z 


F°. 1 AQ 
Co ioy 


40U4yj 


1 ^A0 M0 A cr-rA.'X 00X1 Xd 
130Z.lNZ4.gZ4^_ZUolo4 


A/fonAAO^AXP-Fni 

1YLUUU4Z J 0 5 .CU J 


PC 1AQ 
Co lOy 


4J.AAS7 
4400J / 


1 ^A0 niA rr^AO. 00X00^ 
130Z.^J14.gZ43 z.\)o\JZD 


ivyfnnoAO^AXPFAQ 

WiUU Uh- z j 0 o . CU o 


FQ 1AQ 
CO lOV 


4AH7AA 
40U /OO 


1 ^A0 HI ^ cytA^ 00X0A1 
IDOZ.vJl J.gZ4J ZU5U41 


\AAAOA0 ^ AOR*P!SV7 
MUUU4Z JOyo.VJU / 


PQ 1£Q 
Co lOV 


HJJJO 


1 jOZ.rUj -gZ4 j ZU/ojU 


A/fAAAAO^AOPPiAc 
MUUU4ZJ0y\^..t>UJ 


EC 1 AQ 

Co loy 


zlzl7^/lA 
44 / j40 


1 ^A0 PfK rt-yA'? 007XX0 
1 jOZ.rUJ.gZ4o_^ZU /ooZ 


aa AAAAO^Aorvnno 

MUUU4Zj0yjJ.JLJUZ 


ec iz:q 
Co lOy 


40U iyu 


1 ^AO POO citAT. 0O70AA 

i joz.ruy.gz4o_zu /y4o 


AA AAA/1 0 ^ 7 A A • PAS 
MUUU4ZJ /U/\.CUo 


ec i /:n 
Co lOy 


40U3 10 


1 ^AO PI 1 n-rAI 0O707X 
IJOZ.Jrl l.gZ4o_ZU/y /o 


A/TAAA/1 O^OAD.E 1 1 

MUUUhZj /l/D.r 1 1 j 


EC 1 AO 

CO LOy 


A 1 7A7S 
4 1 /U /o 


i ^ao pi ft /vrrAo oAxnon 

1 D0Z.l'lo.gZ4J_ZUoUyU 


wr aaa/ioc^a/^.o 1 o 
MUUU4ZJ /UL.dIZ 


EC 1 AO 

Co ioy 


4 J /o4Z 


MAOPOl nrrAI 0OX 1 IX 

1 jOZ .rZ 1 .gZ4 J^ZUo I jo 


A/t AAA/10^.01 r*-PAO 

MUUU4ZD /IL/.rUj 


EC 1 AO 

Co ioy 


405 /oJ 


1 ^A7 A1A*y<»A7 00X^0^ 
1 JO J .Al 4.gZ4 d_jL\Jo jyD 


A/f AAA/1 0«.0 1 TVTlOA 

MUUU4Z3 / IIaJJUO 


EC 1 AO 

Co ioy 


AA70^7 
40 /U-? / 


1 ^A"* Al^ rr-»A^ 0OXA11 
1 JOJ./\l J.gZ4^_ZUo41 1 


li. /iaaa A O C OO D • P AT 
MUUU4ZJ /Zd.L^U / 


PC 1 AO 

to ioy 


A/IA^ A7 
440OUZ 


1 ^A'i A 1 Q rr-xA'? OOXA7^ 
1 JOj.Aiy,gZ4o_ZU54 / J 


■\ * A A A/I 1 C*71E< .Eni 

MUUu4zj7Zd.cUj 


EC 1 £LQ 

co ioy 


40U /oy 


1 CO AOArr-»AO 0A9/1O1 
1 jO J . AZU .gZ4 J_ZUo4y 1 


IV * A A A/11 CI "2 A -F\A< 

MUUU4Zj73A.DUj 


PC 1 AG 

co ioy 


/I AAQ71 
400y / 1 


1 <A1 D AC pitA^ OAXO^O 

1 jOj .JLSUJ.gZ4j ZUoZ JZ 


MUUU4ZJ / jL,.JJUj 


PC 1 AO 

to ioy 


4j0UjZ 


1 ^A3 R1A ct-rA'X OOX^QA 
1 jOo .Dl4.gZ4J_ZUoJyO 


A >f AAA/< T CT3A- A 1 A 

M0UU4zj73D.AlU 


EC 1 AO 

co ioy 


4ojoyo 


1 ^AQ DO 7 nr—zi 'J OAQ^AX 
1 J03.t>Zl.gZ4j_ZUojUo 


MuUu4zj /4A.rUJ 


ec i /:q 

co ioy 


AA A/1AO 
4404Uy 


1 JO J .r>ZJ.gZ4J_ZUoJ4U 


A/f AftA>n^l/)D. A A7 

MUUU4ZJ /4c. AU / 


EC 1 AO 

co ioy 


/! c A07^ 

4->oyzj 


1 ^A^ R94 fr-yA'? 0OX c ^A 
1 JOJ .t>Z4.gZ4J ZUo J JO 


Ti/fAAA/IO CO/1 f. A A/1 

MUUU4ZJ /4CAU4 


EC TAQ 

Co ioy 


4joyzu 


1 C A1 POA ftrrA^ 00X0^7 
1 JOJ ,L/U4.gZ4J_ZUoZJ / 










A/f A A A/1 0^.0 A TJAI 

MUUU4ZJ /jA.cUl 


EC 1 7A 
Co 1 /U 


/1A7^77 
40 / ->Z / 


\ t \f\'X C\ A cstA'X 00X^07 
1 JOJ.V>-14.gZ4J zuo jy / 


A/fAAA/IOC.0^. A -PAO 

MUUU4ZJ / JA.cUZ 


EC 17A 

Co 1 / u 


4J 1 jOj 


1 ^A^ PI S citA'X OOXAl^ 
1 JUJ.ul J,gZ4J ZUOH1J 


A li AA A/IT O • P AO 

MUUU4ZJ / JiJ.rUZ 


EC 17A 
Co I /U 


AZ 1 *l$?7 
4J 1 JoZ 


POO avAT. 00XAQ1 
L JOJ .V^ZU.gZ4j ZUOH7J 


A/f AAA/10^.0«.TV A 1 1 

JY1UUU4ZJ / jU.AI 1 


EC |7A 

Co 1 / U 


404Z / J 


i ^a^ nni ct-rAi onxion 

L JOJ .J-/U I .gZ4J 


A /f A A A/IT <s 1 < T~\ • P A s 

MUUU4ZJ /jjJ.IwUj 


EC 1 7A 

Co i / U 


A ±n A 1 7 
44 /HI / 


1 SA^ n03 o-yAl ?0R??? 
i JO J .U\JJ .gZ4J ZUOZ-ZZr 


A/f AAAAO'C.OAQ-rn ? 

MUUU4ZJ /Od.JJI 1 


EC 17fi 

Co 1 /U 


4jyyo i 


1 JO J .L/ 1 Z.gZ*+J ZuOjOD 


A/f AAA/1 O^OATV A AC 

MUUU4ZJ /oJJ.AUo 


EC 1 7A 

Co 1 / U 


440Z 1 J 


1 c A^ D1 7 cttA^ 90XAAA 

I JOJ .U 1 / .gZ4J ZWOHHO 


A/f AAA/1 0 £ OATVPA 1 

MUuU4Zj /0L/.rUl 


EC 1 7A 

Co I f\J 


44A5l^0 
HHOooy 


I JOJ . JL/Z 1 .gZH-J Zv/OJ Iv/ 


M00042577AA1 1 


ES 170 


464547 


1563.D23.gz43 208542 


M00042577B:D05 


ES 170 


467051 


1563.E06.gz43_208271 


M00042578A:E08 


ES 170 


447597 


1563.E14.gz43_208399 


M00042579A:B05 


ES 170 


446933 


1563.E22.gz43_208527 


M00042579B:E05 


ES 170 


467644 


1563.F01.gz43_208192 


M00042580C:A03 


ES 170 


463951 


1563.F13.gz43_208384 


M00042691A:D08 


ES 170 


460244 


1563.F19.gz43_208480 
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ClnnpTD 


x^o nu 




SequenceName 


1VT 00049 601 AG04 


FS 170 


469767 


1S61F91 fr-y41 908^19 


i\/fooo476Qir'A05 


F<n 170 


4S6Q8S 

tJD/OJ 


1^61 004 rr-74^ 9nfi9/11 


M0004960 1 DRfil 


F<? 170 


4S7X0O 


1 ^61 OOR crr41 90R10^ 


M000496Q i tvfoi 


FS 170 


446776 


1561 fi19 »-y41 908160 


M000496Q9 A -F 1 1 


FS 170 


46790^ 


1561 016 CT741 908411 

1JOJ - VJ 1 D.gZtJ XWOHJJ 


Mil 0049 609 RF04 

lVxUUU*TZOyZ.D.r U*t 


F^ 170 


44^01 


1561f^99o^41 90859Q 


mooo496oirtioi 

1VX \J \J \J *t Z O 5* J D . xj \J J 


F<J 170 


446S40 


1561 R00 ot-41 908199 


M00049604Rfi05 

l\L\J UV*tZU y^rD . VJl/J 


F<\ 170 


446069 


1 561 HI 8 o^4 1 908466 


M00049604PF01 


FS 170 


46900X 


1561 H91 ot41 908546 


M00049605CF05 


FS 170 


461734 


1 561 TOO P741 908191 


M00049605nF1 1 


F<? 170 

J— (O 1 / V7 


460884 


1563 T12 &743 908371 


\/fooo49605n-HO 1 


F<J 170 




1563 T14&743 208403 


M00049607RF06 


FS 170 


451454 


1563 JO 1 P743 208196 


M00049607DA01 


ES 170 


447190 


1563 J03 ez43 208228 


M000496Q8A- A01 


FS 170 


149559 


1 563 T05 f>743 208260 


M00049 600C H06 


F<s 170 


453605 

*T«y «J\JV/-I 


1563 K08 ez43 208309 


\zf00049 700R • P 1 9 


F<? 170 


138040 


1561K12a741 208373 


A/f00049700PF1 1 


F<s 170 


468 1 00 


1561 K20 0741 208501 


\zf00049700TVO08 


F^ 170 


468070 


1563K94Q743 208565 


l\>f 00049 709 RR07 

iYlwVv'+Z / UZx5,XJV 1 


F^ 170 




1 561 T 90 0741 208502 


\A 00049 709 RH07 


F<s 170 

x IK) 


447896 

*T*T / OZ,U 


1561 T 99 0741 908514 


\/iYiO0497O9i"il-T01 


F<1 170 


460044 


1 561 M09 <T741 90891 5 


Ajf 00049704 A P09 


F<i 170 


4474H 


1561M18ct741 908471 


A./fnno/i97n^ a -ro7 


F<1 170 


4651^Q 

*tDJJJ7 


1 561 1\J08 cr741 908119 


JVlUUv*lZ /uov^.jjuz 


cc 170 
Xio l /u 


51 0^0 


1561 009 0^41 908917 

1 JO J .VJUZ.gZH.) ZWOZ1 / 


\yfnon49 7H7R • n^o ^ 


FQ 170 


450Q9Q 


1561 014 ot41 908400 




EC 1 7H 


446099 

H*t07ZZ 


1 S61 HI 6 o-T-41 908441 

1 JO J .\J XO.gZ'tJ ZUO'ttl 


lV J fn0n497nQRT^0 J > 


F^ 170 


46X010 


1564 A01 a-741 906559 


\yfn00zL970QP-R0^ 


F<i 170 


464017 


1564 A09 ar41 906568 


\AOn04971 0 A -Ol 0 


F^ 170 


469101 


1564 A08 ot41 906664 


iv/rooo497i or-roq 


FQ 170 


457075 
*r-7 / y 1 j 


1564 A00 0741 906680 


A/T0004971 1 A -F01 


FS 170 


180495 


1 564 A90 0743 206856 


MYi004971 1R-H04 


FS 170 


463143 


1564B01 ff743 296553 


A/10004971 1P-T410 


F^ 170 


447006 


1564 R06 P743 206633 


lV/f0004971 1TYA01 


FS 170 

DO X 1 V7 


446 1 0 1 


1564 B07 ez43 296649 


M0004971 1Tl-n04 

lVlUU\J t t , Z / I 1XJ.VJw*t 


F^ 170 


462604 


1564 B09 ez43 296681 


M00049719AF08 


FS 170 


467780 


1564B12ez43 296729 


M00042712B:C04 


ES 170 


447429 


1564.B16.gz43_296793 


M00042712C:E06 


ES 170 


447649 


1564B19.gz43_296841 


M00042713B-.C08 


ES 170 


465785 


1564.C01.gz43_296554 


M00042713B:F03 


ES 170 


447189 


1564.C03.gz43_296586 


M00042713C:A09 


ES 170 


446230 


1564.C04.gz43_296602 


M00042713C.B08. 


ES 170 


447268 


1564C05.gz43_296618 


M00042713D:C06 


ES 170 


465782 


1564.C07.gz43_296650 
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ClonelD 


ESNo 


ClusterlD 


SequenceName 


M00042714A.G04 


ES 170 


456530 


1564Cll.gz43_296714 


M00042714A.H05 


ES 170 


447561 


1564C12.gz43_296730 


M00042714B:C07 


ES 170 


447430 


1564.C13.gz43_296746 


M00042714B:E0I 


ES 170 


447826 


1564.C15.gz43_296778 


M00042714C:C10 ; 


ES 170 


465528 


1564.C19.gz43_296842 


M00042714C:F12 


ES 170 


449171 


1564.C21.gz43_296874 


M00042714D:E11 


ES 170 


452504 


1564.C24.gz43_296922 


M00042715D.A10 


ES 170 


457644 


1564.D13.gz43_296747 


M00042715D.E02 


ES 170 


446741 


1564D15.gz43_296779 


M00042716A:F09 


ES 170 


446866 


1564.D22.gz43_296891 


M00042716D-.G04 


ES 170 


462337 


1564Ell.gz43_296716 


M00042717B-.G11 


ES 170 


462865 


1564.E19.gz43_296844 


M00042719A:H06 


ES 170 


452687 


1564.F15.gz43_296781 


M00042719C.H05 


ES 170 


405932 


1564.F19.gz43_296845 


M00042720C.E03 


ES 170 


461135 


1564.G07.gz43_296654 


M00042721A:G07 


ES 170 


446964 


1564.G13.gz43_296750 


M00042721BA04 


ES 170 


446230 


1564.G14.gz43_296766 


M00042721D:B03 


ES 170 


457922 


1564.G19.gz43_296846 


M00042721D:D01 


ES 170 


450723 


1564.G21.gz43_296878 


M00042722A:G08 


ES 170 | 


462348 


1564.H03.gz43_296591 


M00042722B.D06 


ES 170 


460051 


1564.H05.gz43_296623 


M00042722D.C12 


ES 170 


459158 


1564.H13.gz43_296751 


M00042723A:D09 


ES 170 


446601 


1564.H15.gz43_296783 


M00042724A:G02 


ES 170 


453766 


1564.101. gz43_296560 


M00042724D:B04 


ES 170 


446345 


1564.109.gz43_296688 


M00042724D:H04 


ES 170 


447048 


1564.113.gz43_296752 


M00042726B.E01 


ES 170 


446732 


1564.120.gz43_296864 


M00042726D.G1 1 


ES 170 


462398 


1564.J01.gz43_296561 


M00042729A.F11 


ES 170 


461316 


1564.K05.gz43_296626 


M00042729A.H08 


ES 170 


462986 


1564.K08.gz43_296674 


M00042729B-.F10 


ES 170 


461313 


1564.K12.gz43_296738 


M00042730D:D01 


ES 170 


424996 


1564L05.gz43_296627 


M00042732AA11 


ES 170 


453679 


1564L12.gz43_296739 


M00042733C:C05 


ES 170 


454825 


1564.M08.gz43_296676 


M00042733D:G08 


ES 170 


450723 


1564.M13.gz43_296756 


M00042735A:G07 


ES 170 


469754 


1564.M20.gz43_296868 


M00042735A:G12 


ES 170 


469766 


1564.M21.gz43_296884 


M00042735BA06 


ES 170 


403949 


1564.M23.gz43_296916 


M00042735C:G02 


ES 170 


420686 


1564.N05.gz43_296629 


M00042735DA07 


ES 170 


463824 


1564.N06.gz43_296645 


M00042736A:F03 


ES 170 


447387 


1564.Nll.gz43_296725 


M00042736B.G09 


ES 170 


447813 


1564.N14.gz43_296773 


M00042737AA07 


ES 170 


463821 


1564.Nl9.gz43_296853 


M00042737B:C07 


ES 170 


390563 


1 564.00 l.gz43_296566 
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M00042737B:E02 


ES 170 


467189 


1564 O02 ez43 296582 


M00042737C:C07 


ES 170 


446740 


1564.O04.gz43 296614 


M00042737C:E03 


ES 170 


447579 


1564.005 .gz43 296630 


M00042737D.D03 


ES 170 


466614 


1 564. 008 .gz43_296678 


M00042738D:H12 


ES 170 


463217 


1564.019.gz43 296854 


M00042739A:C06 


ES 170 


446242 


1564.O20.gz43 296870 


M00042739A:D02 


ES 170 


460078 


1564.021.gz43 296886 


M00042739A.G07 


ES 170 


446922 


1564.023.gz43 296918 


M00042739B:F06 


ES 170 


453762 


1564.P02.gz43_296583 


M00042740A:A01 


ES 170 


457656 


1564.P09.gz43__296695 


M00042742BH03 


ES 170 


450940 


1573.A06.gz43 208651 


M00042744AD11 


ES 170 


466894 


1573.B07.gz43 208668 


MO0O42745BB06 


ES 170 


464622 


1573.C01.gz43 208573 


M00042745CE11 


ES 170 


452399 


1573.C05.gz43 208637 


M00042745DH04 


ES 170 


452093 


1573.C08.gz43 208685 


M00042747AG12 

It XV-/ V/ U r jL* / « » X V . VJ XX* 


ES 170 


469150 


1573.C22.gz43 208909 


M00042747DB0 1 


ES 170 


447293 


1573.D01.gz43 208574 


M00042747DC08 


ES 170 


447421 


1573.D02.gz43_208590 


M00042748DD08 


ES 170 


466920 


1573.D10.gz43 208718 


M00042750DE07 


ES 170 


447645 


1573.E04.gz43 208623 


M00042881CC11 


ES 170 


639372 


1573.E15.gz43 208799 


M00042882C/F06 


ES 170 


642146 


1573.F10.gz43 208720 


M00042882CG07 


ES 170 


467293 


1573.F12.gz43 208752 


M00042882DC04 


ES 170 


645690 


1573.F15.gz43 208800 


M00042883AF06 


ES 170 


639849 


1573.F18.gz43_208848 


M00042884DE03 

iTlv/V/V/TAi VJ \ . X_j \J -J 


ES 170 


648467 


1573.G17.gz43_208833 


M00042885AG09 


ES 170 


463060 


1 5 73 .G2 1 .gz43_208897 


M00042886AH03 


ES 170 


650364 


1573.H04.gz43_208626 


M00042886CF01 


ES 170 


650195 


1 5 73 .H 1 1 .gz43_20873 8 


M00042886D E10 


ES 170 


645470 


1573.H16.gz43_208818 


M00042887DAI1 

l~lV/v \J~ VJ %J 1 MS .xV. X X 


ES 170 


455996 


1573.H21.gz43_208898 


M00042888AF02 


ES 170 


650231 


1573.103.gz43_208611 


MO 0042 8 8 9D AO 1 

IrlVJ W U U ^ Jur ,ixv x 


ES 170 


447161 


1573.J08.gz43_208692 


M00042 8 8 9D ■ A 1 2 

XVXvJvJVJ™^»VJVJ s J—J .ix X 


ES 170 


464205 


1573J10.gz43_208724 


M00042890CG11 


ES 170 


497434 


1573.K01.gz43_208581 


M00042890DD03 


ES 170 


556711 


1573 .K03 .gz43_2086 1 3 


M00042890DG05 


ES 170 


401426 


1573.K06.gz43_208661 


M00042891C.H01 


ES 170 


486238 


1573.K19.gz43_208869 


M00042892C:E03 . 


ES 170 


557974 


1573.L09.gz43_208710 


M00042892D:C04 


ES 170 


641890 


1573.L10.gz43_208726 


M00042892D:E06 


ES 170 


650852 


! 1573.L13.gz43_208774 


M00042892D:H04 


ES 170 


452506 


1573.L14.gz43_208790 


M00042894B:E05 


ES 170 


633946 


1573.M08.gz43_208695 


M00042894D:G05 


ES 170 


651029 


1573.M17.gz43_208839 
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i^ioneiu 


Co 1NO 


L/iusteriJj 


o equenceName 


AAooo49R05r , r t i o 


170 

Co 1 iVJ 




1 ^71 XTOI r,-*A1 909^Q/I 
13 / j.lNUl.gZ4J_ZU8I>o4 


\yf00049£Q£ A n04 


F<i 170 
Co 1 / w 


OjU /do 


ID / J. IN lZ.gZ4J_ZU5 /oU 


A/fooo49RQ£ a -fo^ 
iviuuuhzo yo/v. cuj 


F^ 170 
Co 1 / u 


H jZO 1 1 


1^7^ ATI -3 rt-rAI 90fi77£ 

IJ / J .IN 1 j.gZ43 ZUo / / O 


A>rooo495iQ£A foq 


FQ 170 




1^71 XT 1/1 ^rrr/19 908709 

ID /J.1N 14.gZ4J ZUo /yZ 


AvfOOOA98Qa A FI05 


F^ 170 

Co 1 /V 


AA'^^A^ 


1 S71 P09 rrT4^ 90ft£09 
1 3 / ^> . i UZ .gZ4^ ZUoOUZ 


\yrooo49QooFiPi i n 


Co I f\J 


i OA 


1^74 AOI rr-rAI 908Qft7 
ID /4.AuJ.gZ4j__ZUoyo / 


IvlUUU^ZyUUl^.rTl 1 


FQ 170 


d.70^0^ 


1^74 A 04 rrT41 90Q001 


A4* 00049Q0 1 A -F 1 9 


F^ 170 

CO 1 f\J 


4477S0 


1 S74 All otAI 9001 1 ^ 


AjfoooA9Qoi a -t-t i i 


F<\ 170 




1S74A14 07-41 900161 


\A00049Q09R-O09 


F<s 170 

CO 1 / w 




1S74 R04 ot41 900004 


\A00049009p1i-io i 
iviuuu4zy uzc .tvj i 


Co 1 / u 


A70Afi9 


1^74 FiO^ rr-y41 90Q090 


1^00049009^^1 1 

lviuuu^zyuzi^/.ci l 


FC 1 70 
Co i /u 




1S74R07o741 90Q0S? 

1 J /H.DU / .gZ*+J 


\/f 00049001 A F04 


F^ 170 

CO I fyJ 


4^7710 


1 S74 R 1 9 crMI 900119 


A/F OHO>d 9 O O 1 R • C 0 0 

iviU uu^ z y u j Jo . u y 


CC 1 70 
CO i / u 




1^74^1^1^741 9001 RO 


A/T0004900A A -F:0 1 


F^ 170 
CO 1 /u 


4479 1 9 
/ Z 1 z 


1 S74 R94 rr-r41 900194 


Avf 00049Q04 A HI O 

iviuuu4zy u4A.ri iu 


cc 170 
Co 1 / U 


470A41 


1 ^74 P01 rt-741 90RQRQ 


A/T00049Q05 A ■ A 07 
iVLUUU4ZyUD A.AU / 


cc i 70 
Co 1 J\J 


447 1 47 


T07 f»7Zl^ 9000S1 


aa nan ao on 5 c* -pioi 

!VlUUU4ZyUD.D .kJVj 


cc 1 70 
Co I /U 


£09A0 


1S74P11 cttAI 900117 

13 /H. V 1 1 .gZ'rO ZU71I / 


A AOOH/I 9Q05f"*-nO£ 
MUUU4ZyUDL/.OU5 


cc i 70 
Co 1 /U 


4478 1 ^ 


1 ^74 P 14 rr-y41 9001 £S 

1-7 /*f . V/ lT-.gZ^T./ ZU7IOJ 


A>fOnn/l9QO£ A • A 1 9 

MUUU4zyUoA. A 1 Z 


cc i 70 
Co 1 /U 


4479 1 8 


1 ^74 P 1 7 rr-y41 9009 1 1 

i3/4.\^i / .gz4D ^zuyziD 


MUUU4ZyUoL/.AIU 


CC 1 70 
co 1 /U 


4^ 1 £94 


1 574 n04 rr-741 90QOO£ 

id /4.uu4.gZ4:5__zuyuuo 


MuUU4zyU /A.rJ 1 1 


CC 1 70 

co 1 /U 


O^^ 1 7 

7JO 1 / 


1 574 Fl 1 A cwtAI 90Q1££ 
ID /4.U 14.gZ4J_ZUy lOO 


MUUU4zyU / A. r U J 


CC 1 70 

co 1 /U 


4yl7Ai09 

44 /oyz 


1 574 HI 5 cttA'X 9001S9 
ID / 4.LllD.gZ4J_Zv/y loZ 


Ayfnnn/nor\9TV Ail 


CC 1 70 

co 1 /U 


447 1 71 


1574 F09 n-T41 90X075 
ID /4.cUZ.gZ4D_ J ZUoy 13 


MUUU4zyUoA.JDU 1 


CC 1 70 
co A /U 


£49AQ1 
04Z0y 1 


1 574 FO£ rr-r41 900010 
ID /4.cUO.gZ4j_ZUyUDy 


AyTAAA/nOACD. All 

MUUU4zyUorJ.Al 1 


CC t 70 
co 1 /U 


£41 0£Q 


1574 F19 r»-r41 90Q115 
ID /4.clZ.gZ4J_ZUy 1DD 


A/fnAA/i9onc/^« A oi 
JVlUUU4ZyUoL,.AUJ 


cc I 7n 

CO 1 /U 


£40744 


1 574 Fl 8 ct-741 9009^1 
I J / H.ll 1 0 .gZH j__ZU7Z j 1 


AvfnOO/19Q05/^-rM 9 

MUl/U4zyUoC . 1/ 1 z 


CC 1 70 
CO 1 /U 


714£90 


1 574 F90 ryr41 9009£1 

ID /■ 4 t.czu.gz £ tD__zuyzo.3 


A/fO0O49Q0Srvf^1 9 
JYIU UU4Z y U o U . VJ 1 Z 


cc i 70 
CO 1 /U 


£470»£ 


1 574 F94 0^41 90Q197 


AifOOO/1 900015 -PO/t 

Muuu4zyuy t> .v^U4 


cc i 70 
Co l l\J 


0*t / Dj7 


1 574 F07 <*t41 90Q05£ 
1 3 /'t.ril/ -gZH J ZU/UJO 


A/TOOO/t 9 Q OQ n ♦ T-TO 9. 


F<v 170 
Co 1 fyJ 


OjUJ7() 


1574F19ct74^ 900M£ 
1^ / t.r iz.gz'rj ZW7 loo 


AA OOO/f 9000/" , -C 1 O 

Muuu4zyuyv^.r iu 


cc 170 
CO 1 / vi 


OJUZjJ 


1 574 Fl 7 f»^41 9O09 1 £ 


Ayf00049G00TVR 1 1 

jviui/U4zyuyjL/.D i l 


F*i 170 
Co 1/1/ 




1574F18o741 900919 


AA0004901 OP-FIOI 


F^ 170 
Co 1 /u 


480S0R 


1 574 H04 0741 900000 


AA00049Q1 OTV A 09 

iviuuu^tzy ivu. auz 


F<J 170 
Co 1 / u 


4£££07 


1574 fr0£ 900041 


Ayf00049010TVF1 1 


F<2 170 

Co I f\J 


£4QQ£S 


1 574 O0R 074^ 200071 


A/100049Q 7 1 A • A 09 


FC 170 

CO 1 f\J 




1S74 011 oyA-X 900121 


M000429 1 1 A B02 ^ 


ES 170 


649900 


1574.G12.gz43_209137 


M00042911A.D04 


ES 170 


641029 


1574.G15.gz43_209185 


M00042911A:H12 


ES 170 


527355 


1574.G18.gz43_209233 


M00042911B:F10 


ES 170 


648855 


1574.G21.gz43_209281 


M00042911B:H08 


ES 170 


644376 


1574.G23.gz43_209313 


M00042911C:D01 


ES 170 


562247 


1574.G24.gz43_209329 


M00042912A:C01 


ES 170 


649965 


1574.H06.gz43_209042 
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M00042912B:F11 


ES 171 


645924 


1574Hllffz43 209122 


M00042912D;H08 


ES 171 


645954 


1574 HI 6 ffz43 209209 


M00042912D:H10 


ES 171 


640356 


1574H17ez43 209218 


M00042913A:D09 


ES 171 


452989 


1574H18az43 209234 


M00042913B:E10 


ES 171 


639740 


1574 H22 ez43 209298 


M00042914A.B05 


ES 171 


639371 


1574 109 ez43 209091 


M00042914A:H10 


ES 171 


650423 


1574.I16.gz43 209203 


M00042914B:H03 


ES 171 


467364 


1574.I20.gz43 209267 


M00042914D:B10 


ES 171 


649852 


1574.I22.gz43 209299 


M00042915A:E06 


ES 171 


482043 


1574J05.gz43 209028 


M00042915A:G10 


ES 171 


651051 


1574J06.gz43 209044 


M00042915C:E05 


ES 171 


639923 


1574J12.gz43 209140 


M00042915D:A11 


ES 171 


650527 


1574.J15.gz43 209188 


M00042915D.D06 


ES 171 


642151 


1574.J17.gz43 209220 


M00042915D:E03 


ES 171 


643940 


1574.J18.gz43 209236 


M00054791A:G04 


ES 171 


646404 


1574.J21.gz43 209284 


M00054791B:C09 


ES 171 


446974 


1574.J24.gz43 209332 


M00054792B:A03 


ES 171 


648159 


1574.K18.gz43 209237 


M00054793CC01 


ES 171 


538237 


1574.L07.gz43 209062 


M00054793C:D11 


ES 171 


413767 


1574.Lll.gz43 209126 


M00054793D:H11 


ES 171 


640306 


1574.L13.gz43 209158 


M00054794BF09 


ES 171 


284269 


1574L23ez43 209318 


M00054794CG11 


ES 171 


450506 


1574 M06 ez43 209047 


M00054794D D02 


ES 171 


474298 


1574 M09 ez43 209095 


M00054794D:D08 


ES 171 


646568 


1574.M10.gz43 209111 


M00054795A:A08 


ES 171 


640181 


1574.M16.gz43 209207 


M00054796B.A01 


ES 171 


639391 


1574.N04.gz43 209016 


M00054796B:C08 


ES 171 


641525 


1574.N05.gz43 209032 


M00054797C.F03 


ES 171 


644789 


1574.N20.gz43 209272 


M00054797DF01 


ES 171 


472101 


1574.00 Lgz43 208969 


M00054798BA01 


ES 171 


453572 


1574.O06.gz43 209049 


M00054798D:A12 


ES 171 


641315 


1574.O15.gz43_209193 


M00054798D:F01 


ES 171 


650773 


1 574.0 17.gz43_209225 


M00054799C:G11 


ES 171 


641875 


1574.P02.gz43_208986 


M00054799D:H02 


ES 171 


645223 


1574.P05.gz43_209034 


M00054800B:C06 


ES 171 


639787 


1574.P10.gz43_209114 


M00054800B:C11 


ES 171 


513262 


1574.P12.gz43_209146 


M00054800B:E08 


ES 171 


474298 


1574.P15.gz43_209194 


M00054800D:D08 


ES 171 


639901 


1574.P23.gz43_209322 


M00054800D:F08 


ES 171 


513248 


1575.A01.gz43_209339 


M00054911A:C08 


ES 171 


549699 


1575.A05.gz43_209403 


M00054911A:G01 


ES 171 


559776 


1575.A10.gz43_209483 


M00054911A:H06 


ES 171 


528616 


1575.A13.gz43_209531 
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M00054911B:E10 


ES 171 


639992 


1575A15.gz43_209563 


M00054911D:D03 


ES 171 


41878 


1575.B02.gz43_209356 


M00054912A:H08 


ES 171 


646949 


1575.B05.gz43_209404 


M00054912B.C05 


ES 171 


589098 


1575B08.gz43_209452 


M00054912C:C01 


ES 171 


641057 


1575.B13.gz43_209532 


M00054912D:F11 


ES 171 


182437 


1575.B19.gz43_209628 


M00054912D:G01 


ES 171 


417130 


1575.B20.gz43_209644 


M00054912D:G04 


ES 171 


640230 


1575.B21.gz43_209660 


M00054913A.B12. 


ES 171 


377855 


1575.B24.gz43_209708 


M00054913C.G03 


ES 171 


451811 


1575.C12.gz43_209517 


M00054914C:D12 


ES 171 


447246 


1575.D04.gz43_209390 


M00054914D:G07 


ES 171 


467381 


1575.D09.gz43_209470 


M00054915A:G03 


ES 171 


413767 


1575.D13.gz43_209534 


M00054915D:B08 


ES 171 


452220 


1575.D21.gz43_209662 


M00054915D:D05 


ES 171 


646293 


1575.D22.gz43_209678 


M00054915D:E07 


ES 171 


468109 


1575.D24.gz43_209710 


M00054916A:A05 


ES 171 


649872 


1575.E02.gz43_209359 


M00054916A:E05 


ES 171 


639256 


1575.E05.gz43_209407 


M00054916A:F10 


ES 171 


639394 


1575.E06.gz43_209423 


M00054916B:E02 


ES 171 


648664 


1575.Ell.gz43_209503 


M00054916C:C04 


ES 171 


545980 


1575.E13.gz43_209535 


M00054917A:F07 


ES 171 


473854 


1575.E22.gz43_209679 


M00054917B:A05 


ES 171 


648609 


1575.E23.gz43_209695 


M00054917B.F01 


ES 171 


649082 


1575.F03.gz43_209376 


M00054917C:D03 


ES 171 


643843 


1575.F08.gz43_209456 


M00054917C:F03 


ES 171 


648532 


1575.F10.gz43_209488 


M00054917D:A03 


ES 171 


647991 


1575.F14.gz43_209552 


M00054917D:A12 


ES 171 


644692 


1575.F16.gz43_209584 


M00054917D:D12 


ES 171 


639662 


1575.F18.gz43_209616 


M00054917D:E05 


ES 171 


639255 


1575.F19.gz43_209632 


M00054917D:H02 


ES 171 


648532 


1575.F23.gz43_209696 


M00054918A:D02 


ES 171 


649506 


1575.G02.gz43_209361 


M00054918A:F09 


ES 171 


553100 


1575.G04.gz43_209393 


M00054918B:H01 


ES 171 


449861 


1575.Gl0.gz43_209489 


M00054918B:H08 . 


ES 171 


645252 


1575.GU.gz43_209505 


M00054918D:C03 


ES 171 


456923 


1575.G15.gz43_209569 


M00054918D.C11 


ES 171 


452204 


1575.G16.gz43_209585 


M00054918D.G02 


ES 171 


645252 


1575G18.gz43_209617 


M00054918D:H09 


ES 171 


468222 


1575G19.gz43_209633 


M00054919A:H04 


ES 171 


452845 


1575.G24.gz43_209713 


M00054919C:F06 


ES 171 


644556 


1575H05.gz43_209410 


M00054919D.H12 


ES 171 


642084 


1575H14.gz43_209554 


M00054920A:A05 


ES 171 


61616 


1575H16.gz43_209586 


M00054920A.B07 


ES 171 


554010 


1575H18.gz43_209618 
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M00054920A:C11 


ES 171 


564440 


1575.H22.gz43_209682 


M00054920B:C04 


ES 171 


649933 


1575.103 .gz43_209379 


M00054920B:C12 


ES 171 


500337 


1575.105.gz43_209411 


M00054920C:A06 


ES 171 


643843 


1575J10.gz43_209491 


M00054920C:D05 


ES 171 


452707 


1575.112.gz43_209523 


M00054920C:F02 


ES 171 


649555 


1575.115.gz43_209571 


M00055426B:B02 


ES 171 


452986 


1575J06.gz43_209428 


M00055426C:B12 


ES 171 


447574 


1575J14.gz43_209556 


M00055426CC10 


ES 171 


649746 


1575J15.gz43_209572 


M00055426D:F03 


ES 171 


639144 


1575J21.gz43_209668 


M00055427A:F01 


ES 171 


643924 


1575.K05.gz43_209413 


M00055427A:F02 


ES 171 


654723 


1575.K06.gz43__209429 


M00055427B:E01 


ES 171 


41141 


1575.K10.gz43_209493 


M00055427B:F06 


ES 171 


640814 


1575.Kll.gz43_209509 


M00055427C:A06 


ES 171 


504568 


1575.K13.gz43__209541 


M00055427CE12 


ES 171 


630269 


1575.K17.gz43_209605 


M00055427C:F07 


ES 171 


650487 


1575.K18.gz43_209621 


M00055427C:H11 


ES 171 


468783 


1575,K19.gz43_209637 


M00055427D:E05 


ES 171 


456420 


1575.K21.gz43_209669 


M00055428A:C02 


ES 171 


643279 


1575.L01.gz43__209350 


M00055428B:H02 


ES 171 


645347 


1575.L05.gz43_209414 


M00055428CG06 1 


ES 171 


243722 


1575.L12.gz43_209526 


M00055428D:G12 


ES 171 


611927 


1575.L18.gz43_209622 


M00055429A:H04 


ES 171 


639520 


1575.L22.gz43_209686 


M00055429B:B12 


ES 171 


467989 


1575.M01.gz43_209351 


M00055429B:E12 


ES 171 \ 


446254 


1575.M02.gz43_209367 


M00055429B:G04 


ES 171 


639444 


1575.M03.gz43_209383 


M00055429B:H02 


ES 171 


447254 


1575.M04.gz43_209399 


M00055429DG07 


ES 171 


584071 


1575.Mll.gz43_209511 


M00055430B.E08 


ES 171 


495143 


1575.M16.gz43_209591 


M00055430B:H02 


ES 171 


560700 


1575.M19.gz43J209639 


M00055430C:G11 


ES 171 


452293 


1 575 .M23 .gz43_209703 


M00055430D:F04 


ES 171 


650184 


1575.N01.gz43_209352 


M00055431A.E01 


ES 171 


451994 


1575.N05.gz43__209416 


M00055431A:H05 


ES 171 


645344 


1575.N07.gz43_209448 


M00055431B:A01 


ES 171 


570812 


1575.N09.gz43__209480 


M00055431C:H08 


ES 171 


639523 


1575.N15.gz43_209576 


M00055432A:A03 


ES 171 


446495 


1575.N19.gz43_209640 


M00055432A:D05 


ES 171 


639150 


1575.N21.gz43_209672 


M00055432B:B04 


ES 171 


642073 


1575.N23.gz43_209704 


M00055432B:H02 


ES 171 


641542 


1575.O02.gz43_209369 


M00055432CD12 


ES 171 


447913 


1575.O05.gz43_209417 


M00055432CF01 


ES 171 


645162 


1575.O07.gz43_209449 


M00055432D:H12 


ES 171 


655551 


1575.O15.gz43_209577 
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SequenceName 


JV1UUU33433A..DU / 


pc 1 71 


f.AA'Xn 1 

044 j / 1 


1 j /5.Ulo.g243_zU9593 


aaaaa^/I'}'* a -Rns* 

M.UUU 3 3 4 3 Jn . J5U o 


Co 1/1 


44oy3Z 


K7C An ^-,A7 7AO/CAO 

1 j /5.U1 / .gz43_zuyouy 


A/fAAA^AO.T. A -/"*A7 
MUUU3 343 jAXUZ 


PC 1 71 
Co 1/1 


/TA 1 A7C 

D4iyZ3 


15 /5.Ulo.gz43 zuyoz5 


aa aaa< 3 7 A -paa 
JV1UUU J 3 4 3 3 A . liU4 


PC 171 
iio 1/1 


AAQ^ oc 


1 C7C /^k77 rt _i|7 7AO/£OA 

15 /5.(Jzz.gz43_zUyooy 


lViUUU33433Lx.Al 1 


i7i 

JCO 1/1 


Ojo /Do 


1 C7C C\7 A rt -»A7 7AQ77 1 
ID /3.UZ4.gZ4J_ZUy /Zl 


A/fAAA^A^TV A AO 

IVlUUU33433.L).AUy 


pC 171 

JtlO 1/1 


1711 
OJ 1Z1 1 


K7C T3A7 ft,/l7 7A0^7A 

13 /5.JrUz.gz43_ZUy3 /U 


aaaaa^ ^. A'2 7rv/"' 1 A7 
MUUU3 5433D.L,U / 


Co 1/1 


43o /34 


1 ?7C DA/1 rt -/17 7AOAA7 

13 /3.rU4.gz43_zUy4Uz 


\/f aaa^. <a < 2 0.rvirA/£ 
JViUUU33433JJ.rUO 


PC 171 

JErO 1/1 


/1Q77/17 
4yZZ4Z 


1 <7C DA< r»-rA7 7AOA7A 

13 /3.i'UO.gZ43 ZUy4-54 


A AAA AC < A 0/1 A • A A*2 


PC 171 

bo 1/1 


CA 7 1 AO 

o4 / iuy 


1 C7C DAQ A 7 7AOA/C£ 

13 /3.FUo.gz43_ZUy4oo 


AAAAACCAQ ArvC* 1 1 


PC 171 1 

bo 1/1 


<:ci AA A 

D51 UzU 


1 C7C D1 Q #*-rA7 7AQ£7A 

13 /3.r lo.gz43_zUyozo 


A A AAA c. C./1 *2 ATVOA^ 

MUUU55434lJ,13Uo ; 


PC 17 1 

bo 1/1 


o4U3oy 


1 C7C T37 1 *v^A7 7AQ£7A 

13 /3.r'zl.gz43_zUyo /4 


AAAAAC. C>1 1A rVCAQ 

MUUU55434L).bUy 


PC 171 

bo 1/1 


C7t 07 

J / 183 


1 C7C D77 /v-»A7 7AO£OA 

13 /3.rZz.gz43_zuyoyu 


M0UU55435D.CUy 


PC 171 
bo 1/1 




1 C7/C AAA 7AQ771 

13 /o.AU4.gZ43_ZUy / / 1 


M00055435C:blz 


PC 171 

CO 1/1 


CA AACC 


i C7/ A AO rt.^A'J 7AOQ7C 

15 /o.A0o.gz43_zUyo33 


M00055435D:Cj1 1 


bo 1/1 


H"> Q7 07 

0392© / 


1 C7/C A 17 f,™/17 7AQ01 C 

13 /o.A13,gz43_zUyyi3 


A X AAAC C A *3 C A ."C A A 

MUUU5543oA.bU4 


PC 171" 
1/1 




1 C7/C A K r,-/17 7AQQA7 

1 3 / o . A 1 3 ,gz43_zuy y4 / 


M0uU5543or>:r$Uo 


T7C 171 

bo 1/1 


D39 / 11 


1 <7/C A lO *»-»A7 7 1AA1 1 

13 /D.Aiy.gz43_zlUUi 1 


Tfc Jf C\f\r\ C C A "5 ZT T> . DrtA 

M00055436B.B09 


CC 171 

bo 1/1 


A C A A AO 

4544U9 


1 C7/C A 7A ^»^,/| O 7 1AA77 

15 /o.Azu.gz43__z lUUz / 


TV 1AAAC f y«0 TTV.T5A/' 

M00053437D:B06 


bo 171 


/I /IiCAA7 

400092 


1 cn/ T3 1 7 ^ A "5 7AAOOA 

15 /o.ol7.gz43_zUyyi$U 


A K r\f\f\ C C A "i AY5 ."DAT 

M00055439B:BU7 


TJC 171 

bo l/l 


C*A AC77 

D4U522 


1 <7/C ni rt ,yi7 7 1 AAA C 

1 3 /o. Cz 1 .gz43_z 1 UU43 


MQ0055439B.C10 


"CC 171 

bo 1/1 


A CA1 OO 


1 C7£ P77 „»/<7 7 1 AA77 
15 /O.CZ3.gZ43_ZlUU/ / 


Tfc jTAAAC C A 1 AT"\.C AO 

M0005 5439D:bU5 


ETC 17 1 

bo 1/1 


o4<S5Uo 


K7/J m 1 „„/l7 7f\QQQ& 

15 /O.LI 1 i.gZ43_ZUyooD 


Ik fAAAC C A A AH.AA^ 

M00055440D:D02 


CC 171 

bo 1/1 


o53olo 


1 C7/C PAO „»/17 7AOCCC 

15 /o.bUy.gz43_zUyo33 


A iAAAC C A A 1 A ./"'AT 

M00055441A:u07 


CC 1 7 1 

bo 171 


£A A77 A 
04U/34 


1 C7£ C 1 £ rt _/17 7 AOQ£7 

13 /o.bio.gz43_zuyyo / 


A ifAAAC Cyl i( 1 P .T TA/" 


PC 171 

bo 1/1 


£LA A77A 

04UZ3U 


1 C7£ PA7 *v-rA7 7AQ7£A 
13 /0.rU3.gZ43__ZUy /OU 


A fAAAC C /I vl OA.AA^ 

M00055443D:vj04 


CC 171 

bo 1/1 


o4yzoo 


K7<C AH 7AQ07 1 

13 /O.Lrl3.gz43_zUyyZl 


A jfAAAC C A A A T\ .PAC 

M00055444D.C05 


PC 171 

bo 1/1 


o3y /ju 


K7^ U/n /vrrAI 7AQ7£7 
13 /D.JnLU3.gZ43_ZUy /OZ 


A S f\f\C\ C C /t /I ZTTi . A 1 7 

M00055446B:A12 


CC 171 

bo 171 


" >1 QA 1 A C 

484145 


K7/C TAC rt-yio 7A07QC 

13 /o.l(J3.gz43_ZUy /y3 


M00055446B:D0a 


CC 171 

bo 171 


Djyy25 


1 C7/C TAQ n -,A1 7AQ5A7 

13 /D.lUo.gZ43_zUyo4J 


A JT AAA CCK AD.AA1 


CC 171 

bo l/l 


jZdoUd 


1 C7£ T AQ *>-»A7 7AQ9/1A 
13 /D.iA)o.gZ43_ZUyo40 


A /TAAAC C A C 1 CHAO 

M0005545 IB.DOa 


CC 171 

bo 1/1 


44o43y 


1 C7£ AAAQ *v-»A7 7AOQ<7. 

13 /o.Muy.gz43__zuyoo3 


A /AAACC /(CI T"> . T\ 1 O 

M0005545 1B:D 12 


CC 171 

bo 1/1 


AC/C1 7C 

45olz5 


K7< AA1A *>-rA7 7AOC7Q 

13 /o.iviiu.gz43_zuyo /y 


a if aaa c C/ic i r.nno 

M0003545 lC:B0a 


CC 171 

bo 1/1 


£7A A A A 

D2444U 


1 C7/C AA17 r»-rA7 7AQ01 1 

13 /o.JViiz.gz43_zuyyi i 


A ifAAAC C ,H C 1 ft.CI A 

M00055451C:E10 


CC 171 

bo 1/1 


o3y /oD 


1 C7/C AA1A r.T/1 1 7AQQA^ 

13 /o.JV114.gz43_zUyy43 


A yTAAAC C A CJT\.~C IT' 

MU0u55453D.blz 


CC 171 

bo l/l 


C£A7Q1 

5ou/y i 


1 <I7^ A17 r,-/i7 7AQQ1^ 
13 /O.IJlZ.gZ43_Z\jyy 13 


\ ifAAAC C A CCT3 .(~* 1 1 

MUUU 5 54 j j d . Lr 1 z 


PC 171 

jio 1/1 


A7QAC 1 

4 /yuj i 


1 C,7£ P7A n-rdl 7 1 A 1 

13 /D.JrZ4.gZ43_ZlVJlUD 


A .CAAACC A C/£ A .DA 1 ? 

MU005 545 6 A: BU3 


CC 171 

bo l/l 


CCQ7/£0 


13o3.AUO.gZ43_Z 1UZ53 


iviviw j j*t j u a. r u i 


171 


642478 


1585 AlO ez43 210347 


M00055456B:G08 


ES 171 


641645 


1585.A22.gz43_210539 


M00055456C:A10 


ES 171 


466440 


1585.B02.gz43_210220 


M00055456C-.G04 


ES 171 


! 484126 


1585.B06.gz43_2 10284 


M00055456D.E06 


ES 171 


452202 


1585 B13.gz43_210396 


M00055456D:G04 


ES 171 


639932 


1585.B14.gz43_210412 


M00055457D.F09 


ES 171 


! 650605 


1585.B23.gz43_2 10556 
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FS No 


VlUoLU A AJ 


oetjucncciNanie 


M00055458BB04 


ES 171 


648123 


1585 P09 a^43 910991 


M00055458CG02 


ES 171 


VJ*T J OT J 


1585 Til CT743 910365 


M00055458DF04 

J.T1V/ V/ V/J J ~ J \J . X V/ l 


ES 171 


640997 


1585 ri6az43 910445 


M00055459BA02 


ES 171 


641467 


1585 r99cT743 910541 


M00055460AD01 


ES 171 


640662 


1585 D14 P743 910414 


M00055460R G06 


ES 171 


598589 

J70J07 


1585 F03a743 910939 

A — > O-J - LJ\1 J •F~ f £'* -J 41V/Z.J7 


M00055460CC12 


ES 171 


640561 


1585 F06 ^743 210287 


M0005 5460C D 1 0 


ES 171 


592346 


1 585 F07 av43 ? 1 0303 


M 0005 5460C 009 


ES 171 


592346 


1585 F11fr743 210367 


M00055460DR06 


ES 171 


641066 


1585 F15&743 210431 

IJOJ.JUU.g&TJ 41V/7J1 


M0005546 1 A* A06 


ES 171 


643991 


1585 E23 ez43 210559 

JIJUJ .J^JZm-y . fZyL.~ -J si. V \J -J -J y 


M0005 546 1 A F.03 


ES 171 


447863 


1585 F03&743 210240 

A JO J. A vJ.gLTJ Z. L \J Z.r \J 


MO0055461CF05 


ES 171 


640792 


1585 F13a743 210400 

A JO J. A f ■ fj - - 1 £« 1 V/7vU 


M00055461 Dr09 

IVAVVVJl/J J"tVJ 1 A-/- V>t/^ 


FS 171 

A-sl7 A / A 


607499 

kjvj 1 ^ z.z. 


1585 F17P743 710464 

AJOJ.A A / . gZ.TJ Z. A V*TVJ*T 


M00055469 AAOQ 


FS 171 

A_/0 A t A 


UtWJvJO 


1585 F99o743 910544 










Mono55469r i - a i 1 


pe 179 


640400 


1585 G19a743 910385 

lJOJ.VJlA.tAtJ Z.1V/JOJ 


MOf)055469rro3 


FS 179 

A-i j LIZ. 


598589 
j 70JO" 


1585 rr14a743 910417 

A J O J . VJ A *T . g^4*tJ Z. i w*-t A / 


A/fnnn55d69TYT-ii 9 

lYllJVJv/J J*T\JZlLJ. IT. 1 Z. 


pc 179 

U. J LIZ. 


419416 

* 147 1 VJ 


1585 (399 a743 910545 

1 JOJ,VJ/>4.£ZtJ Z. 1 VJJ'+J 


Mnnn55463 a- a i i i 

1V± VJVJVJ J JtO j.rY./\l 1 


FS 179 

AJO LIZ. 


398061 

J VJVJ A 


1585 G93 0743 910561 

A J O J . yjZ. J ,iL£/-T J ^ iV/JVJl 


i\zroon55463nooi 

ivl VJVJVJ J J-rVj J -L/.VJvJ 1 


FS 179 


54446 1 


1585 H09a743 910338 

UOJ.IlW7.gZ.TJ Z.AV/JJO 


ivfnon55464R*Fn6 

ivivj vjvj j j-i-vj-fro . E/Uvj 


FS 179 

IjO LIZ. 


640913 


1585 H13(T743 210402 

UOJ.lll J.gZiTJ Z.1VJ*T\JZ. 


M00055464RF1 1 

iVxVJVJVjjjHOHD.JLii I 


FS 179 

AjO LIZ. 


556654 


1585 H14fT743 210418 

1 JOJ.iii*t.g£*Tj z> 1 vyt 1 0 


A/rnnos5464RG03 

1YAVJVJIJ J J— rLJ~rA-> . VJVJ J 


FS 179 

A_ykJ LIZ. 


664711 


1585 HI 5 {J743 910434 

AJOJ.AAAJ .HZiTJ Z~ X U r J t 


Mnoo55464i> A04 


FS 179 

A_/kJ LIZ. 


661194 


1585 H19 &743 210498 

A J O J . A A A Is , tiiT J 4.1V/T7D 


M0005 5464OF08 


FS 179 

L> O LIZ. 


650914 


1585 H22S743 210546 

1 JOJ.llXli.gZiTJ 4 1UJTVJ 


M0005 5465 a -ro5 


FS 179 

LiU LIZ. 


651038 

VJ A VJ J O 


1585 T01 a 7 43 210211 

A J O J . lu A . tii r J ^ A \J Z. 1 1 


A/mon55465r>Fi 9 

iVxvJVJv/j JHOJL/.r !_«. 


FS 179 

.GO LIZ. 


639607 

VJ— ? -7 L/VJ / 


1585 T13 0743 910403 

A JO J ,A A J.g^TJ AlVTvJ 


\>fnnn55466Acn5 


FS 179 

AjO A / X 


54961 1 

Jt7U A A 


1585 T15f*743 210435 

A J O J .A A J .g/iT J ilutJJ 


mooo55466C-aoi 

Ivl VJVJVJ J J~HJVJ v .jtWJ A 


ES 172 


559343 


1585 T23 ez43 210563 


M00055467AA07 

lYAVJVJVJ J J*TVJ / jTV. xvV_/ / 


FS 179 


555820 


1585 J07az43 210308 


M00055467DA01 

lVlVJVJVJJ J*TVJ / A-/ . /vVJ A 


FS 179 

1_^0 LIZ. 


559549 


1585 J20 ez43 210516 


Mono55467T> r i o 

IVIWI/UJ JtU / A-/. W A vy 


ES 172 


51939 


1585 J22&z43 210548 


ivtonos5467Tvnnk 


ES 172 


505933 


1585 J24 &z43 210580 

A J O J » .fctitJ LlV/JUV 


ivfnnn55468 a- Afl5 


FS 179 

LjO LIZ. 


646318 


1585 K02 »743 210229 

A J O J . XVV7Z. ,gZiT J Z.L\JZ.Z.*s 


M00055468CR07 


ES 172 


639726 


1585 K16 ez43 210453 


M0005 5469 A DOS 

iYAw VJVJ J ^^rvj A-/ V/ O 


ES 172 


640068 


1585 K24 bz43 210581 


M00055469B.A06 


ES 172 


553402 


1585.L04.gz43_2 10262 


M00055469C:F09 


ES 172 


645201 


1585.L12.gz43_210390 


M00055470CF03 


ES 172 


562067 


1585.M07.gz43_210311 


M00055470D.F12 


ES 172 


640293 


1585.M12.gz43_210391 


M00055491A:H01 


ES 172 


584745 


1585.M17.gz43_210471 


M00055492A:D03 


ES 172 


639136 


1585 .N04.gz43_2 10264 


M00055492A:H06 


ES 172 


646303 


1585.N10.gz43_210360 
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ClonelD 


ESNo 


ClusterlD 


SequenceName 


M00055492C:H07 


ES 172 


646318 


1585.N22.gz43_210552 


M00055492D-.B08 


ES 172 


474821 


1585.N24.gz43_210584 


M00055493C-.B06 


ES 172 


556551 


1585.O12.gz43_210393 


M00055493D-.B07 


ES 172 


555193 


1585.O14.gz43_210425 


M00055493D:D12 


ES 172 


650353 


1585.O16.gz43_210457 


M00055494A:A06 


ES 172 


645117 


1585.O18.gz43_210489 


M00055494C:G10 


ES 172 


562236 


1585.P05.gz43_210282 


M00055494C:G11 


ES 172 


558839 


1585.P06.gz43_210298 


M00055495A:D11 


ES 172 


642415 


1585.P12.gz43_210394 


M00055495C:F03 


ES 172 


237288 


1585.P22.gz43_210554 


M00055516B:E11 


ES 172 


552783 


1587A04.gz43_2 11407 


M00055517A:D09 


ES 172 


650161 


1587 A16.gz43_21 1599 


M00055517C.H07 


ES 172 


492483 


1587.B02.gz43_211376 


M00055517D.D09 


ES 172 


446984 


1587.B06.gz43_211440 


M00055517D.D11 


ES 172 


290226 


1587.B07.gz43_2 11456 


M00055519A:C01 


ES 172 


558785 


1587.B23.gz43_211712 


M00055519AF08 


ES 172 


234606 


1587.C01.gz43_211361 


M0005S519A:H01 


ES 172 


644051 


1587.C03.gz43_211393 


M00055520B.D11 


ES 172 


590218 


1587.D04.gz43_211410 


M00055520B.E04 


ES 172 


481220 


1587.D05.gz43_2 11426 


M00055521C.B08 


ES 172 


597780 


1587.E01.gz43_211363 


M00055521C:B09 


ES 172 


638943 


1587.E02.gz43_211379 


M00055521C-.C08 


ES 172 


639056 


1587.E03.gz43_211395 


M00055521C.D02 


ES 172 


559324 


1587.E04.gz43_211411 


M00055522C:F06 


ES 172 


561202 


1587.F04.gz43_211412 


M00055523C:F05 


ES 172 


551518 


1587.F21.gz43_211684 


M00055524B:B08 


ES 172 


640419 


1587.G08.gz43_2 11477 


M00055524B:D11 


ES 172 


648747 


1587.G10.gz43_211509 


M00055528A:E08 


ES 172 


641615 


1587Jll.gz43_2 11528 


M00055528D:B02 


ES 172 


645544 


1587.K05.gz43_2 11433 


M00055528D:H07 


ES 172 


649932 


1587.K13.gz43_211561 


M00055529D:D05 


ES 172 


643723 


1587.L03.gz43_211402 


M00055529D.D1 1 


ES 172 


646711 


1587.L04.gz43_211418 


M00055529D.G03 


ES 172 


555326 


1587.LO6.gz43_211450 


M00055530A:C07 


ES 172 


649149 


15 87.L09.gz43_2 11498 


M00055531B:D10 


ES 172 


639132 


1587.M04.gz43_211419 


M00055531B-.E05 


ES 172 


650617 


1587.M05.gz43_2 11435 


M00055531C:C04 


ES 172 


644479 


1587.M10.gz43_211515 


M00055531D:E06 


ES 172 


639213 


1587.M13.gz43_211563 


M00055532C.G08 


ES 172 


639459 


1587.N03.gz43_211404 


M00055532D.A12 


ES 172 


207552 


1587.N04.gz43_2 11420 


M00055533B:B11 


ES 172 


641216 


1587.N15.gz43_211596 


M00055533D-.G02 


ES 172 


116869 


1587.O04.gz43_2 11421 


M00055534A:E06 


ES 172 


194095 


1587.005 gz43_21 1437 
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ClonelD 


ESNo 


ClusterlD 


SequenceName 


M00055535B:A11 


ES 172 


639826 


1587.P03.gz43_2 11406 


MO0O55535C:A03 


ES 172 


634409 


1587.P07.gz43_211470 


M00055535CE08 


ES 172 


640072 


1587.P10.gz43_211518 


M00055536B:H1 1 


ES 172 


649390 


1588A03.gz43_217281 


M00055536D:D12 


ES 172 


447869 


1588.A07.gz43_2 17345 


M00055537C:A01 


ES 172 


552001 


1588.All.gz43_211923 


M00055537C-.A01 


ES 172 


552001 


1588All.gz43_217409 


M00055537C:E04 


ES 172 


451671 


1588.A15.gz43_217473 


M00055538A:C05 


ES 172 


419706 


1588.A18.gz43_2 12035 


M00055538B:G09 


ES 172 


639461 


1588.A21.gz43_217569 


M00055538CE04 


ES 172 


642631 


1588.B02.gz43_2 11780 


M00055538D:D12 


ES 172 


649335 


1588.B06.gz43_2I1844 


M00055538D:D12 


ES 172 


649335 


1588.B06.gz43_2 17330 


M00055538D:F12 


ES 172 


640089 


1588.B09.gz43_211892 


M00055538D:H07 


ES 172 


648206 


1588.BU.gz43_211924 


M00055540D.G1 1 


ES 172 


403419 


1588.C19.gz43_217539 


M00055541C:D02 


ES 172 


643277 


1588.D05.gz43_211830 


M00055542B:B11 


ES 172 


453606 


1588D17.gz43_212022 


M00055542B:B11 


ES 172 


453606 


1588.D17.gz43_217508 


M00055542C:B02 


ES 172 


451361 


1588.D21.gz43_217572 


M00055542C:D07 


ES 172 


639114 


1588.D22.gz43_212102 


M00055542C.H05 


ES 172 


641031 


1588.E02.gz43_217269 


M00055543BA06 


ES 172 


568331 


1588E15.gz43_211991 


M00055543C:B09 


ES 172 


638917 


1588.E16.gz43_2 17493 


M00055543D:H01 


ES 172 


452342 


1588.F01.gz43_211768 


M00055543D:H03 


ES 172 


639543 


1588.F02.gz43_211784 


M00055544AA07 


ES 172 


473701 


1588F03.gz43_211800 


M00055544CA01 


ES 172 


648748 


1588.F13.gz43_211960 


M00055544C.B07 


ES 172 


562414 


1588.F15.gz43_211992 


M00055545A.C01 


ES 172 


644173 


1588.F23.gz43_217606 


M00055545B:A04 


ES 172 


562274 


1588.G03.gz43_211801 


M00055545B:C01 


ES 172 


556867 


1588.G05.gz43_2U833 


M00055545C:D09 


ES 172 


639099 


1588.G13.gz43_211961 


M00055545D:B06 


ES 172 


505042 


1588.G16.gz43_2 12009 


M00055545D-C03 


ES 172 


642414 


1588.G17.gz43_217511 


M00055546B:H03 


ES 172 


466092 


1588.H02.gz43_217272 


M00055546CB01 


ES 172 


562468 


1588.H04.gz43_2 17304 


M00055546C:F11 


ES 172 


32812 


1588.H09.gz43_211898 


M00055547A:H1 1 


ES 172 


649564 


!588.Hl8.gz43_2l7528 


M00055547B-.C05 


ES 172 


557983 


l588.H2l.gz43_2l2090 


MO0055547B:GO9 


ES 172 


648494 


l588.H24.gz43_2l7624 


M00055547C.B01 


ES 172 


448673 


I588.l02.gz43_2ll787 


M00055547C:B07 


ES 172 


650982 


I588.l04.gz43_2l7305 


M00055547D:G06 


ES 172 


641401 


I588.ll5.gz43_2l748l 
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ClnneTD 


ES No 


Clii<rterlT) 


oequencerN amc 


M00055548AD07 


ES 172 


529799 


1588 T18a74.3 ? 17590 


M00055548AF04 


ES 172 


449891 


1588 T??o74^ 717501 


M00055548BA03 


ES 172 


638837 


1588 TO? 0743 ?17?74 


M00055548R*r03 

LY L\J\J\J *J *s J^OXJ . V_»V«/ 


ES 172 


646159 


1588 J06a743 211 R5? 


M00055548BG06 


ES 172 


639480 


1588 J09 e743 711000 

1JOOJU7 ,gZtJ Ail 17Uu 


M00055548BG06 


ES 172 


639480 


1 588 J09 &743 ? 1 7386 


M00055548CF05 


ES 172 


Sl?634 


1588 T13&743 711064 


M00055548GG09 


ES 172 


639295 


1588 117^743 712028 


IVT00055549AB04 


ES 172 


442531 


1588 J22ez43 212108 


M00055549GF10 


ES 172 


639316 


1588 K08az43 211885 


M00055540GF10 


F^ 177 


639316 


1 588 K08 jjt43 7 1 737 1 

IJOO.IW/O.gZ^J Z» X / / 1 


M00O55549CF08 


F<> 172 


453768 


1588 K10P743 217403 


Tvrooo55550A-ro7 

iVAv7Wl7_7 J L/VT.. W w / 


FS 172 


645365 


1588K10&743 212061 


Mooo5555or-F07 


F^ 172 


450123 


1588 T05&743 211838 


A/fnon555 50PF03 


F^ 17? 


645938 


1 588 T 07 cr743 711 870 


Mooo5555onno? 


F^ 172 


457146 


1588 T 1 1 2743 217420 


M00055551 AA12 


ES 172 


650521 


1588 1 18 a 7 43 212046 


M 000 "5 5 5 5 i r • CO 8 


ES 172 


551662 


1588 M07 ez43 217357 


M0005555?r-G03 


ES 172 


447379 


1588 M20 ez43 217565 


M000 5 5 5 5 3 A D08 

J.VX V/ V/ \J -J -J -J J J -TV . JlJ \j o 


FS 172 


406436 


1588N01ez43 217262 


M00055553AF1 1 


ES 172 


645891 


1588N02az43 211792 


M00055553 AF1 1 

xVxV/Vlv/.J.7 J J-JrV.J/ X 1 


FS 172 


645891 


1588N02ez43 217278 


MT10055553 A*H08 

xVxV/L/v/ J JJJ J tt\ . 1 lv O 


FS 172 


42070? 

"Z. V / uz 


1588N04ez43 211824 




FS 17? 

XvO X / £. 


554789 

-J-y*T / 07 


1588N06P743 217342 


M00055553RFT04 


FS 17? 


644242 


1588 N09 ez43 21 1904 


TVyf nnns 5 5 5^pt>06 

iYlv/v/V/ J J J -J O V> . \J \J 


FS 17? 


644723 


1588 Nil ^743 211936 


A/fono55553P*i-n? 


FS 17? 


641078 


1588N15&743 212000 


a/1ii005S553typo7 


FS 17? 


640747 


1588 N16 2743 212016 

lJOU.il 1 \J .£^,Z"^/ ZlZV/lv 


M00055553DF06 


FS 17? 


645781 


!588N18ez43 217534 


M00055554P-R04 


FS 17? 


644012 


1588 O05az43 217327 

1 J O O . v v J .KAt J Z, 1 / JZ / 


IVIv/\y V/ J J _/ *t iy . F v/ 1 


FS 17? 


377692 

J I i \J 7Z, 


1588 Oil &z43 217423 


A/fnno55555r> / R05 


FS 17? 


639395 


1588 022 az43 217599 


MYino55556A- A04. 

iVxv U \j J J J -J \Jr\ . /VJ*t 


FS 17? 


646350 


1 588 P05 ez43 21 1842 

i joo.r v/j «gz,*T«/ z> x x o^z. 


M00055556AF07 

xVxW\J\J J J J -J\J/rV.XjV/ / 


FS 17? 


649099 


1588 P06 ez43 211858 


A/I 000 5 5 5 5 6 A F 07 


FS 172 

J_sO x / z. 


649099 


1588 P06ez43 217344 


A^OOOSSSS^PHOQ 


FS 17? 

X / Z> 


701221 


1588 P14 ez43 217472 


M0005SSS7AA04 

i\x\j\j\j j ~j ~i i A.rvu^t 


ES 172 


447023 


1588.P18.gz43 217536 


M00055557A:C11 


ES 172 


639425 


1588.P21.gz43_2 12098 


M00055557B:B10 


ES 172 


477064 


1588.P24.gz43_2 17632 


M00055557B:F07 


ES 172 


509798 


1597.A03.gz43_212179 


M00055558B:G11 


ES 172 


637966 


1597.A16.gz43_212387 


M00055558D:C08 


ES 172 


460666 


1597. A21.gz43_2 12467 


M00055558D:D07 


ES 172 


645913 


1597.A23.gz43_212499 


M00055559A:D06 


ES 172 


469731 


1597.B06.gz43_212228 
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ClonelD 


ES No 


ClusterlD 


SequenceName 


M00055559C.D07 


ES 172 


555021 


1597.B12.gz43_2 12324 


M00055560D:C03 


ES 172 


470822 


1597.C10.gz43_2 12293 


M00055561A:F07 


ES 172 


647614 


1597.C17.gz43_212405 


M00055561B:G12 


ES 172 


645538 


1597.C24.gz43_212517 


M00055561C:C07 


ES 172 


639781 


1597.D05.gz43_212214 


M00055562B:D03 


ES 172 


592122 


L_ 1597.D14.gz43_212358 


M00055562B:H02 


ES 172 


475152 


1597.D17.gz43_212406 


M00055562C.F02 


ES 172 


640195 


1597.D22.gz43_2 12486 


M00055562D:B06 


ES 172 


639056 


1597.E05.gz43_212215 


M00055563A:A02 


ES 172 


640356 


1597.E08.gz43_212263 


M00055563A.C03 


ES 172 


647431 


1597.E09.gz43_2 12279 


M00055563A.D02 


ES 172 


449258 


1597.E10.gz43_212295 


M00055565A:C08 


ES 172 


454825 


1597.F10.gz43_2 12296 


M00055565A:F11 


ES 172 


553318 


1597.F16.gz43_212392 


M00055565B:F04 


ES 172 


596882 


1597.F18.gz43_212424 


M00055565D:G08 


ES 172 


664195 


1597.G03.gz43_212185 


M00055566A:E02 


ES 172 


639593 


1597.G06.gz43_2 12233 


M00055567A:A06 


ES 172 


446230 


1597.G23.gz43_212505 


M00055567A:A11 


ES 172 


647069 


1597.G24.gz43_212521 


M00055567B.G07 


ES 172 


649829 


1597.H04.gz43_2 12202 


M00055568A:B04 


ES 172 


556511 


1597.H15.gz43_212378 


M00055568A:D05 


ES 172 


646293 


1597 .H17.gz43_2 12410 


M00055568C:F07 


ES 172 


638869 


1597.H24.gz43_2 12522 


M00055568C:G11 


ES 172 


641890 


1597.10 l.gz43_2 12 155 


M00055569A:C08 


ES 172 


643488 


1597.110.gz43_212299 


M00055569A:D01 


ES 172 


650740 


1597.112.gz43_212331 


M00055569A:F06 


ES 172 


644928 


1597.11 8.gz43_2 12427 


M00055569B:G10 


ES 172 


553114 


1597.124.gz43_2 12523 


M00055569D:C02 


ES 172 


557975 


1597.J06.gz43_2 12236 


M00055570B:F07 


ES 172 


659031 


1597.J12.gz43_212332 


M00055572C:E08 


ES 172 


447423 


1597.L05.gz43_2 12222 


M00055573A:B11 


ES 172 


666644 


1597.L12.gz43_2 12334 


M00055573B:D11 


ES 172 


589483 


1597.L18.gz43_212430 


M00055573B:E01 


ES 172 


553602 


1597,L19.gz43_2 12446 


M00055574A:D12 


ES 172 


642527 


1597.M09.gz43_2 12287 


M00055574A.F12 


ES 172 


640181 


1597.Mll.gz43_212319 


M00055574B.D04 


ES 172 


557713 


1597.M15.gz43_212383 


M00055574B:F06 


ES 172 


650235 


1597.M17.gz43_212415 


M00055574D:B07 


ES 172 


649431 


1597.M24.gz43_2 12527 










M00055574D:E02 


ES 173 


649668 


1597.N02.gz43_212176 


M00055575CB04 


ES 173 


45921 


1597.N14.gz43_2 12368 


M00055575D:G04 


ES 173 


640956 


1597.N18.gz43_2 12432 


M00055576A:D09 


ES 173 


650593 


1597.N21.gz43_212480 
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ClonelD 


ES No 


ClusterlD 


SequenceName 


M00055576A:F07 


ES 173 


649349 


1597.N23.gz43_212512 


M00055576D:E09 


ES 173 


643162 


1597.012.gz43_212337 


M00055577A:G09 


ES 173 


640851 


1597.O20.gz43_2 12465 


M00055577B:F05 


ES 173 


648483 


1597.024.gz43_212529 


M00055577C:G02 


ES 173 


639698 


1597P05.gz43_212226 


M00055578B:D05 


ES 173 


362177 


1597.P12.gz43_2 12338 


M00055578C:F11 


ES 173 


668852 


1597.P22.gz43_212498 


M00055578D.E11 


ES 173 


561602 


1597.P24.gz43_212530 


M00055579C.D04 


ES 173 


641191 


1598 A07.gz43_2 12627 


M00055579D:C11 


ES 173 


459521 


1598All.gz43_212691 


M00055579D:G09 


ES 173 


641957 


1598A13.gz43_212723 


M00055580B:B08 


ES 173 


641425 


1598A17.gz43_212787 


M00055581A-.C02 


ES 173 


640025 


1598.B02.gz43_212548 


M00055581C.A01 


ES 173 


648580 


1598.B04.gz43_212580 


M00055581C:B08 


ES 173 


647360 


1598.B05.gz43_212596 


M00055582B.A06 


ES 173 


648159 


1598.B15.gz43_212756 


M00055583AA05 


ES 173 


641262 


1598.C05.gz43_212597 


M00055583CA01 


ES 173 


86311 


1598.C18.gz43_212805 


M00055584A-.G11 


ES 173 


641925 


1598.D06.gz43_212614 


M00055584B-.B01 


ES 173 


639070 


1598.D07.gz43_212630 


M00055585A:E12 


ES 173 


651000 


1598.D21.gz43_2 12854 


M00055585B.F01 


ES 173 


415538 


1598.E02.gz43_2 12551 


M00055585C:F05 


ES 173 


449247 


1598E06.gz43_212615 


M00055586A:F05 


ES 173 


639116 


1 598. Ell.gz43_2 12695 


M00055586CA06 


ES 173 


553087 


1598.E21.gz43_212855 


MO0O55586D:G07 


ES 173 


645707 


1598F05.gz43_2 12600 


M00055588A:C03 


ES 173 


639444 


1598.G05.gz43_212601 


M00055588B:H11 


ES 173 


140909 


1598.Gll.gz43_2 12697 


M00055588CG09 


ES 173 


509973 


1598.G15.gz43_212761 


M00055589A:B06 


ES 173 


646914 


1598.G21.gz43_2 12857 


M00055589B:E08 


ES 173 


644572 


1598.H03.gz43_2 12570 


M00055589B-.H02 


ES 173 


642008 


1598.H04.gz43_2 12586 


M00055590AB03 


ES 173 


464091 


1598.Hll.gz43_2 12698 


M00055590A:E01 


ES 173 


645264 


1598.H15.gz43_212762 


M00055590D:G07 


ES 173 


635439 


1598.11 l.gz43_212699 


M00O55591A.B08 


ES 173 


641472 


1598.112.gz43_212715 


M0005559IDA07 


ES 173 


556868 


1598.J04.gz43_2 12588 


M00055591D:E08 


ES 173 


512521 


1598J05.gz43_212604 


M00055592B:C10 


ES 173 


641467 


1598.J12.gz43_212716 


M00055593A:F08 


ES 173 


641838 


1598.K09.gz43_212669 


M00055593C:D08 


ES 173 


638941 


1598.K14.gz43_212749 


M00055594BA01 


ES 173 


446371 


1598.K21.gz43_212861 


M00055594C:B03 


ES 173 


470769 


!598.L04.gz43_2 12590 


M00055594C.F1 1 


ES 173 


646590 


1598.L06.gz43_2 12622 
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1 ClonelD 


ES No 


ClusterTD 


oCLJUCIlVyClN dlllC 


M00055594D:F07 


ES 173 


455864 




M00055595CF12 


ES 173 


447272 


1598 M0 1 frrdl 91954^ 


M00055595CG03 


ES 173 


478229 


1598 M09 074^ 91955Q 


M00055595DC04 


ES 173 


554273 


1598 M04 a>*41 9195Q1 


M00055596AC02 


ES 173 


144626 


1598 M08 cr 7 41 919655 


M00055596AE07 

i»lvuvjj« / .y vy yrx . x— / v/ / 


ES 173 


640826 

Vy T V/ V/X. V/ 


1598 MIO 919687 


M00055596BD03 


ES 173 


458979 


1598 M16 2z43 212783 


M00055597BB04 


ES 173 


463028 


1598N05ez43 919608 

x-y^/^j.i^v/-/ 'f\* i~mj i ZjUuvj 


M00055597DB05 


ES 173 


641440 


1598N09ffz43 212672 


M00055597DE10 


ES 173 


564440 


1598Nllez43 212704 


M00055599DC08 

l'lVU V/^k/ ./ .y .y X-r . Vy V/ VJ 


ES 173 


640298 


1598 N23 ez43 212896 


M00055600AC04 


ES 173 


507188 


1598 O07ez43 212641 


M00055600CC02 


ES 173 


647312 


1598 017ez43 212801 


M00055600DB02 


ES 173 


515931 


1598 019 ez43 212833 


M00055601BD12 


ES 173 


640695 


1598 P05 ez43 212610 


M00055601BH02 


ES 173 


641191 


1598 P07 ez43 212642 

x ^/ ^y vy , x vy / » r »y x< i v/ i 


M00055601CC11 


ES 173 


553925 


1598P10ez43 212690 


M00055602AD04 


ES 173 


640634 


1598 P20 sz43 212850 


M00055602BB10 


ES 173 


201904 


1599 AO 1 ez43 212923 

x «y ^ y *y vvy x « / ^ lAy^y 


M00055602BB12 

XVXV/V/v/— /-/ WV/i.iJ . XJ 1 Z- 


ES 173 


644764 


1599A03ez43 212955 

iiyyy./iwj ,gx<~>/ z> x^*^^y^ 


M00055602DG08 

ItXv/v/v/— -'-y\yv/.«i. x_/ . v/ wo 


ES 173 


643906 


1599A15ez43 213147 

i y y y . xx x •/ ■ f^fc<~— / ^ i — / x • / 


M00055603DA09 

xYAv/V/V/«/ — ' UuJJy .xm.V/.y 


ES 173 


641338 


1599B01ez43 212924 


M 000 5 5 604D • F07 

lYXvy Vy Vw/ .y vj V/^Xy . Xy V/ 1 


ES 173 


643279 


1599 B09 ez43 213052 


M0005 5604D F05 


ES 173 


559380 


1599 B10 ez43 213068 

l y y y . xj x vy . zz.£-tt *y x »y vy vy vj 


MO0O55606AB1 1 


ES 173 


554833 


1599B19ez43 213212 

l Jyy .IJ 1 / ,gx<^J ^C- 1 — / Z» X ^ 


M00055606AF09 

lVXv/ V/ V7 .y «/ vy V» v/xV.. X V/.y 


ES 173 


461524 


1599 B21 ez43 213244 

lyyy.x/4«l.g*<~J ^« x -y i 


M00055606CF04 

1Y1 v7 W V7 v VJ v/ VJ \_/ . 1 Vy"r 


FS 173 


641839 


1599T09&741 913053 

1 Jy/.Vviuy.gLTJ <b 1~J\J<J~J 


M00055606TVC05 


ES 173 


641542 


1599ri7ty743 2H101 

X Jy J' . V_v X ^1. . £~.ZjT Xr X «/ X V/ X 


M000 5 5 608 C • F03 


ES 173 


641680 

w r x \j vy vy 


1599 D10 cz43 213070 

1 J/7 .x/lv/.gx»"J uu / u 


M00055608r*G1 1 

lYxvy v/v/,y _/ v/vyO v_/ . \_i J. X. 


ES 173 


607715 


1599 D15 2z43 213150 


M 00055609BD 1 0 

iY.IV/V/ \J *s — >\J\JS U.U lw 


ES 173 


460929 


1599 E01 ez43 212927 

Uy y , 1- y Vy X • i ^/ <w X y r 


M00055609RF10 1 

lYxW \y Vy.y -}\J\J S !_/ . JL IV 


ES 173 


640930 


1599E03az43 212959 


M00055610RE04 ! 

1VXV/ \J V/«7 -J \) 1 v/XJ . X_/ Vy i 


ES 173 


454527 


1599F02ez43 212944 

x ~/ »y -y . x v/ <c« . •*» x -y • • 


M000556 1 0DH09 

lYxv/ \J\J*s ~J \J X v/xy .X V\J J 


ES 173 


639255 


1599F09ez43 213056 


M00055611CE03 


ES 173 


551896 


1599.F24.gz43 213296 


M00055612AH05 


ES 173 


64503 1 


1599.G13.gz43 213121 


M00055615CE01 

1»I vr \J\J^r %s vy X ~- / V> . X— / vy X 


ES 173 


640868 


1599.I08.gz43 213043 


M00055615D.C07 


ES 173 


639703 


1599.11 l.gz43_213091 


M00055617A.H12 


ES 173 


641254 


1 599. J09.gz43_2 13060 


M00055619A:C03 


ES 173 


213631 


1599.K12.gz43_213109 


M00055619B:H04 


ES 173 


639480 


1599.K19.gz43_213221 


M00055619C:D06 


ES 173 


647518 


1599K24.gz43_213301 


M00055619C.F07 


ES 173 


640221 


1599.L01.gz43_212934 


M00055619D:A04 


ES 173 


640382 


1599.L05.gz43_2 12998 
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PQ 1 71 

JtiO LID 




1600T03az43 213350 


M00055644B HI 2 


ES 173 


379040 


1600.L07.gz43_213414 


M00055645A:C07 


ES 173 


156097 


1600.L19.gz43_213606 


M00055646C:B04 


ES 173 


646352 


1600.M13.gz43_213511 


M00055647A:H10 


ES 173 


446621 


1600.M19.gz43_213607 


M00055647B.A05 


ES 173 


1 641210 


1600.M20.gz43_2 13623 


M00055647C:D02 


ES 173 


639886 


1600.N04.gz43_2 13368 


M00055647D:B11 


ES 173 


467563 


1600.Nll.gz43_213480 
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ClonelD 


ES No 


ClusterlD 




M00055648B:C01 


ES 173 


453441 


1600N19ez43 213608 


M00055649A.H07 


ES 173 


640320 


1600 011 ez43 2H481 


M00055649C.F02 


ES 173 


491368 


1600 016 ez43 213561 


M00055650A;B05 


ES 173 


553285 


1600 021 ez43 213641 


M00055650C:F12 


ES 173 


640029 


1600.P09.gz43 213450 


M00055651A:D06 


ES 173 


. 638779 


1600.P16.gz43 213562 


M00055651A.E06 


ES 173 


641702 


1600.P17.gz43_2 13578 


M00055651B:F08 


ES 173 


458736 


1600.P20.gz43 213626 


M00055651C:E01 


ES 173 


550515 


1600.P24.gz43 213690 


M00055651C:F07 


ES 173 


643513 


1669.A01.gz43 260687 


M00055652A:G11 


ES 173 


554510 


1669.A07.gz43_260783 


M00055652B:B11 


ES 173 


618998 


1669.A10.gz43 260831 


M00055652B:F12 


ES 173 


406734 


1669.A12.gz43 260863 


M00055653A:G08 


ES 173 


649631 


1669.A24.gz43 261055 


M00055653B:C03 


ES 173 


647333 


1669.B06.gz43 260768 


M00055653BE12 


ES 173 


86311 


1669.B09.gz43 260816 


M00055653BG01 


ES 173 


644971 


1669.B10.gz43 260832 


M00055653BG1 1 


ES 173 


640259 


1669Bllez43 260848 

X \J\J *r • Mm-0 X X » j< j ■ > * S X* V/W i v 


M00055653DH02 


ES 173 


463312 


1669.B23.gz43 261040 


M00055654AB07 


ES 173 


462247 


1669C01ez43 260689 


M00055654BG09 


ES 173 


472226 

T 9 X* a- X^ \J 


1669.C06.gz43 260769 


M00055654CA05 


ES 173 


641469 


1669 C08 ez43 260801 


M00055654CC10 


ES 173 


638971 


1669.C09.gz43 260817 


M00055654CD03 


ES 173 


556488 


1669 CIO ez43 260833 


M00055654DF02 


ES 173 


650677 


1669.C17.gz43 260945 


M00055655AA09 


ES 173 


642111 


1669 C18 ez43 260961 


M00055655BB08 


ES 173 


642411 


1669.C22.gz43 261025 


M00055656AE09 


ES 173 


643804 


1669Dllsz43 260850 

x vvy « x/ xx. gx i x* w V-/ — ' v 


M00055657AB04 


ES 173 


450883 


1669.E08.gz43 260803 


M00055659A:A08 


ES 173 


648773 


1669.Fll.gz43 260852 


M00055659CB10 


ES 173 


639706 


1669.F21.gz43 261012 


M00055659CD06 


ES 173 


639674 


1669.F24.gz43_261060 


M00055660A:A06 


ES 173 


452687 


1669.G10.gz43_260837 


M00055660A:C05 


ES 173 


503275 


1669.Gll.gz43_260853 


M00055660A:C08 


ES 173 


643563 


1669.G12.gz43_260869 


M00055660BH02 


ES 173 


589483 


1669.G17.gz43_260949 


M00055661B:E07 


ES 173 


455778 


1669H06.gz43_260774 


M00055661C:E11 


ES 173 


658447 


1669.H12.gz43_260870 


M00055662B:F11 


ES 173 


447585 


1669.104.gz43_260743 


M00055662C:C11 


ES 173 


523875 


1669.107.gz43_260791 


M00055662C:D05 


ES 173 


645758 


1669.108.gz43_260807 


M00055662C.D12 


ES 173 


641379 


1669.109.gz43_260823 


M00055662C:H06 


ES 173 


446188 


1669.112,gz43_260871 


M00055662DA09 


ES 173 


639596 


1669.115.gz43_260919 
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M00055662D:B07 


ES 173 


639665 


1669.117.gz43_260951 


M00055662D:E05 


ES 173 


640018 


1669.120.gz43_260999 


M00055662D.-F09 


ES 173 


559575 


1669.12 l.gz43_26 10 15 


M00055663A:B02 


ES 173 


641091 


1 669.122 .gz43_26 1031 


M00055663A.G04 


ES 173 


640261 


1669.124.gz43_261063 


M00055663A.H10 


ES 173 


641658 


1669.J01.gz43_260696 


M00055663B:E02 


ES 173 


640078 


1669J04.gz43_260744 


M00055663C:D05 


ES 173 


658271 


1669.J07.gz43_260792 


M00055663C:F05 


ES 173 


512521 


1669J08.gz43_260808 


M00055663D.B05 


ES 173 


643909 


1669.J10.gz43_260840 


M00055664B.G08 


ES 173 


640211 


1669.J16.gz43_260936 


M00055665B:A12 


ES 173 


451906 


1669.K06.gz43_260777 










M00055665B:B10 


ES 174 


465104 


1669.K07.gz43_260793 


M00055665D:F11 


ES 174 


640179 


1669.K18.gz43_260969 


M00055666A:G04 


ES 174 


642078 


1669.K23.gz43_261049 


M00055666B:C03 


ES 174 


448484 


1669.L07.gz43_260794 


M00055666B:E06 


ES 174 


640678 


1669.Lll.gz43_260858 


M00055666C:C11 


ES 174 


639804 


1669.L12.gz43_260874 


M00055666D:D08 


ES 174 


639932 


1669.L16.gz43_260938 


M00055667AB12 


ES 174 


642332 


1 669. L20.gz43_26 1002 


M00055667AH10 


ES 174 


456561 


1669.L23.gz43_261050 


M00055667B.C08 


ES 174 


639752 


1669.M01.gz43_260699 


M00055667C.F07 


ES 174 


646894 


1669.M10.gz43_260843 


M00055667D:B01 


ES 174 


561894 


1669.M12.gz43_260875 


M00055668B:A10 


ES 174 


550999 


1669.M19.gz43_260987 


M00055668B:B07 


ES 174 


557401 


1669.M20.gz43_261003 


M00055668B:D05 


ES 174 


639906 


1669.M21.gz43_261019 


M00055668C:A04 


ES 174 


642068 


1669.N02.gz43_260716 


M00055668C:F05 


ES 174 


648340 


1669.N05.gz43_260764 


M00055668D.E11 


ES 174 


556750 


1669.N10.gz43_260844 


M00055669B:G02 


ES 174 


648352 


1669N18.gz43_260972 


M00055669D:B08 


ES 174 


639743 


1669.O02.gz43_260717 


M00055670A:B04 


ES 174 


648352 


1669.O07.gz43_260797 


M00055670D.F02 


ES 174 


641683] 


1669.O17.gz43_260957 


M00055671A:H03 


ES 174 


518569 


1669.P01.gz43_260702 


M00055671B:B02 


ES 174 


642230 


1669.P03.gz43_260734 


M00055672D:F06 


ES 174 


640092 


1670A08.gz43_261183 


M00055673A:E09 


ES 174 


95617 


1670.A1 1 .gz43_2o 123 1 


M00055673B:A04 


ES 174 


645146 


1670A16.gz43_261311 


M00055673B.B08 


ES 174 


639469 


1670.A18.gz43_261343 


M00055673D:C01 


ES 174 


639805 


1670.B07.gz43_261168 


M00055674A.C11 


ES 174 


651088 


1670.B12.gz43_261248 


M00055674C:E05 


ES 174 


645968 


1670.B21.gz43_261392 
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M00055675A.G03 


ES 174 


643522 


1670.C06.gz43_26!153 


M00055675D-.E04 


ES 174 


650673 


1670.C14.gz43_261281 


M00055676B:D05 


ES 174 


446242 


1670.C20.gz43_261377 


M00055676D:H07 


ES 174 


426366 


1670.D05.gz43_261138 


M00055678C:H05 


ES 174 


289328 


1670.D14.gz43_261282 


M00055679B:E03 


ES 174 


642321 


1670.D23.gz43_261426 


M00055680B:D09 


ES 174 


553642 


1670.E15.gz43_261299 


M00055680B:H04 


ES 174 


647427 


1670.E17.gz43_261331 


M00055680C:E01 


ES 174 


493622 


1670.E20.gz43_261379 


M00055681A:F02 


ES 174 


416808 


1670.E24.gz43_261443 


M00055681D.F1 1 


ES 174 


642502 


1670.F18.gz43_261348 


M00055682A:B07 


ES 174 


637966 


1670.F22.gz43_261412 


M00055682C:D06 


ES 174 


641618 


1670.G09gz43_261205 


M00055682D-.G02 


ES 174 


641902 


1670.G19.gz43_261365 


M00055683B:D10 


ES 174 


640645 


1670.H06.gz43_261158 


M00055683C.A03 


ES 174 


557625 


1670.H10.gz43_261222 


M00055683C:D11 


ES 174 


644699 


1670.H14.gz43_261286 


M00055683C:H11 


ES 174 


553921 


1670.H17.gz43_261334 


M00055684B.D06 


ES 174 


599838 


1670.110.gz43_261223 


M00055684DA10 


ES 174 


506901 


1670.118.gz43_261351 


M00055685A:E10 


ES 174 


601137 


1670.123.gz43_261431 


M00055685A:F02 


ES 174 


647856 


1670.124 .gz43_26 1447 


M00055685A.F06 


ES 174 


447802 


1670.J02.gz43_261096 


M00055685B:E12 


ES 174 


645909 


1670J06.gz43_261160 


M00055685D.B06 


ES 174 


649558 


1670J18.gz43_261352 


M00055686B:D03 


ES 174 


641624 


1670.K06.gz43_261161 


M00055686D:E04 


ES 174 


641726 


1670.K12.gz43_261257 


M00055686D:E10 


ES 174 


641728 


1670.K13.gz43_261273 


M00055687C:B04 


ES 174 


554564 


1670.K24.gz43_261449 


M00055687C.B11 


ES 174 


649284 


1670L01.gz43_261082 


M00055687C:F01 


ES 174 


643594 


1670.L05.gz43_261146 


M00055687C:F07 


ES 174 


639136 


1670.L06.gz43_261162 


M00055688AA02 


ES 174 


641287 


1670.L09.gz43_261210 


M00055688A:E04 


ES 174 


649921 


1670.L12.gz43_261258 


M00055689B:F04 


ES 174 


446675 


1670.M05.gz43_261147 


M00055689C:B03 


ES 174 


634122 


!670.M08.gz43_261195 


M00055689C:C03 


ES 174 


634122 


1670.M10.gz43_261227 


M00055689D:G01 


ES 174 


567636 


1670.M18.gz43_261355 


M00055691A:D08 


ES 174 


640826 


1670.M22.gz43_261419 


M00055691B:E07 


ES 174 


640889 


1670.N03.gz43_261116 


M00055691C.E02 


ES 174 


646638 


1670.N06.gz43_261164 


M00055691D.B07 


ES 174 


642644 


1670.Nll.gz43_261244 


M00055691D:E04 


ES 174 


502609 


1670.N13.gz43_261276 


M00055692A:E05 


ES 174 


561920 


1670N18.gz43_261356 
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M00055695D:E01 


ES 174 


645431 


1670.P12.gz43_261262 


M00055699C:D02 


ES 174 


41141 


1671Bll.gz43_26l616 


M00055700B:E10 


ES 174 


553985 


1671B23.gz43_261808 


M00055701A:B04 


ES 174 


560546 


1671.C12.gz43_261633 


M00055701B:C03 


ES 174 


642039 


1671.C17.gz43_261713 


M00055702C.D01 


ES 174 


646028 


1671.D09.gz43_261586 


M00055702C:F11 


ES 174 


640947 


1671.D10.gz43_261602 


M00055702D-.H10 


ES 174 


605761 


1671.Dll.gz43_261618 


M00055704A-.D09 


ES 174 


642062 


1671.E08.gz43_261571 


M00055704B:C04 


ES 174 


551415 


1671.E12.gz43_261635 


M00055705C:F12 


ES 174 


471268 


1671.F17.gz43_261716 


M00055705C:G01 


ES 174 


641876 


1671.F18.gz43_261732 


M00055706B:H12 


ES 174 


463548 


1671.G10.gz43_261605 


M00055707A:B07 


ES 174 


649429 


1671.G14.gz43_261669 


M00055707A:E07 


ES 174 


468316 


1671.G17.gz43_261717 


M00055707A.F1 1 


ES 174 


453006 


1671.G20.gz43_261765 


M00055707B:E02 


ES 174 


640879 


1671.G22.gz43_261797 


M00055709D:G10 


ES 174 


417259 


1671H17.gz43_261718 


M00055710B.E04 


ES 174 


641700 


1671.H22.gz43_261798 


M00055711B:B08 


ES 174 


561422 


1671.107.gz43_261559 


M00055711C:A07 


ES 174 ! 


463368 


1671.11 l.gz43_26 1623 


M00055711D:H12 


ES 174 


558890 


1671.121.gz43_261783 


M00055713C-.B06 


ES 174 


455552 


1671J08.gz43_261576 


M00055713C-.D11 


ES 174 


469688 


1671.J10.gz43_261608 


M00055713C:F12 


ES 174 


558086 


1671.Jll.gz43_261624 


M00055713C:H01 


ES 174 


446933 


1671.J12.gz43_261640 


M00055715AD10 


ES 174 


463368 


1671.K08.gz43_261577 


M00055715C:C11 


ES 174 


640534 


1671.K20.gz43_261769 


M00055717AC06 


ES 174 


644325 


1671.L10.gz43_261610 


M00055717A:H01 


ES 174 


521888 


1671.L12.gz43_261642 


M00055717B:A03 


ES 174 


451401 


1671.L14.gz43_261674 


M00055717B:E04 


ES 174 


421826 


1671.L17.gz43_261722 


M00055717C.B07 


ES 174 


536415 


1671L23.gz43_261818 


M00055718AF01 


ES 174 


478192 


1671. M09.gz43_26 1595 


M00055718A:H05 


ES 174 


640282 


1671.M10.gz43_261611 


M00055718B:H11 


ES 174 


465589 


1671.M17.gz43_261723 


M00055719AA06 


ES 174 


646105 


1671. N09.gz43_26 1596 


M00055719AD11 


ES 174 


557710 


1671.N12.gz43_261644 


M00055719AG04 


ES 174 


645505 


1671. Nl7.gz43_26 1724 


M00055719A:G12 


ES 174 


510195 


1671.N18.gz43_261740 


M00055719CA09 


ES 174 


640282 


1671.N23.gz43_261820 


M00055720B:D06 


ES 174 


645344 


167 1.012.gz43_26 1645 


M00055721AA07 


ES 174 


466265 


1 671. 022. gz43_26 1805 


M00055721B.D08 


ES 174 


642288 


167 l.P07.gz43_26 1566 
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DO JNO 


^lusterlxJ 


S equenceName 


MUUUjj /ZzA.rJUj 


CjO 1 /4 




1 D1Q ~—AH HCL\HAH 

lo/ l.r lo.gz43_zol /4z 


ivAnnn^.^777 a -r*c\A 
JVlwUUD j /ZZA.L,U4 


CC 17/t 
CO 1/4 


OUU 1 ID 


lo / l.rzl.gz43_zol /yu 


\>rnAn<<777ri- \c\\ 
MUUUjS /zzd.AUI 


iio i /4 


AQQ 1 QA 


1 0 /Z . AU 1 .gz43_zo 1 o4 1 


MUUUjD /ZZB.CjIZ 


bo 1/4 


D4 J 1/1 


1 £LHH AA<C T^ioni 

lO /Z.AUo.gz43_zo iyz 1 


M00055722C.bl 1 


CC 1 7/4 

bo 1 /4 


D3U3U3 


1/C70 A n O H£LH(\ \ H 

lo/z.Alz.gz43_zozUl / 


M00055722C.r 1 1 


X7C 1 HA 

bo 1 /4 


/l AH AO 1 

o424yl 


lo/z.A13.gz43_zoz033 


M000j5722D:AU7 


bo 1 /4 


o41U-)o 


1 (*HH \ \ A t***A~l HC*H(\Ad 

1 0 /z . A 1 4.gz43__zozU4y 


a k r\r\r\ c ciTin.Ti 1 A 

M00055722D:B 10 


bo 1 /4 


/I ^Aft^l 

4ouyo / 


lo/z.Al /.gz43_zozUy / 


Ik K r\r\c\ C C ^ T"\ . "T? A C 

M00055722D:E05 


CO 1 7/1 

Eo 174 


C A AHClH 

^>44/y7 


1 £77 A 1 n n r*A1 HCH 1 TO 

lo/z.Aiy.gz43_zozlzy 


M00055722D:O12 


CO 1 7/1 

bo 1 /4 


AHf\H^d 

4 /{J/oy 


i o /z . Az3 .gz4 j__zoz i y J 


*jfAAACC711 A .TJAO 


PC 1 HA 

bo 1 /4 


jDOOZO 


1 A77 PHI 

10 /Z.x3Uj.gZ4J_Z0 15 /4 


Hi'AAAC A ./~*A/1 

M00055723A.CU4 


CC 1 HA 

bo 1 /4 


D4 /OOO 


1 £77 T3fM ^rrr/!^ 7^1 2QH 

i o / z . r>U4 .gz4 j_zo i oy u 


M00055723A:r04 


CO 1 7/1 

bo 1 /4 


o4yjou 


t £77 T3H7 r*-,A 1 7£1Q1fi 

lo /Z.tSU / .gZ43_ZO ly^o 


M00055723B:A09 


rc 1 7/f 

bo 1 /4 


D4ZU /o 


1 £77 D 1 1 ~_/f "5 7/C7AH7 
lO/Z.tJl 1 .gZ4 J_Z0ZUUZ 


M00055723B:C03 


CO 1 7/1 

bo 1/4 


CAH 1 QH 


1 £79 T51/1 rr-r/l^ 7£7n^n 
10 /Z.I3 14.gZ4j_ZOZU3U 


M00055723B:H0o 


CO 1 7/1 

bo 1 /4 


4oy /o 


1 £77 r> 1 7 rt-yil 7£7nOS 

lo /z.t> l / .gz4J_zozuyo 


tv k r\r\r\ c cjti a AO 

M00055723C :A0o 


I7C 1 HA 

bo 1 /4 


£/l 9>! 70 


1 £70 1 S fr^A'X 0£0 114 
10/Z.Jolo.gZ4J_ZOZl 14 


M0005 5 723 C :B02 


rr 1 HA 

bo 1 /4 


/IQQ/I7A 

4oy4zo 


1 £77 1 O rt*,A1 7£717n 

l o /z.o i y .gz43_zoz i j u 


M00055723C:F09 


TJC 1 HA 

bo 1 /4 


C AOATO 

DU3yz3 


1 £70 T50O cttAI 0£0178 
lO/Z.£>ZZ.gZ4J_ZOZ 1 /o 


M00055723D:C04 


T?C 1 7/1 

bo 1 /4 


3ZZ4y / 


1 £70 flY* fYrrAI 0£197^ 
10/Z.^U->.gZ4j_ZOlo / J 


M00055723D:b05 


bo 1 /4 


D4yiuo 


1 £70 r"H£ rr-rA'i 0£1Q0^ 

io/z.v^uo,gz4j_zo iyzj 


M00055724A.C12 


T7C 1 HA 

bo 1 /4 


HQ A 


1£70 P10 fY^A^ 0£0H1Q 

io /z.v>/ iz.gz4o_zozu iy 


\yrAAAtC71/l A "C?A"7 

M00055724A:E03 


CO 1 HA 

bo 1 /4 


/Ty| C A 1 Q 


1 £70 0£0H£7 
1 0 / Z. 1 D .gZ4^_ZOZUO / 


M00055724A:Cj08 


CC 1 7/f 

bo 1 /4 


jU43oo 


1£77 ^17 nrrAH H£H(\QQ 

lo / z.i^ l / .gz4j_zozuyy 


M00055724B:D04 


T'O 1 7/1 

Eo 174 


4675ZZ 


1£70 r")A ^-»/17" 7£71/I7 

lo/Z.CzU.gZ43_ZOzl4 / 


M00055724B:G03 


r? c 1 7/1 

bo 174 


o4z/zz 


1 £70 /^O'J ^r~/1 0 7£71QC. 
lO /Z.Lz J. gZ4j_Z0Ziy 3 


it mr\r\r\c c t*s a n ttai 

M0005 5 724 B :H03 


T7C 1 7/1 

Eo 174 


jj7zz1 


1 £70 HA7 jrw~/|7 7£1ft£A 
1 0 fZ.DUZ .gZ4 J_ZO 1 oOU 


M00055724D.A02 


ES 174 


559ozo 


1 £70 TM 7 -.-yio 7^7 1 Art 

lo/z.JL>l / .gz43_ZOZ 1 UU 


M00055725A:F12 


ES 174 


£1 A 11AC 

641305 


1 ^77 "CAO 1 0£10£1 

1 672 . E02 .gz43_zo 1 00 1 


M00055725A:G07 


ES 174 


J3 /5i3 


1 £77 CAl e+~A1 0£1Q77 

lo/z.bU3,gz43_ZOlo / / 


M00055725D:B02 


ES 174 


en c a o 
5Zz54o 


1 £77 CI /I rw^AI 0£OA<7 

lo/z.bl4.gz43_ZoZUj3 


M00055725D:F05 


TTC 1 HA 

bo 174 


yl <77 1 H 

43Zzlz 


1 £77 CIO r*^A 1 7£7177 

1 0 /2 . b 1 y .gz43 ZoZ 1 j j 


n ff\AArni^r , .TAi 

M00055726C:F01 


T7C 1 HA 

bo 1 /4 


o4jUU4 


t £77 17 1£ r»-r/f2 7£OHS£ 
lO / Z.r 10.gZ4J__ZOZUoO 


M00055726D:H12 


"CO IT/I 

bo 174 


A QGHA Q 

4oyz4y 


1£70 170/1 rr-y/l'? 0£07 14 

10 /Z.rZ4.gZ4j_ZOZZ14 


M00055727A:O0 1 


TTC 1 HA 

bo 174 


em loo 
jO / loo 


1£77 nC\H n-rAI 7£1fi£1 
10 /Z.VjUZ.gZ4j__Z01oOj 


M00055727B:F10 


CC 1 HA 

bo 1 /4 


o4Zj J j 


1£70 r^lO cttAI HAHftHH, 
IO /Z.VJlZ.gZ4J_ZOZUZ J 


M00055727C:B02 


EC 1 7A 

bo 1 /4 


jjy / /o 


1£70 H1A fy-yAI OA70517 
IO /Z.vJl0.gZ4j_Z0ZU0 / 


M000SS7?7r)G01 

1VaWVJ\J«J J I i. / L/.VJU 1 


ES 174 


641070 


1 672 .H02 .gz43__26 1 864 


M00055727D:H04 


ES 174 


639711 


1672.H04.gz43_261896 


M00055728B:G11 


ES 174 


647060 


1672.H16.gz43_262088 


M00055728C.B08 


ES 174 


455113 


1672.H17.gz43_262104 


M00055728D:F02 


ES 174 


554708 


1672.FI22.gz43_262184 


M00055729A:B12 


ES 174 


672032 


1672.102.gz43_261865 


M00055729B:G03 


ES 174 


641101 


1672.112.gz43_262025 
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M00055729C:D11 


ES 174 


642315 


1672.116.gz43_262089 


M00055729C:E02 


ES 174 


477064 


1672.117.gz43_262105 


M00055729D:A06 


ES 174 


546705 


1672.118.gz43_262121 


M00055729D:F05 


ES 174 


644609 


1672.121.gz43_262169 


M00055731A:C03 


ES 174 


461583 


1672.J13.gz43_262042 


M00055731A:G05 


ES 174 


640704 


1672J17.gz43_262106 


M00055731A:H07 


ES 174 


235397 


1672J18.gz43_262122 


M00055731C:F09 


ES 174 


454383 


1 672. K06.gz43_26 1931 


M00055731C:H07 


ES 174 


639458 


1672.K08.gz43_261963 


M00055731D:B10 


ES 174 


646129 


1672.Kll.gz43_262011 


M00055731D.E12 


ES 174 


555681 


1 672 .K 1 3 .gz43_262043 


M00055731D:F09 


ES 174 


640879 


1 672 .Kl 5 .gz43_262075 


M00055732A:B04 


ES 174 


651085 


1672.K18.gz43_262123 


M00055732A:C12 


ES 174 


322255 


1672.K19.gz43_262139 


M00055732A.F09 


ES 174 


642557 


1 672 . K2 1 .gz43_262 1 7 1 


M00055733A:G04 


ES 174 


642631 


1672.Lll.gz43_262012 


M00055733B:F11 


ES 174 


504501 


1672.L16.gz43_262092 


M00055733B:H05 


ES 174 


419443 


1672.L17.gz43_262108 


M00055733C:G02 


ES 174 


383609 


1 672X1 8,gz43_262 124 


M00055733C:H12 


ES 174 


650397 


1 672 .L20 .gz43_262 1 5 6 


M00055733D:B11 


ES 174 \ 


561968 


1 672 . L2 1 .gz43_262 1 72 


M00055733D:D04 


ES 174 


645151 


1672.L23.gz43_262204 


M00055733D.H01 


ES 174 


416377 


1 672 .M04 .gz43_26 1 90 1 


M00055734D:A02 


ES 174 


461474 


1672.M16.gz43_262093 


M00055734D:D01 


ES 174 


646609 


1672.M19.gz43_262141 


M00055734D.E05 


ES 174 


642376 


1 672 .M2 1 .gz43_262 1 73 


M00055734D:E10 1 


ES 174 


645165 


1 672.M22.gz43 J262 1 89 


M00055734D:G12 


ES 174 


558146 


1 672 .M23 .gz43_262205 


M00055735A:B05 


ES 174 


647669 


1 672 .NO 1 .gz43_26 1854 










M00055735B:F11 


ES 175 


642111 


1672.N10.gz43_261998 


M00055735C:G08 


ES 175 1 


648667 


1 672.N 1 4;gz43_262062 


M00055735D:C01 | 


ES 175 


502826 


1 672 .N 1 8 .gz43_262 126 


M00055735D:E10 \ 


ES 175 


556336 


1 672 .N 1 9.gz43_262 142 


M00055736A:B11 ! 


ES 175 


648265 


1 672 .N23 .gz43_2 62206 


M00055736B:C08 


ES 175 


643897 


1 672. 004.gz43_26 1 903 


M00055736C:D06 


ES 175 


466434 


1 672 . 009 .gz43_26 1983 


M00055736D:D11 


ES 175 


642263 


1 672 . 0 1 5 .gz43_262079 


M00055737B:A03 


ES 175 


o4Uzoo 


1 iCTO Aon r A 1 OiCO 1 <o 

10/Z.UzU.gz43_ZOzlDy 


M00055738B:H11 


ES 175 


100821 


1672.P13.gz43_262048 


M00055738C:A12 


ES 175 


647556 


1672.P14.gz43_262064 


M00055738C:C02 


ES 175 


647906 


1672.P15.gz43_262080 


M00055738D:G08 


ES 175 


645085 


1672.P20.gz43_262160 


M00055739A:B02 


ES 175 


550049 


1672.P21.gz43_262176 
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M00055739A:B04 


ES 175 


608540 


1672.P22.gz43_262192 


M00055739A:C09 


ES 175 


558301 


1681 A01.gz43_296936 


M00055739B:B06 


ES 175 


468613 


1681 A03.gz43_296968 


M00055739B-.D09 


ES 175 


644836 


1681 A04.gz43_296984 


M00055739B:H08 


ES 175 


568467 


168LA08.gz43_297048 


M00055739C:D11 


ES 175 


648481 


i 1681.A10.gz43_297080 


M00055739D:B12 


ES 175 


644684 


1681A13.gz43_297128 


M00055739D:C03 


ES 175 


463815 


1681A14.gz43_297144 


M00055739D.E04 


ES 175 


644919 


1681A16.gz43_297176 


M00055740A:B03 


ES 175 


462245 


1681A19.gz43_297224 


M00055740B:C06 


ES 175 


643142 


1681.A21.gz43_297256 


M00055740B:F09 


ES 175 


463824 


1681.A24.gz43_297304 


M00055740C:A07 


ES 175 


648905 


1681.B03.gz43_296969 


M00055740C.E06 


ES 175 


644937 


1681.B04.gz43_296985 


M00055740D:G12 


ES 175 


150839 


1681.B10.gz43_297081 


M00055741A:D09 


ES 175 


640504 


1681.B13.gz43_297129 


M00055741B:B12 


ES 175 


640997 


1681.B15.gz43_297161 


M00055741CA09 


ES 175 


526459 


1681.B18.gz43_297209 


M00055741D:H01 


ES 175 


548920 


1681.C01.gz43_296938 


M00055742B:H06 


ES 175 


645147 


1681.C08.gz43_297050 


M00055742CA07 


ES 175 


640306 


1681.C10.gz43_297082 


M00055742CC01 


ES 175 


419479 


1681.Cll.gz43_297098 


M00055742D:H03 


ES 175 


413621 


1681.C16.gz43_297178 


M00055743B:E01 


ES 175 


389377 


L 1681.C24.gz43_297306 


M00055743C:C01 


ES 175 


508755 


1681.D02.gz43_296955 


M00055743C:D12 


ES 175 


463951 


1681.D05.gz43_297003 


M00055743D:D04 


ES 175 


649427 


1681.D09.gz43_297067 


M00055743D:E07 


ES 175 


448703 


1681.D10.gz43_297083 


M00055744A:B04 


ES 175 


642263 


1681.D15.gz43_297163 


M00055744B:B02 


ES 175 


640017 


1681.D19.gz43_297227 


M00055744B.C08 


ES 175 


218416 


1681.D20.gz43_297243 


M00055744C:D02 


ES 175 


642644 


1681.E02.gz43_296956 


M00055744DA11 


ES 175 


447936 


!681.E08.gz43_297052 


M00055744D:F03 


ES 175 


645000 


1681.Ell.gz43_297100 


M00055745A:H02 


ES 175 


453726 


1681.E19.gz43_297228 


M00055745B:H02 


ES 175 


470667 


1681.E23.gz43_297292 


M00055745CA06 


ES 175 


468959 


1681.E24.gz43_297308 


M00055745CG06 


ES 175 


552085 


1681.F03.gz43_296973 


M00055745D:FU 


ES 175 


556654 


1681.F09.gz43_297069 


M00055746A:C09 


ES 175 


644053 


1681.F10.gz43_297085 


M00055746C:F06 


ES 175 


587696 


1681.F17.gz43_297197 


M00055746C:F10 


ES 175 


471277 


1681.F18.gz43_297213 


M00055746CG06 


ES 175 


644468 


1681.F19.gz43_297229 


M00055747C:E09 


ES 175 


529742 


1681.Gll.gz43_297102 
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V_ylUoLCI L\u> 


o cquenceiN ame 


M00055748AR01 


1_/lJ LIU 


591341 

U J U J*T U 


168iniQo7-41 707710 


M00055748AT)07 

IY1UWU.J J I HOA.UU / 


FS 175 

O 1 / u 


448751 


1681 H71 0741 707767 

lOO 1 .VJZ 1 .gZ-HO Z.7 /ZOZ 


m/io o 5 5 74 s c * r 0 7 

iVlvjUvJJ u / t rOV-/.v^W / 


V<\ 175 

l_/0 1 / u 


44AQ75 


1681 FT01 cr-r4^ 70607^ 
iooi.nuj.gZ4j Z707 / j 


A/fono55748nr , oi 


F^ 175 

JJ/O L 1 U 


504040 


1681H00(y^41 707071 


A>f0005^74QFtP1 0 


F<s 175 

CO lfu 


4A1Q17 


16811417 0741 707100 


A/f0005574QR-ni 7 


F<s 175 

U/kJ Lfu 


459504 

'-TU Z.U V/*T 


1681 HI 8 0^41 797715 


A/10005 5740P ROl 


F<i 175 

O Lfu 


644105 


1681H19crr41 797711 

1 DO L .ILL 7.gAtJ l L 


A/rooo5574Qrco4 


F<s 175 


48Q040 


1681 H70 (7741 797747 


.VfOOOS574QTYT307 


F<s 175 

Jl-<0 L 1 u 


476166 


1681 T01 0741 796944 

1UO 1 . L\J L .gpCrTU 4.7U7TT 


M00o55749rvcoi 

IYavvjvj J u / H7L/.V/U 1 


FS 175 

J_/0 L/u 


644105 

vj^^r L \Ju 


1681 107 o 7 41 296960 


M0005 5749DD06 

±Y1 VJVJVJ^' J / t7L/ . 1_/VJVJ 


ES 175 


649356 


1681 103 ez43 296976 


Mnnn^s74Qn-Fi7 

1V1\JWWJ J / < +7J-'.F 1Z, 1 


FS 175 

1— (O Liu 


644142 


1 68 1 T04 2z41 296992 

1UO 1 ,J.UT.g£i~J 4</W77i 


l\zfOOOS5750RHO 1 


FS 175 

L(0 Liu 


6445 1 0 


1681T17az41 297200 


lW00055750rFnO 


ES 175 

J_iO L/u 


618941 


1681 J01 2z43 296945 


M0005 575on-H06 


FS 175 

L J Liu 


649761 


1681 J05 &z41 297009 

1UO 1 .JV/J.gZiTJ j 1 \J\J *7 


M00055751 AFftfi 


FS 175 

Lfu 


48X417 


1 68 1 J09 az41 297073 

1 V/O 1 . J V7 7. lsLdu*TU S 1 \J I u 


A/TOO05S757AF10 


FS 175 

LO L/u 


649707 


1681 J20 &z43 297249 


A/T00055757 A frl 0 


FS 175 

LJ l/u 


644479 


1681 J21 pz41 297297 




FS 175 


510774 


1681 KOI 074I 296978 




FS 175 


644145 


1681 K05 P741 297010 

1 *JO 1 . XVV7 u .KfZtT u £*yi\JL\J 




FS 175 


61 1977 

Ul 1 / 


1681K07az41 297042 


JYLUUU3D / JZU.LUl 


F<s 175 


64 1 1 44 


1681 TC09 a741 797074 


\/rfififK^7^7 typo i 


F<2 175 


644147 


1681K10ct741 297090 

ivjo 1 .xv.iv7.gz»^J z.yi\jy\j 




F^ 17^ 


610701 
oj7 / yju 


1681K16cr741 797186 

lOOl.JMD.gZtJ Z7/ IOU 




F^ 17^ 


481047 


1681K18a741 797718 


iv >r Ann ^ ^ 7 ^ 9 "D • A n£ 


lz»o 1 / J 


447485 

*tH iHOu 


1681K19a741 797714 

luo l .IV 1 y .QZrrJ 4,y i Z-7*t 


JVIUI/Ujj / jjD.r 1U 






1681 TC77 a741 797787 

LOO I .JVZZ..gZ 4 T.J i." /Z.OZ, 


JYLUUID-) /JjiJ.VsVO 


zi^ l/u 


446676 


1681 T 01 (T741 796979 


A>fnnn^<7^A a -T^nA 

1V1UUUDO /3 £ f./\.l}U*4' 


FQ 17S 
I/O 1 / J 


446155 


1681 T 08 0741 797059 




FS 175 

Cj 1 / u 


550771 


1681T09&741 297075 

1 \J O L . 1—/W ,^^*TJ Z*J7I\JIU 


\A C\C\Ci ^ ^ 7 ^ A A -T-rn^ 
IVIUUIOj / D^J\.li\J\) 


F<i 175 


478811 

*T / OO Ju 


1681 T 11 Q741 797107 

1 VJO 1 .bl 1 .g£.*TJ Z,7 / J-Vy / 


\>fnnn^^7^^ A -r 1 1 

lvlUUU J j / DDJ\.D 1 1 


FQ 175 


514818 


1681 T 18 (7741 797219 


\yfnnn^7S^P*Fi 7 
iviuuuj j / jjv/.r iz, 


F<s 175 


464171 


1681M08ez43 297060 


iv^onn ^ ^ 7^ ^ n • poo 


F<s 175 


491544 

^7 1 -J*T*T 


1681 M09 ez43 297076 

lUOl. 1VAV7 Zs . gZj™ J Zs 1 \J 1 \J 


\yfnno^756r , i°oi 


FS 175 

DO Liu 


619750 

\JU V 1 U\J 


1681 M16az41 297188 

A VJ O L . 1YA A VJ J i,7 / AUU 


Ayfono^7^6TVR05 


FS 175 


641941 


1681 M20 ez43 297252 

1 UO 1 .lTlii\/.&Ai~ J S 1 £~.U 


AA OOO 5 5 7 5 AD • FO 5 


FS 175 

LiO Lfu 


108479 


1681 M21 ez43 297268 


M00055757A:A07 


ES 175 


553675 


1681.M24.gz43_297316 


M00055757B:B07 


ES 175 


646552 


1681.N06.gz43_297029 


M00055757B.C04 


ES 175 


639420 


1681.N07.gz43_297045 


M00055757B:D06 


ES 175 


235194 


1681.N09.gz43_297077 


M00055757D.B05 


ES 175 


643984 


1681.N18.gz43_297221 


M00055758A:G02 


ES 175 


644461 


1681.N21.gz43_297269 


M00055758C:H10 


ES 175 


645603 


1681.O01.gz43_296950 
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M00055758D:E02 


ES 175 


640264 


168I.O04.gz43_296998 


M00055759A:B02 


ES 175 


492917 


1681.O08.gz43_297062 


M00055759A:E01 


ES 175 


295143 


1681.01 l.gz43_297 110 


M00055759C.C07 


ES 175 


453188 


1681.018.gz43_297222 


M00055760A-.E06 


ES 175 


453324 


1681. 023 .gz43_297302 


M00055761A:E06 


ES 175 


451508 


1681.P15.gz43_297175 


M00055761B:F01 


ES 175 


646453 


1681.P21.gz43_297271 


M00055761B-.F09 


ES 175 


641968 


1681.P22.gz43_297287 


M00055761D.C03 


ES 175 


648320 


1682.A06.gz43_262305 


M00055761D:H08 


ES 175 


488680 


1682.A09.gz43_262353 


M00055762B:B11 


ES 175 


639981 


1682.A14.gz43_262433 


M00055762C:B04 


ES 175 


643940 


1682.A16.gz43_262465 


M00055762C:E06 


ES 175 


494378 


1682.A17.gz43_262481 


M00055762C:H07 


ES 175 


466147 


1682.A20.gz43_262529 


M00055763AH02 


ES 175 


649360 


1682.B03.gz43_262258 


M00055763B:D07 


ES 175 


550562 


1682.B05.gz43_262290 


M00055763B:E09 


,ES 175 


644278 


1682.B08.gz43_262338 


M00055763CA10 


ES 175 


462815 


1682.B12.gz43_262402 


M00055763C:G08 


ES 175 


642564 


1682.B14.gz43_262434 


M00055763D:B11 


ES 175 


562870 


1682.B15.gz43_262450 


M00055764A:F02 


ES 175 


621636 


1682.B18.gz43_262498 


M00055764B:F05 


ES 175 


462393 


1682.B22.gz43_262562 


M00055764C:C07 


ES 175 


644765 


1682.B24.gz43_262594 


M00055765AA04 


ES 175 


524470 


1682.C10.gz43_262371 


M00055765A.B02 


ES 175 


584179 


1682.Cll.gz43_262387 


M00055765AC1I 


ES 175 


642204 


1682.C16.gz43_262467 


M00055765A:G02 


ES 175 


629002 


1682.C20.gz43_262531 


M00055765D-.E06 


ES 175 


642460 


1682.Dll.gz43_262388 


M00055765D:F04 


ES 175 


644853 


1682,D13.gz43_262420 


M00055766AA01 


ES 175 


462742 


1682.D15.gz43_262452 


M00055766A:D08 


ES 175 


641576 


1682.D17.gz43_262484 


M00055766A:E08 


ES 175 


639232 


1682.D18.gz43_262500 


M00055766AH03 


ES 175 


558719 


1682.D20.gz43_262532 


M00055766B:B01 


ES 175 


447224 


1682.D23.gz43_262580 


M00055766B:E11 


ES 175 


637387 


1682.E04.gz43_262277 


M00055766B:H10 


ES 175 


642852 


1682.E08.gz43_262341 


M00055766C:C07 


ES 175 


464091 


1682.E10.gz43_262373 


M00055766C.C11 


ES 175 


448944 


1682.Ell.gz43_262389 


M00055766C:E05 


ES 175 


447712 


1682.E12.gz43_262405 


M00055766C.G12 


ES 175 


451037 


1682.E15.gz43_262453 


M00055766D:C05 


ES 175 


562021 


1682.E18.gz43_262501 


M00055766D:D05 


ES 175 


50351 


1682.E20.gz43_262533 


M00055766D:F09 


ES 175 


560393 


1682.E24.gz43_262597 


M00055767A:D10 


ES 175 


634660 


1682.F04.gz43_262278 
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M00055767B:D02 


ES 175 


642082 


1682.Fll.gz43 262390 


M00055767D:A12 


ES 175 


642082 


1682.F17.gz43 262486 


M00055767D:E07 


ES 175 


642417 


1682.F20.gz43 262534 


M00055767D.F04 


ES 175 


546740 


1682.F2 1 .gz43_262550 


M00055768A:B05 


ES 175 


648996 


1682F24.gz43_262598 


M00055768B:H12 


ES 175 


541499 


1682.G13.gz43 262423 


M00055768D:G02 


ES 175 ; 


555140 


1682.G22.gz43_262567 


M00055770A:F01 


ES 175 


640997 


1682.G24.gz43_262599 


M00055770A:G08 


ES 175 | 


644173 


1 682 .H02 .gz43_262248 


M00055770A:H11 


ES 175 


530238 


1682.H03 : gz43_262264 


M00055770B:D06 


ES 175 


446757 


1682.H06.gz43_2623 12 


M00055770B:F06 


ES 175 


642474 


1682.H07.gz43_262328 


M00055770C:A02 


ES 175 


551167 


1682.H08.gz43_262344 


M00055770CD01 


ES 175 


234606 


1682.H09.gz43 262360 


M00055770C:H11 


ES 175 


562876 


1682.H12.gz43_262408 


M00055770D:E10 


ES 175 


464510 


1682.H19.gz43_262520 


M00055771A:A11 


ES 175 


557797 


1682.H22.gz43_262568 


M00055771B:G05 


ES 175 


471268 


1682.110.gz43_262377 


M00055771C:A11 


ES 175 


453079 


1682.1 12.gz43_262409 


M00055771C:D09 


ES 175 


509410 


1682.113.gz43_262425 


M00055771CF05 


ES 175 


642604 


1682.115.gz43_262457 


M00055772AC10 


ES 175 


642036 


1682.124.gz43_262601 


M00055772A\E12 


ES 175 


648588 


1682.J01.gz43 262234 


M00055772AH08 


ES 175 


642791 


1 682 . J04 .gz43_262282 


M00055772C:B09 


ES 175 


452503 


1 682 . J08 .gz43_2 62346 


M00055772CE11 


ES 175 


463951 


1682J10.gz43_262378 


M00055772C:G08 


ES 175 1 


138470 


1682.J12.gz43_262410 


M00055772D:C10 


ES 175 


641563 


1682.J15.gz43_262458 


M00055772D:D03 


ES 175 


517912 


1682.J16.gz43_262474 


M00055772D:F10 


ES 175 


450553 


1682J18.gz43_262506 


M00055772D:F11 


ES 175 


642558 


1682.J19.gz43_262522 


M00055772DH04 


ES 175 ! 


466971 


1682.J20.gz43 262538 


M00055773A:F05 


ES 175 


64445 1 


1 682 . J22 .gz43_2625 70 


M00055773B:A07 


ES 175 


644914 


1682.J24.gz43_262602 


M00055773C:C09 


ES 175 


446163 


1682.K04.gz43_262283 


M00055773C:D12 


ES 175 


650272 


1 682 .K05 ,gz43_262299 


M00055773C:H12 


ES 175 


454540 


1682.K06.gz43_262315 


M00055773D:G11 


ES 175 


642637 


1682.K09.gz43_262363 


M00055774A.D04 


ES 175 


449975 


1682.K14.gz43_262443 


M00055774B:F07 


ES 175 


647940 


1682.K18.gz43_262507 


M00055774B:H01 


ES 175 


641185 


1682.K20.gz43_262539 


M00055774C:D09 


ES 175 


640617 


1682.K22.gz43_262571 


M00055774D:A05 


ES 175 


642417 


1682.L02.gz43_262252 
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M00055774D.B07 


ES 176 


553380 


1682.L03.gz43_262268 


M00055774D:E02 


ES 176 


458979 


1682.L06.gz43_262316 


M00055775A:G09 


ES 176 


101499 


1682.L12.gz43_262412 


M00055775B:A06 


ES 176 


447206 


1682.L16.gz43_262476 


M00055775B:G02 


ES 176 


644240 


1682.L20.gz43_262540 


M00055775B:G04 


ES 176 


559662 


1682.L21.gz43_262556 


M00055775C:B02 


ES 176 


645327 


1682.L24.gz43_262604 


M00055775C:B10 


ES 176 


553877 


1682.M02.gz43_262253 


M00055775C:D08 


ES 176 


642265 


1682.M03.gz43_262269 


M00055775C:E10 


ES 176 


641056 


1682.M04.gz43_262285 


M00055778A:E09 


ES 176 


621635 


1682.M16.gz43_262477 


M00055778A:F09 


ES 176 


461835 


1682.M18.gz43_262509 


M00055778A:F12 


ES 176 


642564 


1682M19.gz43_262525 


M00055778A:G02 


ES 176 


509027 


1682.M20.gz43_262541 


M00055778B:C03 


ES 176 


645036 


1682.M22.gz43_262573 


M00055778B:E01 


ES 176 


458425 


1682.M24.gz43_262605 


M00055778C:D09 


ES 176 


494767 


1682.N06.gz43_262318 


M00055778D:A03 


ES 176 


642095 


1682.Nll.gz43_262398 


M00055778D:C03 


ES 176 


639829 


1682.N12.gz43_262414 


M00055779A:B06 


ES 176 


642166 


1682.N15.gz43_262462 


M00055779A:H05 


ES 176 


480035 


1682.N20.gz43_262542 


M00055779B:F06 


ES 176 


556476 


1682.N24.gz43_262606 


M00055780A:C04 


ES 176 


89082 


1682.013.gz43_262431 


M00055780A.C06 


ES 176 


561558 


1682.014.gz43_262447 


M00055780A:E01 


ES 176 


650451 


1682.0 15. gz43_262463 


M00055780A:E03 


ES 176 


642491 


1682.016.gz43_262479 


M00055780A:E11 


ES 176 


450211 


1682.017.gz43_262495 


M00055780AF07 


ES 176 


641496 


1682.018.gz43_262511 


M00055780A:G04 


ES 176 


453090 


1682.O20.gz43_262543 


M00055780C-.E02 


ES 176 


641174 


1682.P06.gz43_262320 


M00055780C.E10 


ES 176 


502614 


1682.P07.gz43_262336 


M00055780D:D09 


ES 176 


642332 


1682.P12.gz43_262416 


M00055780D:F08 ; 


ES 176 


453091 


1682.P13.gz43_262432 


M00055781A:B04 


ES 176 


642147 


1682,P19.gz43_262528 


M00055782B:C08 


ES 176 


643230 


1683.A19.gz43_262897 


M00055782C:H01 


ES 176 


459064 


1683.B06.gz43_262690 


M00055782D:H01 


ES 176 


649883 


1683.Bll.gz43_262770 


M00055783A:C06 


ES 176 


642184 


1683.B14.gz43_262818 


M00055783AF03 


ES 176 


644486 


1683B18.gz43_262882 


M00055783B.A04 


ES 176 


523590 


1683.B20.gz43_262914 


M00055783CA05 


ES 176 


506285 


1683.C01.gz43_262611 


M00055783D-.B02 


ES 176 


497971 


1683.C05.gz43_262675 


M00055784A:B07 


ES 176 


140909 


1683.C12.gz43_262787 


M00055784AD05 


ES 176 


456626 


1683.C16.gz43^262851 
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Table 13 



ClonelD 


bb INO 


ClusterlD 


O XT 

bequenceName 


Ayf AAA<i?7Q/l A • I'll A 

MIH/U33 /o4A.Vj!U 


PC 1 7A 

ErO 1/0 


4^>U3o4 


1 CO*} pi A „ >C5 ^ /* O OAA 

16a3.C19.gz43_262899 


A JS A A A C C 7 0 A f~* • XJ A 7 

MUUU33 /o4t.nU/ 


tio I /0 


O / J /OO 


1 6a3 .DU3 ,gz43_262644 


A/T AAA^<.70/li~VPA7 
MUUU3J /o4U.JbUJ 


PC 17X 
iio I/O 


43 /54 / 


16o3.UUJ.gz43_26z6 /6 


A/TAAA^70^ A -PTAO 


PC I7X 
tJ/O I/O 


j4V4j4 


i<Q7 nno «v-«/f'3 OiC77/1A 

loo3.1JUy.gz43_z62/4U 


A/1AAA^^70<T1-13AX 


PC 17X 
Ho 1/0 


OjUU/0 


1 6o3 .L» 1 2.gz43_zo2 / o o 


A/T AAAC «70 CTVf^AX 
MUUU33 /ojJJ.CUO 


PC 1 7X 
bb I/O 


o/zoUl 


1 6o3 .bU 1 .gz43_zozo 1 3 


AjTAAAC C7QXTVT7 1 A 

MUUU33 /ooD.blU 


PC 1 7X 
bo 1 /O 


/lAI OQA 


1 T71Q rrrr/11 7/i7ClA1 

10o3.bly.gz43_ZOZ9Ul 


A Jl A A A C C *7 O 7D - 17 AO 
MUUU33 /O /B.bUZ 


PC 1 7X 

LO 1 /0 


^/l 1 7AO 

j4 izuy 


I0o3.rU3.gZ43_Z0Z04O 


A /TAA AC C707D.17 1 A 


Ijr i ns 

bb 1 /o 


o459Uj 


16o3.rU4.gz43_z6z6oz 


iv >rr\nrvc cioir" .r\An 

M00055787L:D09 


T?C 1 TX 

bb l/o 


£LA 1"2CA 

64335U 


16o3.r lU.gz43_z6z /3o 


M(Jl)055757L.bl2 


EC 1 *7X 

bb 1 /o 


44yo3o 


loo3.r 12.gz43_zoz/yU 


A li A A AC ?7Q7F\.Dm 

MOULD j /o /U:r$U / 


pc 1 7/; 
to 1 /o 


o4/Jlo 


10o3.r 10.gZ43__Z0Zo34 


M0005 5 7 o 9 C : C 1 2 


bb 1 /o 


o4U /yy 


1 6o3 .Cjrz3 .gz43_2ozyo / 


A /T AAAC C70 A/" 1 .!? 1 A 


bb l/o 


4oJzyu 


1 £Q1 UA1 r*-,A 1 7A7/C1A 

1 6o3 .rlU 1 .gZ43_zozo 1 o 


M00055759D:BU4 


CO 1 *7X 

bo l/o 


642146 


16o3 .iiU3 .gz43_zozo45 


MUU055759D:CU6 


cc 1 tx 
bo l/o 


621o3j 


16o3.rlU4.gZ43_zozoo4 


M00055790B:A08 


bo 176 


y^O OA/TO 


1 6o3 .hi 1 4.gz43 Z0Z524 


A /rAAACCTAAD.rVAC 

M00055790B:D05 


bo 1 /o 


CC"2C/1^ 


1 UIO *+~wA1 7X7QOO 

16o3.rllo.gz43_zozoo5 


M0005 5 790C :C02 


bo 1 /o 


yl 1 COCA 

41 jyju 


16o3.rl22.gz43_zozy3z 


M0005 5 790D :G 1 0 


bo 176 


A £LHn AiC 

46 /3U6 


1683 .Iu4.gz43_262ooj 


M0005 5 79 1 B :E02 


T7C 1 H£ 

bb 176 


C 1 (\CA C 


1£LQ1 T1 1 n ~A1 r >XT777 

16o3.1i l.gz43_zo2 / / / 


M00055791C:A02 


bo 176 


396191 


1X07 T1 C r»rr/t7 7X70/11 

16o3>113.gz43 Zozo41 


A JfAAACC TAOTJ.r^AO 

M00055792B:D08 


bo 1 /o 


3yol4y 


1X07 11/1 rt-^r/1'3 7X707X 
10o3.J 14.gZ43_Z0ZoZ0 


M0005 5 793 A.H09 


rc i Tf x 

bo 1/6 


cc/i i n 
J->41 1 / 


1 XQ"2 VAX s+~*A 1 7X7XQQ 

1 6o3 . KUo.gZ43_2ozo9y 


M0005 5 793 B :B06 


T?C 1 TX 

bo 1 /6 


£LA 1 A 1 A 

64 1 y 1 y 


IXOI V AO rrr,A1 7X7771 

10o3.JvUo.gZ43_ZOZ /J 1 


A /AflAC C 1C\A A .HAO 


r?C 1 TX 

bo l/o 


0U3 /01 


1X03 T AO crrrAI 7X7777 
10o3 .L < Uo.gZ43_Z0Z /3Z 


M00055794B:r04 


T70 1 7X 

bo l/o 


C<£ 1710 

JOl / lo 


1 X07 117 rrrr/17 7X7C7X 

luo3.bl /.gZ43_Z0Zo /O 


M00055794C:D 1 0 


tC 1 TX 

bo 176 


43/396 


1 XO*2 m ^-»/f2 TX7Q/1A 

1 6o3 .l_/2 1 ,gz43_2ozy4U 


M00055795A:F09 


rc 1 TX 

bo 176 


A A C C AC 

44639 J 


1 XOI A/TAO n ~,A1 TX77/1Q 

16o3.MUy.gZ43_zo2 /49 


M0005 5 795 A:F 1 2 


ES 176 


yf C >1 /I O C 

4544oj 


lXO'I A>f1A ^—/l "1 OX77XC 

16o3.MlU.gz43_Z62 /o3 


M00055795B:F09 


Eb 176 


i^/l 1 7AA 

6417UU 


jroo Ayffi c ^ 1X70/1^ 

16o3.Ml J.gz43_z62<S43 


M00055795C:B10 


bb 176 


OOOADC 

3ooUoj 


1X03 A/f7A t+>*A1 / 7X7Q7^ 

16o3 .JVlZU.gZ43_z6zyZJ 


a lAAAccnAcrv.r'An 

M00055795D:E09 


rc i nc 
bb 176 


/f/l CCAO 


1X07 XTAC r»-T/n 7X7X0X 

loo3 .INU 3 .gz43_zozoo0 


X fAAACClACA.TAO 

M00055795D:F08 


bb 1/6 


43U21o 


1 X07 XIAX n-r/17 7X77A7 
lOo3.JNU0.gZ43_Z0Z /UZ 


A jTAAAC C 7ACTX.UAO 


rc i tx 

bb 1 fo 


77 AAA 

1 1 144 


1X07X111 rt-7A7 9X7707 
1 053 .IN 1 1 .gZ43__ZOZ / oZ 


A iff A A AC ClA^ A . A AO 

M00055796A:A05 


rc 1 7/; 
bb l /o 


43 /3oU 


1X07 XTl^ ct-rA'X O&ISlAf* 
1053.XN 13.gZ4J ZOZo40 


A /AAAi C 7A^CPAC 

M00055796B.CjU3 


PC 1 7£ 

bb l/o 


044U4 / 


1^0^ no*. at/I'? ifofMCi 


lYlv/V/v/-/ J # /Uv.lil A 


ES 176 


647639 


1683.O10.gz43 262767 


M00055796D:E06 


ES 176 


553979 


1683.016.gz43_262863 


M00055796D:E10 


ES 176 


640525 


1683.017.gz43_262879 


M00055797B.A11 


ES 176 


417617 


1683. 023 .gz43_262975 


M00055797B.B04 


ES 176 


639807 


1683.024.gz43_262991 


M00055797C.F08 


ES 176 


517224 


1683.P09.gz43_262752 


M00055798B:D12 


ES 176 


418340 


!684.A04.gz43_263041 
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ClonelD 


ESNo 


ClusterlD 


SequenceName 


M00055798B-.F02 


ES 176 


644915 


1684A05.gz43_263057 


M00055798B:G04 


ES 176 


645560 


1684A06.gz43_263073 


M00055798DA10 


ES 176 


455028 


1684 A10.gz43_263 137 


M00055798D.H10 


ES 176 


483726 


1684A13.gz43_263185 


M00055799B.G02 


ES 176 


674574 


1684.A23.gz43_263345 


M00055799C.D09 


ES 176 


645700 


1684.A24.gz43_263361 


M00055799D-.F11 


ES 176 


640334 


1684.B06.gz43_263074 


M00055800A.F01 


ES 176 


462247 


1684.B14.gz43_263202 


M00055800A:F02 


ES 176 


490414 


1684.B15.gz43_263218 


M00055800C.E11 


ES 176 


640537 


1684.B22.gz43_263330 


M00055800D.B03 


ES 176 


462249 


1684.C04.gz43_263043 


M00055801D:E06 


ES 176 


564382 


1684.C23.gz43_263347 


M00055802A:C03 


ES 176 


494767 


1684.D06.gz43_263076 


M00055802B:H03 


ES 176 


486134 


1684.D17.gz43_263252 


M00055802C.E12 


ES 176 


643991 


1684.D22.gz43_263332 


M00055803A.C06 


ES 176 


513238 


1684.E06.gz43_263077 


M00055803AF03 


ES 176 


455405 


1684.E10.gz43_263141 


M00055803A.G08 


ES 176 


642653 


1684.Ell.gz43_263157 


M00055803BA11 


ES 176 


530774 


1684E13.gz43_263189 


M00055803B:E10 


ES 176 


557344 


1684.E18.gz43_263269 


M00055804B:C02 


ES 176 


639194 


1684.F18.gz43_263270 


M00055804D:F02 


ES 176 


463821 


1684.G01.gz43_262999 


M00055805A:A02 


ES 176 


640222 


1684.G05.gz43_263063 


M00055805A:C11 


ES 176 


641059 


1684.G06.gz43_263079 


M00055805B:C08 


ES 176 


642198 


1684.G12.gz43_263175 


M00055805C:D10 


ES 176 


630259 


1684.G17.gz43_263255 


M00055805D:C11 


ES 176 


640617 


1684G21.gz43_263319 


M00055805D:H01 


ES 176 


529325 


1684.G23.gz43_263351 


M00055806B:B10 


ES 176 


644314 


1684.H08.gz43_263112 


M00055806B:D04 


ES 176 


464040 


1684 .H10.gz43_263 144 


M00055806C.D07 


ES 176 


496051 


1684.H13.gz43_263192 


M00055806C:E09 


ES 176 


375814 


1684.H14.gz43_263208 


M00055806C:G01 


ES 176 


549616 


1684.H17.gz43_263256 


M00055806D:H03 


ES 176 


450252 


1684H23.gz43_263352 


M00055806D.H06 


ES 176 


640520 


1684.H24.gz43_263368 


M00055807A-.B10 


ES 176 


32812 


1684.103.gz43_263033 


M00055807B:F05 


ES 176 


520320 


1684.112.gz43_263177 


M00055807B:G10 


ES 176 


446789 


1684.114.gz43_263209 


M00055807C:F05 


ES 176 


639441 


1 684.1 17.gz43_263257 


M00055807D:C04 


ES 176 


470602 


1684.121.gz43_263321 


M00055808A:C06 


ES 176 


450741 


1684.J05.gz43_263066 


M00055808BA04 


ES 176 


650782 


!684.J08.gz43_263114 


M00055808B:H07 


ES 176 


210839 


1684.J14.gz43_263210 


M00055808D-.C12 


ES 176 


460517 


1684.J20.gz43_263306 
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ESNo 


ClusterlD 


! SequenceName 


M00055808D:F09 


ES 176 


520320 


1684.J24.gz43_263370 


M00055809.A:B10 


ES 176 


550370 


1684.K05.gz43_263067 


M00055809C:D01 


ES 176 


644901 


1684.K17.gz43_263259 


M00055809C:E1 1 


ES 176 


454772 


1684.K19.gz43_263291 


M00055809C:H10 


ES 176 


640479 


1684.K22.gz43_263339 


M00055810A:H03 


ES 176 


413277 


1684.L06.gz43_263084 


M00055810D:G04 


ES 176 


649995 


1684.L19.gz43_263292 


M00055811B:A03 


ES 176 


455665 


1684.L23.gz43_263356 


M00055811C:A01 


ES 176 


517327 


1684.M01.gz43_263005 


M00055811C:D12 


ES 176 


645015 


1684.M03.gz43_263037 


M00055811D:C02 


ES 176 


650231 


1684.M07.gz43_263101 


M00055811D:C12 


ES 176 


554742 


1684.M09.gz43_263133 


M00055811D:E01 


ES 176 


452828 


1684.M10.gz43_263149 


M00055812A:E01 


ES 176 


503491 


1684.M15.gz43_263229 


iM00055812B:F03 


ES 176 


466016 


1684.M19.gz43_263293 


M00055812C:B07 


ES 176 


648752 


1684.M24.gz43_263373 


M00055812D:E03 


ES 176 


550604 


1684.N09.gz43_263134 


M00055813A:D10 


ES 176 


644147 


1684.N12.gz43_263182 


M00055813C.E03 


ES 176 


551683 


1684.N17.gz43_263262 


M00055813D:B12 


ES 176 


494271 


1684.N19.gz43_263294 


M00055814A:F02 


ES 176 


528134 


1 684.00 l.gz43_263007 


M00055814C:C07 


ES 176 


647336 


1684.01 l.gz43_263167 


M00055815A.H12 


ES 176 


642850 


1684.024.gz43_263375 


M00055815C:B03 


ES 176 


642099 


1684.P04.gz43_263056 


M00055815C:G05 


ES 176 


648221 


1684.P08.gz43_263120 


M00055815D:A11 


ES 176 


642962 


1684.P09.gz43_263136 


M00055815D:B02 


ES 176 


447015 


1684.P10.gz43_263152 


M00055815D:B03 


ES 176 


549640 


1684.Pll.gz43_263168 


M00055816A:C04 


ES 176 


649035 


1684.P17.gz43_263264 


M00055816B:B07 


ES 176 


564854 


1684.P23.gz43_263360 


M00055816D:A10 


ES 176 


363172 


1 693 .A07.gz43_2 13787 


M00055816D:B11 


ES 176 


492242 


1693A09.gz43_213819 


M00055816D:E10 


ES 176 


452863 


1693.A13.gz43_213883 


M00055817A:E05 


ES 176 


643397 


1693.A17.gz43_213947 


M00055817A:H07 


ES 176 


648580 


1693.A19.gz43_213979 


M00055817B:C04 


ES 176 


449542 


1 693 A23.gz43_2 14043 


M00055818B:H03 


ES 176 


638837 


1693.C10.gz43_213837 


M00055819AA06 


ES 176 


475624 


1693.C23.gz43_2 14045 


M00055819A.B10 


ES 176 


559854 


1 693 .DO 1 gz43_2 1 3 694 


M00055822C:D09 


ES 176 


451966 


1693.F18.gz43_213968 


M00055823B:F02 


ES 176 


674526 


1693.G08.gz43_213809 


M00055825B:C11 


ES 176 


645155 


1693.H03.gz43_213730 


M00055825B.E03 


ES 176 


650204 


1693.H04.gz43_213746 


M00055825B:F09 


ES 176 


643054 


1693.H06.gz43_213778 
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ES No 


CIusterlD 


S equenceName 


M00055825D:A03 


ES 176 


642962 


1693.H13.gz43_213890 


M00055825D:D11 


ES 176 


551681 


1693.H20.gz43_2 14002 


M00055826A.G04 


ES 176 


640464 


1693.106.gz43_2 13779 


M00055826B:G07 


ES 176 


645746 


1693.113.gz43_213891 


M00055826C:G06 


ES 176 


650487 


1693.119.gz43_213987 


M00055827A:A12 


ES 176 


650579 


1693J01.gz43_213700 


M00055827D:A01 


ES 176 


455716 


1693. J19.gz43_2 13988 


M00055827D:C02 


ES 176 


556286 


1693J22.gz43_214036 


M00055827D:G11 


ES 176 


583915 


1 693. K03,gz43_2 13733 


M00055828A:H10 


ES 176 


647425 


1693.K07.gz43_213797 


M00055828B:E10 


ES 176 


517280 


1693.K10.gz43_213845 


M00055829C:A07 


ES 176 


648567 


1693.L02.gz43_213718 


M00055829D.H10 


ES 176 


645146 


1693.L15.gz43_213926 


M00055830A.G10 


ES 176 


645073 


1693.L17.gz43_213958 


M00055830C:H10 


ES 176 


451134 


1693.M06.gz43_2 13783 


M00055831A.C06 


ES 176 


644781 


1693.M15.gz43_213927 










M00055831B:C04 


ES 177 


517237 


1 693 .M23 .gz43_2 1 4055 


M00055832A:A08 


ES 177 


481864 


1693.N08,gz43_213816 


M00055832C.H09 


ES 177 


648328 


1693 .N19.gz43_2 13992 


M00055833D:F11 


ES 177 


650912 


1693.014.gz43_213913 


M00055834B:C11 


ES 177 


557741 


1693.O20.gz43_214009 


M00055835C:F08 


ES 177 


642054 


1 693. P21.gz43_2 14026 


M00055836A:B12 


ES 177 


645149 


1694.A05.gz43_2 14139 


M00055836C:D01 


ES 177 


452735 


1694.A10.gz43_214219 


M00055837A:B08 


ES 177 


447597 


1694.A15.gz43_2 14299 


M00055837A:D09 


ES 177 


644210 


1694.A16.gz43_214315 


M00055837A:F02 


ES 177 


489249 


1694.A18.gz43_214347 


M00055837A:H08 


ES 177 


645289 


1694.A19.gz43_214363 


M00055837B:E07 


ES 177 


644987 


1694.A23.gz43_214427 


M00055837D.D08 


ES 177 


642253 


1694.B09.gz43_2 14204 


M00055837D:G10 


ES 177 


504944 


1694.BlLgz43_214236 


M00055838A:A03 


ES 177 


643800 


1694.B12.gz43_2 14252 


M00055838A:B02 


ES 177 


448450 


1694.B13.gz43__2 14268 


M00055838B:D06 


ES 177 


467901 


1694.B15.gz43_2 14300 


M00055838B:G12 


ES 177 


644417 


1694.B16.gz43_214316 


M00055838B:H04 


ES 177 


644494 


1694.B17.gz43_214332 


M00055838CA08 


ES 177 


447002 


1694.B18.gz43_214348 


M00055838C:B08 


ES 177 


643948 


1694.B19.gz43_214364 


M00055839B:A10 


ES 177 


643804 


1694.C13.gz43_214269 


M00055839B:C07 


ES 177 


648039 


1694.C15.gz43_214301 


M00055839B:E07 


ES 177 


558890 


1694.C18.gz43_214349" 


M00055839B.H09 


ES 177 


537586 


1694.C19.gz43_2 14365 


M00055839C.B11 


ES 177 


467521 


1694.C22.gz43_214413 
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PC KTrk 

co xno 




S ecju enceName 


iv/rnnn558'*Qprin6 


CO III 




1 6Q4 P9^ rt-7A~k 71447Q 


A/fnnn55840AO06 

lYxUVJVJ 3 3 o t TUr\.VJUO 


P<s 1 77 i 

CO A / / 




1 604 D08 ordl 7 1 4 1 on 


1V1U\JU3 3 o 'fuD . X5UZ 


PC 177 

CO l / / j 


3zzooy 


1604 Pill otA'X 7149^8 


\>f AAA5584npri06 

lVLUUU33a^v7W.X/UO 


PC 177 

CO lit 




1 604 n 1 7 0^4^ 7 1 4^14 


IV1UUU3 jo^uv^.riuo 


PC 177 
Co x / / 




1 604 D 1 8 a74^ 7 1 4*? SO 


JV1UUU3 3 o4UU . DU 3 


PC 1 77 
CO 1 / / 


0407 / / 


1604 D70a74^ 714^87 


\yfnnn5^84 i r-foq 

JVxUUU33o*t lD.rU7 


PC 177 


48^7^7 


1 604 POO or43 7 1 4707 


iV/fnnA5584 i rhoi 


PC 177 

CO 1 / / 


S0^S46 


1 604 P 1 0 &z43 2 1 4223 


\yinnn5584i p- A03 

1V1UUUJ-7o't 1 V> .,r\Vj.J 


PC 177 

CO lit 




1 604 F 1 2 P743 2 1 4255 


N/fnnn558Ai p-no5 . 

aY1\JUvJ33o £ + l\s.U\JJ 


PC 177 


6074^0 

VJ \J / t JU 


1604F15cr743 214303 


Miinn5584 1 p-ni i 


F<\ 177 

CO 1 / / 




1604F17pz43 214335 


im nnn5 584 i ppto4 


F<s 177 

L_*lJ Lit 


140648 


1604 E20 &z43 214383 


AjfonA5 584iTy pi i 


PC 177 

CO 1 / / 




1604 F21 crz43 214399 


A/ffiAA55847IV A04 


PC 177 

CO lit 


647079 


1694 F05 ez43 214144 


aaaaas 5847R-ri04 

XVI UU U J J 5 H-ZI5 . U vJ f 


PC 177 

CO 1 / / 


64406^ 


1694F00$*743 214208 


\4Yinn55847P- A 1 i 

lVxUUU33o 4 l-Z\^..rYx 1 


PC 177 

CO 1 / / 


644S48 


1604 F1 1 ez43 214240 


M.UUUjjoHZv/.vuj 


PC 177 

CO III 


S 06001 


1604F17az43 214256 

AVJ3'*T,A lZ>.g£i^J a» A ' W 




PC 177 

CO i / f 


64SS0S 


1604F15&743 214304 

1U7T.1 L-J .QjCrTJ Z.A*T^V/*T 


A/fAAA^SMorvPiAT 

1V1UUU33o4Z1J.JLJU / 


PC 177 

XlO lit 




1 604 F 1 7 a^43 7 1 4336 


IV1UUU3 35'tZ.LJ.r vj / 


PC 1 77 
III 


46?S^7 


1 604 F 1 0 trz43 2 1 4368 


ivxUUU335^or$.xj i\j 


PC 177 


6447 1 7 


1604G04jtz43 214129 


i\lUUvJ3 354 jsJ.Jtl\J I 


PC 177 


4771 10 


1604 015 (tz43 714305 


\yfAAA^<* 9/1/1 A ■TVi'} 
MUUU33544/\.L/U3 


PC 177 i 


64^ 8? 5 


1604 018 17^43 714353 


JVIUUU33 544 A. UU / 


PC 177 


647 S77 

U*+ J J 1 1 


1 604 Ol 0 a-743 7 1 4360 

1 Oj/t.VJl J7.^Z*T-? Z.1*T«3VJ7 


TV;fAAA<^Q/1 /I A 171 1 

MUUU33o44A.r 1 1 


PC 1 77 




16Q4O70O743 714385 

1 074 . VJZU .gZ*r3 Z 1 tJ O J 


\/TAAA<;<Q/i/f u-P 1 7 


PC 177 
r>o 1 / / 


64407^ 


1 604 074 0-743 7 1 4440 


a taa A * < C A A -T7A 1 


PC 177 




1 604 PT06 ov43 7 1 4 1 67 


\Jf AAA^^C/MTVP 1 1 

MUUU33o44X/.cl 1 


PC 177 
CO 1 / / 


4S6798 


1604PH0o743 714776 

lU7t.lilU.gZ l TJ Z, J. *TZ.Z.U 


A/T AAA^^S/f /lA-C 1 o 
M UUU3 3 544JJ . c 1 Z 


PC 177 
lio xii 


644^ 1 4 

OH*t3 1*t 


1604 1411 a^43 714747 


A./T A A A < < Q A A T*\ -T-IAQ 
MUUU33o44xJ.rlUy 


PC 1 77 
tlo ill 


4666Q7 


1 604 Rl 6 €»743 7 1 4377 


A/f AAA^-^SA^ a •rn'? 
IVxUUU33543A.l^U3 


PC 177 
CO 1 / / 


64^000 


1 604 HI 0 «T743 2 1 4370 

1 *J7*-r .JTA 1 y ,gz/-t J Z,ltJ /u 


AjTAAA55845 A 141 A 
IVxU UU3 3 543 A. rl 1 U 


PC 177 

CO Iff 


644560 


1 604 H7 1 £7z43 2 1 4402 

A VJ J'*T .X XZ. 1 .gZi*T J Z. 1 TTV/A. 


\yfAAA55845P- A 1 1 
IVIU UU3 3 5*f 3 /VI 1 


PC 177 

CO lit 


647448 


1604T05az43 214147 


\yfAnA55845P-P 1 7 
1V1 VJUU3 3 OH-3 


P<s 177 

CO 1 / / 


468777 


1694 108 cz43 214195 


\yf AAA5 5 51 A 5 P ■ F07 
lMU U U 3 3 o *t 3 1_/ . CUZ 


PC 177 

CO III 


646470 


1694 110 az43 214227 

X VJ . A A VJ .t£JLTT*J £~ A ~ 1 


\yfnnn55845P-F05 

IVIU U VJ 3 3 o *t 3 v> . C vJ J 


P^ 177 


525456 


169 A 111 ez43 214243 


\/fonn5 5845noi i 


FS 177 

l_/vJ Lit 


650276 


1694 116 ez43 214323 


M00055846A:D07 


ES 177 


181364 


1694.118.gz43_214355 


M00055846B:B12 


ES 177 


419751 


1694.123.gz43_214435 


M00055846B:C12 


ES 177 


542282 


1694.124 .gz43_2 14451 


M00055846B:F11 


ES 177 


647191 


1694.J01.gz43_2 14084 


M00055846D.G08 


ES 177 


647383 


1694.J12.gz43_214260 


M00055846D:G09 


ES 177 


645681 


1694.J13.gz43_214276 


M00055846D:G11 


ES 177 


640171 


1694.J14.gz43_214292 
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M00055847B:G12 


ES 177 


651131 


1694J19.gz43_2 14372 


M00055847C:A11 


ES 177 


646459 


1694.J21.gz43_2 14404 


M00055847C:C01 


ES 177 


646810 


1694J22.gz43_2 14420 


M00055847C.H09 


ES 177 


452976 


1694.J24.gz43_2 14452 


M00055848A:E07 


ES 177 


645681 


1694.K06.gz43_214165 


M00055848B:C03 


ES 177 S 


647383 


1694.K13.gz43_214277 


M00055848C:A02 


ES 177 


645197 


1694.K15.gz43_214309 


M00055848C:G07 


ES 177 


558981 


1694.K17.gz43_214341 


M00055848C:H06 


ES 177 


646248 


1694.K19.gz43_214373 


M00055849C:G07 


ES 177 


547841 


1694.L06.gz43_214166 


M00055849D.B04 


ES 177 


450949 


1694.L08.gz43_214198 


M00055849D:H09 


ES 177 


469511 


1694.L13.gz43_214278 


M00055850C:D01 


ES 177 


608873 


1694.L21.gz43_2 14406 


M00055850C:G05 


ES 177 | 


647318 


1694.L22.gz43_214422 


M00055851A:C03 


ES 177 i 


466265 


1694.M06.gz43_2 14167 


M00055851AC09 


ES 177 


649842 


1694.M07.gz43_214183 


M00055851A:GU 


ES 177 


97507 


1694.M12.gz43_2 14263 


M00055851A.H10 


ES 177 


647522 


1694.M14.gz43_214295 


M00055851B.B09 


ES 177 


562229 


1694.M16.gz43_214327 


M00055851B:G02 


ES 177 


639295 


1694.M18.gz43_214359 


M00055851B:G10 


ES 177 


425923 


1694.M19.gz43_2 14375 


M00055851C:F12 


ES 177 


643594 


1694.M23.gz43_214439 


M00055851C:H05 


ES 177 


472801 


1694.M24.gz43_2 14455 


M00055852A.C12 


ES 177 


639341 


1694.N09.gz43_214216 


M00055852B-.F10 


ES 177 


562813 


1694.N12.gz43_214264 


M00055852B.G09 


ES 177 


642293 


1694.N14.gz43_214296 


M00055852B:H04 


ES 177 


457661 


1694.N16.gz43_214328 


M00055852D:B11 


ES 177 


644708 


1694.N20.gz43_214392 


M00055852D:G12 


ES 177 


649611 


1694.N21.gz43_2 14408 


M00055853B-.H06 


ES 177 


647578 


1694.O04.gz43_214137 


M00055853C.C12 


ES 177 


603388 


1694.O08.gz43_214201 


M00055853C.H03 


ES 177 


647577 


1694.O10.gz43_2 14233 


M00055853DA07 


ES 177 


650492 


1694.011.gz43_214249 


M00055853D:B04 


ES 177 


643130 


1694.013.gz43_214281 


M00055853D.C07 


ES 177 


650217 


1694.015.gz43_214313 


M00055854A.B07 


ES 177 


592122 


1694.017.gz43_2 14345 


M00055854A:D01 


ES 177 


639510 


1694.019.gz43_214377 


M00055854AE03 


ES 177 


645145 


1694.O21.gz43_214409 


M00055854A:E04 


ES 177 


638854 


1694.022.gz43_2 14425 


M00055854C:C07 


ES 177 


549624 


!694.P04.gz43_214138 


M00055854C.E03 


ES 177 


570939 


1694.P05.gz43_214154 


M00055854C:H11 


ES 177 


471364 


1694.P09.gz43_214218 


M00055855A:B11 


ES 177 


404816 


1694.P14.gz43_214298 


M00055855A:G05 


ES 177 


462659 


1694.P16.gz43_214330 
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M00055855B.B11 


ES 177 


643909 


1694.P20.gz43_214394 


M00055855B:D12 


ES 177 


465576 


1694.P21.gz43_214410 


M00055855C:F11 


ES 177 


603388 


1694.P23.gz43_214442 


M00055855D:D12 


ES 177 


509027 


1695A04.gz43_214911 


M00055855D:G08 


ES 177 


644442 


1695A07.gz43_214959 


M00055856A:C06 


ES 177 


564854 


1695A08.gz43_214975 


M00055856A-.D12 


ES 177 


644149 


1 695 A09.gz43_2 14991 


M00055856C.-F07 


ES 177 


550267 


1695.A20.gz43_215167 


M00055857C:D09 


ES 177 


646372 


1695.B08.gz43_214976 


M00055858A:G07 


ES 177 


642070 


1695.B24.gz43_215232 


M00055860D.E04 


ES 177 


596882 


1695.D05.gz43_214930 


M00055861B:F04 


ES 177 


645848 


1695.D08.gz43_2 14978 


M00055861C:G03 


ES 177 


645538 


1695.D13.gz43_215058 


M00055862A:C01 


ES 177 


140224 


1695.D21.gz43_215186 


M00055862D:B02 


ES 177 


640147 


1 695. E09.gz43_2 14995 


M00055862D:D06 


ES 177 


449500 


1695.Ell.gz43_215027 


M00055863B:C07 


ES 177 


644030 


1695.E20.gz43_215171 


M00055863D:D09 


ES 177 


644047 


1695 .F07.gz43_2 14964 


M00055864A:C09 


ES 177 


644047 


1 695. F13.gz43_2 15060 


M00055864A:E11 


ES 177 


650773 


1695. F14.gz43_2 15076 


M00055864B:C09 


ES 177 


561877 


1695.F18.gz43_215140 


M00055865C:G11 


ES 177 


649660 


1695.G23.gz43_215221 


M00055865C:H06 


ES 177 


650517 


1695.G24.gz43_2 15237 


M00055866A-.G10 


ES 177 


397399 


1695.H07.gz43_214966 


M00055866C:G09 


ES 177 


644435 


1695.H17.gz43_215126 


M00055866C:H06 


ES 177 


644410 


1695 .H18.gz43_215 142 


M00055867A.B02 j 


ES 177 


645288 


1695.H23.gz43_2 15222 


M00055868B:B04 


ES 177 


649436 


1695.116.gz43_215111 


M00055868C:F02 


ES 177 


562059 


1695.124.gz43_215239 


M00055868D:D08 


ES 177 


469437 


1 695 .J05.gz43_2 14936 


M00055869C:G06 . 


ES 177 


449936 


1695.J14.gz43_215080 


M00055869D:A07 


ES 177 


642411 


1695J16.gz43_215112 


M00055870B:D04 


ES 177 


649846 


1695.J24.gz43_215240 


M00055871A.H06 


ES 177 


524261 


1695.K09.gz43_215001 


M00055871B:B03 


ES 177 


648819 


1695.Kll.gz43_2 15033 


M00055871C:C07 


ES 177 


643099 


1695 K21.gz43_215193 


M00055871C.C10 


ES 177 


644801 


1695.K22.gz43_215209 


M00055872A:C08 


ES 177 


644755 


1695.Lll.gz43_215034 


M00055872AD08 


ES 177 


644830 


| I695.L12.gz43_215050 


M00055872A.E05 


ES 177 


505858 


1695.L13.gz43_215066 


M00055872A:E11 


ES 177 


640534 


1695.L15.gz43_215098 


M00055872D:D12 


ES 177 


447035 


1695.M08.gz43_2 14987 


M00055873A-.E03 


ES 177 


643451 


1695.M16.gz43_215115 


M00055873D:E04 


ES 177 


643488 


1695 .N10.gz43_2 15020 
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O VAJ U Ci 1 vCl > dJ 1 1C 


M00055874AF06 


ES 177 


645497 


1695 N18 0741 91 SI 48 

lU7J.lil0.g4 l *TJ Z, 1J 140 


M0OO55875A.G05 


ES 177 


554646 


1 695 0 1 4 o7dt ? 1 5085 


M00O55875BE09 


ES 177 


646633 


1695 P01 orA^i 714010 

lU7J,xUJ.g4. 4 tJ ilt7lU 


M00055875CC07 


ES 177 


516512 


1695 P1 1 crwH 715038 


M00055875D.A07 


ES 177 


640136 


1 695 P20 cz43 21518? 

1U7JX Z,U,^£i*TJ Z. X -/ lOi, 


M00055875D:D01 


ES 177 


643333 


1695 P22 ez43 215214 


M00055875DH10 


ES 177 


650179 


!696A01ez43 215247 


M00055877A:H04 


ES 177 


645638 


1696A07ez43 215343 


M00055877BB05 


ES 177 


484991 


1696 A09 ez43 215375 


M00055877D:C05 


ES 177 


643233 


1696.A21.gz43 215567 


M00055878CC02 


ES 177 


593715 


1696.B16.gz43 215488 


M00055879AD04 


ES 177 


643934 


1696.Cll.gz43 215409 


M00055879AG03 


ES 177 


450001 


1696 C12 ez43 215425 


M00055880BA04 


ES 177 


642911 


1696 D03 ez43 215282 


M00055880BA06 


ES 177 


447807 


1696.D04.gz43 215298 


M00055880CF07 


ES 177 


645215 


1696 D15 ez43 215474 


M0005588 1 A- A08 


ES 177 


447221 


1696 E05 ez43 215315 


M00O55881 AE10 


ES 177 


479868 


1696E12cz43 215427 


M00O5588 1 AG07 


ES 177 


446225 


1696E13ffz43 215443 


M00055881DA02 

iviuuuJ joo i J-/ .rvuz. 


ES 177 


648063 


1696 E22ffz43 215587 

107U.X(XX.gXTJ Z< X — ' ^ O ' 


M00055887C- A06 

Iviv/VJ VJ_> _/ ooz.Vy.rvuu 


E*> 177 


450559 


1696F14ez43 215460 


M0OO55887DR07 


FS 177 

Lv J lit 


640400 


1 696 F? 1 a741 215572 


IVxV/ V/ W~7 JOOJA. V^V/X 


FS 177 


1 79760 

X / Z? 1 \J\J 


1 696 G05 P743 215317 


M000558R3 A -no 


ES 177 


459274 


1696G06o743 215333 


mooo5588^ A HOI 


FS 177 

L/iJ Lit 


643745 


1696 Gil C743 215413 

X VJ .7 U . VJ X X . t^^TT-/ Z. X ^/ ™ X -J 


MOOO 5 5 8 8 ^ D ■ R06 


ES 177 


644468 


1696 G21 2743 215573 


M00055884BF10 


ES 177 


451670 


1696H17i?z43 215510 


M00O55884RH07 

iVli/UvJJOOTlJ.l XV/ / 


ES 177 


552628 


1696H18ez43 215526 

1VI7U.111 U,gX TJ XXJJXV7 


M00055884CR07 


ES 177 


643046 


1696H21ez43 215574 


M00055884DF07 


ES 177 


345761 


1696 106 ez43 215335 


M00055885AD05 


ES 177 


558222 


1696 111 ez43 215415 


M00055885BA1 1 

IV X V/V7 V7^/ J(JO J XJ . /v A X 


ES 177 


555172 


1696 115 ez43 215479 










M00055885BB04 


ES 178 


586992 


1696.I16.gz43 215495 


M00055885CB07 


ES 178 


552201 


1696.J01.gz43 215256 


M00055886AB06 

1YXV/V/ V/«/ «/ OO VIjcv. UY/V7 


ES 178 


643126 


1696.J12.gz43 215432 


M00055886DE11 


ES 178 


557792 


1696.K1 1 .gz43_215417 


M00055887A:F07 


ES 178 


644099 


1696.K18.gz43_2 15529 


M00055887D:C11 


ES 178 


643248 


1696.L14.gz43_2 15466 


M00055888C:F07 


ES 178 


639256 


1696.M04.gz43_2 15307 


M00055888C:G09 


ES 178 


640356 


1696.M06.gz43_2 15339 


M00055889B:E12 


ES 178 


570248 


1696.M23.gz43_2 15611 


M00055890A.A06 


ES 178 


464171 


1696.Nll.gz43_215420 


M00055890A:D01 


ES 178 


549114 


1696.N14.gz43_2 15468 
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M00055890A:G12 


ES 178 


649068 


1696.N21.gz43_215580 


M00055890A.H11 


ES 178 ! 


643724 


1696.N23.gz43_215612 


M00055891B.F09 


ES 178 


643513 


1696.P02.gz43_2 15278 


M00055892A:F04 


ES 178 ! 


649027 


1696.P23.gz43_2 15614 


M00055892B.D02 


ES 178 


643366 


1696.P24.gz43_2 15630 


M00055893B.C05 


ES 178 


650476 


1705All.gz43_215791 


M00055894A:H08 


ES 178 


374340 


1705.A22.gz43_215967 


M00055894B:E09 


ES 178 


394373 


1705.B03.gz43_2 15664 


M00055896A:G01 


ES 178 


648576 


1705.Bll.gz43_215792 


M00055896B:C06 


ES 178 


643948 


1705.B14.gz43_215840 


M00055896BH04 


ES 178 


640762 


1705.B18.gz43_215904 


M00055896C.H10 


ES 178 


553951 


1705.B23.gz43_215984 


M00055896D:G10 


ES 178 


557361 


1705.C03.gz43_2 15665 


M00055898B:E07 


ES 178 


485237 


1705.Cll.gz43_2 15793 


M00055899A.B03 


ES 178 


645844 


1705.C18.gz43_215905 


M00055899C.H01 


ES 178 


474577 


1705.D05.gz43_215698 


M00055900A:F08 


ES 178 


644390 


1705.D16.gz43_215874 


M00055900B:E12 


ES 178 


446728 


1705.D20.gz43_2 15938 


M00055900D:D03 


ES 178 


526575 


1705.E0l.gz43_215635 


M00055901BA02 


ES 178 


647522 


1705.E10.gz43_2 15779 


M00055901C:A01 


ES 178 


553720 


1705.E16.gz43_215875 


M00055901C:C10 


ES 178 


641087 


1705.E18.gz43_215907 


M00055901C:D04 


ES 178 


642940 


1705.E19.gz43_215923 


M00055902A.H11 


ES 178 


643513 


1705.F06.gz43_215716 


M00055902D:A07 


ES 178 


557947 


1705.F14.gz43_215844 


M00055902D:H10 


ES 178 


482163 


1705.F18.gz43_215908 


M00055903B.C10 


ES 178 


644063 


1 705. F24.gz43_2 16004 


M00055903B.E05 


ES 178 


554166 


1705 .G03.gz43_2 15669 


M00055904B:B01 


ES 178 


643914 


1705.G12.gz43_215813 


M00055904C:A07 


ES 178 


643809 


1705.G15.gz43_215861 


M00055904D:A06 


ES 178 


643808 


1705.G18.gz43_215909 


M00055905A:F11 


ES 178 


644354 


1705 .G24.gz43_2 16005 


M00055905B:H01 


ES 178 


639194 


1705.H06.gz43_215718 


M00055905D:B06 


ES 178 


605596 


1705.H13.gz43_215830 


M00055905D:H02 


ES 178 


550242 


1705.H17.gz43_215894 


M00055906C:F03 


ES 178 


641562 


1705 .H23.gz43_2 15990 


M0O0559O6D:GO3 


ES 178 


i 454720 


1705.106.gz43_2 15719 


M00055907D-.D06 


ES 178 


449994 


1705.J06.gz43_215720 


M0OO559O8D:F09 


ES 178 


644364 


1705.K04.gz43_215689 


M00055909B:B12 


ES 178 


638869 


1705.K10.gz43_215785 


M00055909B.G10 


ES 178 


643089 


1705.K16.gz43_2 15881 


M00055909C:E08 


ES 178 


447326 


1705 .K20.gz43_2 15945 


M00055909C:G09 


ES 178 


645781 


1705.K21.gz43_2 15961 


M00055909D:A09 


ES 178 


638919 


1705.K22.gz43_2 15977 
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M00055909D:E01 


ES 178 


89082 


1705.K24.gz43_216009 


M00055910B:B11 


ES 178 


642985 


1705.Lll.gz43_215802 


M00055910B:H12 


ES 178 


639240 


1705.L16.gz43_215882 


M00055910C:G01 


ES 178 


468147 


1 705 .L19.gz43_2 15930 


M00055910C-.G04 


ES 178 


685001 


1 705 .L20.gz43_2 15946 


M00055910D.A03 


ES 178 


643825 


1705.L21.gz43_2 15962 


M00055911B.E06 


ES 178 


644242 


1705.M05.gz43_215707 


M00055912A:F08 


ES 178 


557675 


1705.M16.gz43_2 15883 


M00055912B:E05 


ES 178 


648237 


1 705. M20.gz43_2 15947 


M00055912C:C08 


ES 178 


640756 


1705.M22.gz43_215979 


M00055912D:F04 


ES 178 


644407 


1 705 .N05.gz43_2 15708 


M00055913A:G07 


ES 178 


649312 


1705.N12.gz43_215820 


M00055913B:D05 


ES 178 


644190 


1705.N17.gz43_215900 


M00055914A.A03 


ES 178 


449737 


1705.O02.gz43_215661 


M00055914C:D12 


ES 178 


643300 


1705.O09.gz43_215773 


M00055914C.G01 


ES 178 


644108 


1705.01 l.gz43_2 15805 


M00055914C-.G11 


ES 178 


641645 


1705.O12.gz43_215821 


M00055914DA08 


ES 178 


564134 


1705.O13.gz43_215837 


M00055914D-.G06 


ES 178 


553587 


1705.O16.gz43_215885 


M00055915AA06 


ES 178 


639413 


1 705. 017.gz43_2 15901 


M00055915B:D08 


ES 178 


447212 


1 705 . 02 l.gz43_2 15965 


M00055915C:B09 


ES 178 


643991 


1705.O24.gz43_216013 


M00055915DA07 


ES 178 


640178 


1705.P05.gz43_215710 


M00055916A:E12 


ES 178 


644236 


1705.P12.gz43_215822 


M00055916B:C02 


ES 178 


649170 


1705.P15.gz43_215870 


M00055917B:D02 


ES 178 


642911 


1706A08.gz43_216139 


M00055917C:F04 


ES 178 


549994 


1706A13.gz43_216219 


M00055917D:E07 


ES 178 


644301 


1706.A16.gz43_216267 


M00055918A:F10 


ES 178 


645028 


1706A20.gz43_216331 


M00055918B-.B07 


ES 178 


643936 


1706.A24.gz43_216395 


M00055918B-B10 


ES 178 


459881 


1706.B01.gz43_2 16028 


M00055918B:F10 


ES 178 


557175 


1706.B03.gz43_2 16060 


M00055918C:C04 


ES 178 


651131 


1706B05.gz43_2 16092 


M00055918C:E02 


ES 178 


642166 


1706.B07.gz43_216124 


M00055919AA06 


ES 178 


647952 


1706B12.gz43_216204 


M00055919B:H11 


ES 178 


562021 


1706.B19.gz43_216316 


M00055919D.H07 


ES 178 


644554 


1706.C01.gz43_216029 


M00055920A-.H10 


ES 178 


640977 


1 706 .C05.gz43_2 16093 


M00055920B:F02 


ES 178 


644410 


1706.C09.gz43_2 16157 


M00055921A:E06 


ES 178 


188079 


1706.C21.gz43_2 16349 


M00055922A:F05 


ES 178 


| 465576 


1706.D13.gz43_2 16222 


M00055922A:G07 


ES 178 


650900 


1706.D15.gz43_2 16254 


M00055922BA06 


ES 178 


447426 


1706.D17.gz43_2 16286 


M00055922B-.G09 


ES 178 


649085 


1706.D21.gz43_2 16350 
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M00055922D:G10 


ES 178 


419009 


1706.E06.gz43_216111 


M00055923B:C07 


ES 178 


643170 


I706.E10.gz43_216175 


M00055924B:D02 


ES 178 


643627 


1706E22.gz43_216367 


M00055924B.E12 


ES 178 


464129 


1706.F01.gz43_2 16032 


M00055924C:A09 


ES 178 


641484 


1706F03.gz43_216064 


M00055925A:C04 


ES 178 


450840 


1706.Fll.gz43_216192 


M00055925B:D09 


ES 178 


639154 


1706F20.gz43_2 16336 


M00055925B:D10 


ES 178 


643332 


1706.F21.gz43_216352 


M00055926BA05 


ES 178 


447123 


1706.G12.gz43_2 16209 


M00055926C.A11 


ES 178 


207552 


1706.G18.gz43_2 16305 


M00055927B.D06 


ES 178 


642308 


1706.H05.gz43_2 16098 


M00055927D:E11 


ES 178 


643239 


1706.H10.gz43_216178 


M00055928A:C06 | 


ES 178 


639038 


1706.H15.gz43_216258 


M00055928AE11 


ES 178 


610893 


1706H17.gz43_2 16290 


M00055928B:E11 


ES 178 


643383 


1706.H21.gz43_216354 


M00055929A:C11 


ES 178 


649954 


1706.114.gz43_2 16243 


M00055929B:E01 


ES 178 


462089 


1 706.1 17.gz43_2 16291 


M00055929D:F09 


ES 178 


649954 


1706.124 .gz43_2 16403 


M00055930AG04 


ES 178 


644629 


1706J05.gz43_2 16100 


M00055930C:D03 


ES 178 


650938 


1706.J09.gz43_216164 


M00055930C:F06 


ES 178 


639596 


1706.J10.gz43_2 16180 


M00055930C:H05 


ES 178 


556925 


1706.J15.gz43_216260 


MOO055930D.B05 


ES 178 


447520 


1706.J16.gz43_2 16276 


M00055930D.B09 


ES 178 


613626 


1706.J17.gz43_2 16292 


M00055930D:F05 


ES 178 


513211 


1706.J21.gz43_216356 


M00055933A:E05 


ES 178 


638808 


1706.L07.gz43_2 16134 


M00055933B:B11 


ES 178 


605114 


1706.L10.gz43_216182 


M00055933B:G01 


ES 178 


650245 


1706Lll.gz43_216198 


M00055934C.E06 


ES 178 


446795 


1706.M06.gz43_216119 


M00055934D:H09 


ES 178 


650470 


1706M12.gz43_216215 


M00055935B.H06 


ES 178 


479604 


1706.M20.gz43_2 16343 


M00055935C:E03 


ES 178 


640672 


1706.M23.gz43_216391 


M00055936C:B05 


ES 178 


646596 


1706.N07.gz43_216136 


M00055936C:D03 


ES 178 


648379 


1706.N08.gz43_2 16152 


M00055936D:F03 


ES 178 


456920 


1706.Nll.gz43_2 16200 


M0O055937A.F07 


ES 178 


645092 


1706.N17.gz43_2 16296 


M00055937C:C08 


ES 178 


641716 


1706.N21.gz43_216360 


M00055939A:B12 


ES 178 


644732 


1706.P02.gz43_2 16058 


M00055939B:A11 


ES 178 


639901 


1706.P07.gz43_2 16138 


M00055939D:D07 


ES 178 


559905 


1706.P13.gz43_2 16234 


M00055940B.A08 


ES 178 


649873 


1706.P19.gz43_2 16330 


M00055941B:A04 


ES 178 


524546 


1707.A12.gz43_2 16604 


M00055942B.H10 


ES 178 


646317 


1707.B04.gz43_2 16477 


M00055942DA01 


ES 178 


648782 


1707.B12.gz43_216605 
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M00055942D:E05 


ES 178 


645809 


1707.B16.gz43_216669 


M00055943B:E01 


ES 178 


447805 


I707.B24.gz43_2 16797 


M00055945C:C02 


ES 178 


648588 


1707D13.gz43_216623 


M00055945C:D09 


ES 178 


648555 


1707.D14.gz43_216639 


M00055945D:D01 


ES 178 


461363 


1707.D17.gz43_216687 


M00055945D:E08 


ES 178 


644720 


1707.D18.gz43_216703 


M00055947C:E09 


ES 178 


393599 


1707.E20.gz43_216736 


M00055949A:E09 


ES 178 


499693 


1707.F02.gz43_216449 


M00055949D:B07 


ES 178 


649549 


1707.F06:gz43_216513 


M00055951B:A07 


ES 178 


644983 


1707.G03.gz43_216466 


M00055952C:E08 


ES 178 


650935 


1707.G21.gz43_2 16754 


M00055953D.B08 


ES 178 


642105 


1707.H10.gz43_216579 


M00055954C:G07 


ES 178 


531529 


1707.H19.gz43_2 16723 


M00055954D:B04 


ES 178 


561777 


1707.H22.gz43_216771 


M00055955B:C06 


ES 178 


460245 


1707.108.gz43_2 16548 


M00055955C:H05 


ES 178 


650370 


1707.1 14. gz43_2 16644 


M00055956D:B01 


ES 178 


550237 


!707J02.gz43_216453 


M00055956D:C11 


ES 178 


447224 


1707.J04.gz43_216485 


M00055957B.F11 


ES 178 


452316 


1707J14.gz43_2 16645 


M00055957C.F05 


ES 178 


644568 


1707.J18.gz43_216709 


M00055958C:E03 


ES 178 


643968 


1707.K05.gz43_216502 


M00055958D.F02 


ES 178 


647185 


1707.K10.gz43_2 16582 


M00055961D:F06 


ES 178 


647312 


1707.L18.gz43_216711 


M00055963B:C02 


ES 178 


555210 


1707.L22.gz43_2 16775 


M00055965A:G06 


ES 178 


642653 


1707.M24.gz43_216808 


M00055965D.G01 


ES 178 


472101 


1707.N12.gz43_216617 


M00055966B:H09 


ES 178 


646190 


1707.N18.gz43_216713 


M00055966C:D03 


ES 178 


645508 


1707.N20.gz43_216745 


M00055967A.F1 1 


ES 178 


513619 


1707.O07.gz43_216538 


M00055967A:G01 


ES 178 


646061 


1707.O08.gz43_216554 


M00055967B:B12 


ES 178 


645273 


1707.O09.gz43_2 16570 


M00055967B:F07 


ES 178 


645900 


1707.O13.gz43_216634 


M00055967D:C05 


ES 178 


383609 


1707.023 .gz43_216794 


M00055968D:E03 


ES 178 


643162 


1707.P18.gz43_216715 


M0O055969A:FO2 


ES 178 


694643 


1707.P24.gz43_216811 


M00055969B:B05 


ES 178 


640672 


1708.A04.gz43_216860 


M00055969D:B08 


ES 178 


645289 


1708All.gz43_2 16972 


M00055969D:F08 


ES 178 


642955 


1708.A12.gz43_2 16988 


M00055970CA05 


ES 178 


' 647058 


1708. A21.gz43_2 17132 


M00055970D:F09 


ES 178 


645894 


1708.B10.gz43_216957 


M00055971BA11 


ES 178 


649082 


1708.B14.gz43_217021 


M00055972C:C09 


ES 178 


557852 


1708.C06.gz43_2 16894 


M00055972C:F02 


ES 178 


558052 


1708.C07.gz43_2169l0 


M00055973C:F10 


ES 178 


647211 


1708.C24.gz43_217182 
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M00055973D:H11 


ES 178 


452762 


1708D08.gz43_216927 


M00055974D.B01 


ES 178 


645264 


1708.D18.gz43_217087 


M00055976A:D04 


ES 178 


645926 


1708.E22.gz43_217152 


M00055976B:F01 


ES 178 


647280 


1708.F05.gz43_216881 


M00055977A:G09 


ES 178 


647333 


1708.F19.gz43_217105 










M00055977B:F06 


ES 179 


643723 


1708.F21.gz43_217137 


M00055978A:H03 


ES 179 


642058 


1 708 .Gll.gz43_2 16978 


M00055978B.F01 


ES 179 


484355 


1708.G16.gz43_217058 


M00055979B:G07 


ES 179 


640092 


1708.H12.gz43_2 16995 


M00055979C-.B07 


ES 179 


640204 


1708.H15.gz43_217043 


M00055980A:H06 


ES 179 


647539 


1708.H23.gz43_217171 


M00055980B:B07 


ES 179 


647924 


1708.101.gz43_216820 


M00055980C:G12 


ES 179 


644354 


1708IO8.gz43_216932 


M00055981D:B07 


ES 179 


650513 


1708J07.gz43_216917 


M00055982A:G06 


ES 179 


646013 


1708.J17.gz43_2 17077 


M00055982CA12 


ES 179 


650018 


1708J24.gz43_2 17189 


M00055982C:H01 


ES 179 


644226 


1 708 .K04.gz43_2 16870 


M00055983CC09 


ES 179 


451709 


1708.K14.gz43_217030 


M00055983D:A09 


ES 179 


. 477790 


1708 .K18.gz43_2 17094 


M00055984AF05 


ES 179 


645848 


1708.K24.gz43_2 17190 


M00055984D:E04 


ES 179 


645746 


1708.L08.gz43_216935 


M00055985A:B06 


ES 179 


645288 


1708.L10.gz43_216967 


M00055985B:C02 


ES 179 


645427 


1708.L13.gz43_217015 


M00055985B:G12 


ES 179 


646126 


!708.L16.gz43_2 17063 


M00055985D.E09 


ES 179. 


641484 


1708 .M02.gz43_2 16840 


M00055986A:F05 


ES 179 


647539 


1 708. M09.gz43_2 16952 


M00055987B:F07 


ES 179 


465209 


1708.N06.gz43_2 16905 


M00055988A-A12 


ES 179 


640179 


1708.N15.gz43_217049 


M00055988A:E05 


ES 179 


639359 


1708.N21.gz43_217145 


M00055989A:C09 


ES 179 


560349 


1708.01 l.gz43_216986 


M00055990A:F07 


ES 179 


645920 


1708.P01.gz43_2 16827 


M00055990D-.B02 


ES 179 


558452 


1708.P12.gz43_217003 


M00055990D:G09 


ES 179 


582549 


1708.P15.gz43_217051 


M00055991A.D10 


ES 179 


649309 


1708.P18.gz43_217099 


M00055991A:H09 


ES 179 


450123 


1708.P20.gz43_217131 


M00055991C:H11 


ES 179 


646212 


1708.P24.gz43_217195 


M00055992A:D08 


ES 179 


645662 


1717.A08.gz43_218513 


M00055993A:E02 


ES 179 


643288 


171 7.A19.gz43_2 18689 


M00055993D:F12 


ES 179 


649556 


1717.B06.gz43_218482 


M00055994A:G04 


ES 179 


603388 


1717.Bll.gz43_218562 


M00055994B:B12 


ES 179 


651119 


1717.B15.gz43_218626 


M00055994C:E06 


ES 179 


642887 


1 71 7.B23.gz43_2 18754 


M00055994C.F05 


ES 179 


639377 


1717.B24.gz43_218770 
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M00055995A:G09 


ES 179 


643808 


1717 C14 ez43 218611 


M00055995B:A02 


ES 179 


477521 


1717 C15 ez43 218627 


M00055995C:F05 


ES 179 


650534 


1717.C20.gz43 218707 


M00055996A.C10 


ES 179 


466277 


1717.D02.gz43 218420 


M00055996B:H04 


ES 179 


466271 


1717.D08.gz43 218516 


M00055996C:A02 


ES 179 


650018 


1717.D09.gz43_2 18532 


M00055996C.A08 


ES 179 


640645 


1 7 1 7.D 1 0.gz43_2 1 8548 


M00055996D:D07 


ES 179 


558856 


1717.D13.gz43_218596 


M00055996D:G02 


ES 179 


587106 


17 17.D15.gz43_2 18628 


M00055997A:B08 


ES 179 


642000 


1717.D19.gz43_218692 


M00055997A:C08 


ES 179 


634365 


1717.D20.gz43_218708 


M00055997A:F04 


ES 179 


552846 


1717.D23.gz43_218756 


M00055997D:A11 


ES 179 


541214 


1717.Ell.gz43_218565 


M00055998A:F06 


ES 179 


644990 


1 7 1 7.E20.gz43_2 1 8709 


M00055998B:A04 


ES 179 


644612 


1717.E22.gz43_2 18741 


M00055998B:D06 


ES 179 


560860 


17 17.F01.gz43_2 18406 


M00055998B:G03 


ES 179 


402100 


1717.F03.gz43 218438 


M00055998C:D04 


ES 179 


513888 


1 7 1 7.F05 .gz43_2 1 8470 


M00055998D:G05 


ES 179 


645076 


17 17.F18.gz43__2 18678 


M00055999A:A04 


ES 179 


478025 


1717.F19.gz43_2 18694 


M00055999A:B07 


ES 179 


207530 


1 7 1 7.F20.gz43_J2 18710 


M00055999A.H10 


ES 179 


646387 


171 7.F22.gz43__2 1 8742 


M00055999C.A01 ! 


ES 179 


642881 


1717.G04.gz43 218455 


M00055999D.C05 


ES 179 


549889 


1717.G12.gz43 218583 


M00055999D.H04 


ES 179 


644210 


1 7 1 7 .G 1 7.gz43__2 1 8663 


M00056000A:B02 


ES 179 


447822 


1717.G19.gz43 218695 


M00056000A:E11 


ES 179 


647443 


1717.G22.gz43 218743 


M00056000C:D09 


ES 179 


649259 


1717.H08.gz43_218520 


M00056001C:E09 


ES 179 


562221 


1 7 1 7.H20.gz43_2 18712 


M00056001C:F07 


ES 179 


447556 


1717.H21.gz43 218728 


M00056001D:B06 


ES 179 


641736 


1 717.103. gz43_2 18441 


M00056001D:G12 


ES 179 


643971 


1717.105.gz43_2 18473 


M00056002A:A03 


ES 179 


644611 


1717.106.gz43_2 18489 


M00056002A.H06 


ES 179 


559400 


1717.109.gz43_218537 


M00056002D:E09 


ES 179 


419443 


1717,I15.gz43_218633 


M0O0560O3A:A08 


ES 179 


449261 


17 17.11 7.gz43_2 18665 


M00056003A:B07 


ES 179 


641580 


1717.119.gz43_218697 


M00056003A:C01 


ES 179 


645197 


1717.120.gz43_218713 


M00056003B:E11 


ES 179 


618670 


1717.J02.gz43_218426 


M00056003B:G11 


ES 179 


464498 


1717.J03.gz43_218442 


M00056003C.C09 


ES 179 


644824 


1717.J05.gz43_2 18474 


M00056003C:H10 


ES 179 


645162 


1717J07.gz43_218506 


M00056004A.E12 


ES 179 


451469 


1717.J13.gz43__2 18602 


M00056004B:F04 


ES 179 


643498 


1717J17.gz43_218666 
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M00056004D:F03 


ES 179 


452775 


17 17.K03.gz43_2 18443 


M00056004D:F12 


ES 179 


444454 


1717.K04.gz43_218459 


M00056005B:H08 


ES 179 


641167 


1717.K20.gz43_218715 


M00056005C:F11 


ES 179 


561836 


1717.L03.gz43_218444 


M00056005D.C04 


ES 179 


470462 


1717.L07.gz43_218508 


M00056005D.F12 


ES 179 


362177 


1717.L10.gz43_218556 


M00056006A.E04 


ES 179 


643440 


1717.L15.gz43_218636 


M00056006A:G09 


ES 179 


532307 


1717L18.gz43_218684 


M00056006B:A10 


ES 179 


637977 


1717.L19.gz43_218700 


M00056006B:B05 


ES 179 


592941 


1717.L20.gz43_218716 


M00056006B:C12 


ES 179 


411885 


1717.L24.gz43_218780 


M00056006D:C06 


ES 179 


643239 


17 17.M06.gz43_2 18493 


M00056006D:D05 


ES 179 


639940 


1717.M07.gz43_218509 


M00056006D:E03 


ES 179 


643477 


1717.M10.gz43_218557 


M00056006D:F05 


ES 179 


651083 


1717.Mll.gz43_218573 


M00056007A:B02 


ES 179 


555736 


1717.M16.gz43_218653 


M00056007A:G07 


ES 179 


647194 


1717.M22.gz43_2 18749 


M00056007B:C10 


ES 179 


449713 


1717.M24.gz43_218781 


M00056007B:E08 


ES 179 


649701 


17 17.N03.gz43_2 18446 


M00056007C.A03 


ES 179 


448418 


1717.N05.gz43_218478 


M00056007D-.F07 


ES 179 


644022 


1717.N13.gz43_218606 


M00056007D:H12 


ES 179 


262760 


1717.N14.gz43_218622 


M00056008A:H03 


ES 179 


675319 


1717.N17.gz43_218670 


M00056008B:E04 


ES 179 


641283 


1717.N21.gz43_2 18734 


M00056008B:G01 


ES 179 


456627 


1717.N24.gz43_2 18782 


M00056008B:G05 


ES 179 


447802 


1717.O02.gz43_218431 


M00056008C:D04 


ES 179 


639178 


1717.O04.gz43_218463 


M00056008C:D08 


ES 179 


644030 


1 717.005. gz43_2 18479 


M00056008D.D02 


ES 179 


644612 


1717.013.gz43_2 18607 


M00056008D:D03 


ES 179 


642260 


1717.014.gz43_2l8623 


M00056009A.H08 


ES 179 


557895 


1717.018.gz43_218687 


M00056009C:F09 


ES 179 


649860 


1717.023.gz43_218767 


M00056009D:A02 


ES 179 


646143 


1717.024.gz43_218783 


M00056009D-.C12 


ES 179 


640709 


1717P01.gz43_218416 


M00056010A.E05 


ES 179 


644972 


1717.P05.gz43_218480 


M00056011A:CH 


ES 179 


644949 


1717.P13.gz43_218608 


M00056011B.A06 


ES 179 


517274 


17 17.P17.gz43_2 18672 


M00056011B:E10 


ES 179 


489426 


1717.P19.gz43_218704 


M00056011C:D04 


ES 179 


555172 


1717.P22.gz43_218752 


M000560I3A:C09 


ES 179 


538808 


1718.B12.gz43_218965 


M00056013D:D07 


ES 179 


640181 


1718.B21.gz43_219109 


M00056016C:F11 


ES 179 


643744 


17 18.D04.gz43_2 18839 


M00056016D:E02 


ES 179 


644967 


1718.D07.gz43_218887 


M00056017A.B08 


ES 179 


643975 


1718.D09.gz43_2 18919 
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CloneTD 


FS No 

A^O llU 




SequenceNanie 


M00056019BA01 


ES 179 


643510 


1718 F07 71£8fiQ 


M00056020BC09 


ES 179 


650348 


1 71 8 F7^ cr7/l^ 7TQ1/1^ 


M00056020O H03 


ES 179 


650301 


1 / lO.VjUO.gZH'J ZIoo/H 


M00056020DD03 


ES 179 


545500 


1 7 1 5? n-rATK 9180A/ : ; 
1 / lo.vjl/o.gZ^f 1 0 7UO 


M0005602 1 A H06 

lVAV/ \J\J<J \J\J4. A Ix. . A 1 VI \J 


ES 179 


557344 


1718G17o74^ 710050 


M0005 602 1 CH08 


ES 179 


639629 


1718 H03 a^43 7 1 8877 


TVf 000560? 3DD08 

1 VI V7 \J \J J VJ v/ J AV . A-/ \J O 


FS 179 

juo a / y 


650740 


1 1718 T71 o-jd.'X 71Q116 

1 / X O.IZ I .gZHj Z I7IID 


M0OO56026BH01 


ES 179 


64408? 


1 71 8 K"1 8 att43 710070 

X / XO.IV.10.gZtJ Z I "v / v 


M00056078DF06 

1YA17V17.7 V7V/Z. O J-/. A V7V7 


FS 179 


645883 


1718 Mil a-z43 71R060 

1 / iO.lVH i.gZtJ ZI07DU 


M00056029RH03 

iVAV/V/V/J v/V/Z,Z7AJ.A7AV/«7 


F^ 179 


467057 


1718 M70 o^43 7 1 0 1 04 

X / lO.lVlZv/.gZ'TJ Zl"lU 1 t 


M00056029DD08 


ES 179 


447659 


1718N06Q743 718881 

X 1 X O .1^ \J\J .g^CT" J £,10001 


M0005603 1 DF06 


FS 179 


495942 


1718 0 1 4 ot43 7 1 00 1 0 

X / lO.vlt.gLtJ i.l7vlu 


M00056032RH08 

ivav/\7 v/,7 Uv/j z. u . a av/o 


ES 179 


397399 

—jyf jyy 


1718P04O743 218851 


M00056033AC1 1 

1YA17 \J\J^ ~}ri. ± A 


ES 179 


425455 


1718P13fT743 218995 

A / AO. A 1 J.g/.*rJ ^ k Ij Z7 Zs *J 


M00056033CH09 


ES 179 


451993 


1718 P24 0743 219171 

A / A O . A ,K£,^J L17 I / X 


M00056033DF06 

1VAV/V/V/-^ V7V7»/ Jl/ . A V/W 


ES 179 


645973 


1719A03ez43 219204 


M0005 603 3 D G07 


ES 179 


642198 


1719A04P743 219220 

x / i7.i\v/" .gZi^j £* x yz*£*\J 


M00056034 A G 1 0 


ES 179 


646048 


17l9A10f>743 219316 


M00056034CD07 


FS 179 


452375 


1710 A17 0743 710478 
i / iy , a / .^^«*T j x x 7tz 0 


M00056034CH09 

IVAVy UUJ v/vr-J tv.l w 7 


FS 179 

AjlJ viz? 


648390 


1710 A71 0743 7104Q? 


M0O056O34nF00 


F<? 179 


640550 


1710 A73 0743 710574 
1 / Yy .t\MD .^crrO Zl7JZt 


M00056035RA04 


F^ 179 


550376 


1710 R03 0743 7 1 0705 


mooo56035RTj1 i 


FS 179 


566745 


1710R06o743 710753 


iv/fono56035R*Fi n 

ivi u u u j o u o j r> . xz i u 


FS 179 


5407R6 


1710 R07 0-743 7 1 Q760 

1 / 1 zf.DVJ / .gZ*TC) ZJ7ZU7 


A/fOOOSAO^P-Fn 1 


FS 170 

AJO I / 27 


457504 


17lQR15o743 71Q307 


MYifin s fk(\ ^ 5 n • pn k 

1V1UUU J DU j J U . v> VJ O 


FS 17Q 


447645 


1710 R 1 7 cr-74^ 7 1 0470 

A / 1".JJX / ,j£ytTTJ Z1"HZ7 


Ayfooos^o^sryf^io 


FS 170 


467507 
to I Jy 1 


1710 R? 1 <r^4^ 7 1 0403 


i\/fono5fiO'*fiR-ROi 


FS 170 1 


64X045 


1710 P01 o^43 710174 

A / A y . V> KJ 1 .g^TJ Z 17 A / 1 


A/10005 60 ^6R-F0? 

lYlv/VJVJ J \}\J J VJJD.r v/Z 


FS 170 


408478 


171QC05O743 710738 


M00056036TYR06 


FS 170 


468680 


1710 C 14 0743 71038? 
x / x y .\_/ it.gZTj Z17JOL 


A/fooo56036Tvno i 

IViUV/U Jw JKJLJ .xJ\J 1 


FS 170 


457770 


I710ri5o743 710308 


M00056036TTF05 


FS 170 

ajo i f y 


644054 


1710ri7a743 210430 


M00056037AD1 1 


ES 179 

A^O l 1 Zs 


645530 


1719r20oz43 219478 


M00056037AF10 


FS 179 


645707 


1719C??f*743 219510 


M00056037RG0? 


ES 179 


646088 


1719 D03 oz43 219207 


M00056037CD06 

1YXV7V/V/-7 V/V7-/ / Vy.A-/V7V7 


ES 179 


476077 


1719D09ez43 219303 


M00056037CG11 


ES 179 i 


638912 


1719 D10 ez43 219319 


M00056038B:G08 


ES 179 


481614 


1719.D15.gz43_219399 


M00056038D-.F03 


ES 179 


468330 


1719D21.gz43_219495 


M00056039A-.A02 


ES 179 


550365 


1719.D23.gz43_2 19527 


M00056039A-.F04 


ES 179 


647976 


1719.E01.gz43_219176 


M00056039B:C03 


ES 179 


649293 


1719.E04:g243_219224 


M00056039C:D05 


ES 179 


453804 


1719.E08.gz43_219288 


M00056039C:G05 


ES 179 


645973 


1719.Ell.gz43_219336 
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CIonelD 


ESNo 


ClusterlD 


SequenceName 


M00056039C.H01 


ES 179 


642852 


1719.E12.gz43_219352 


M00056040A:E09 


ES 179 


647144 


1719.E15.gz43_219400 


M00056040C:A03 


ES 179 


649118 


1719.E20.gz43_2 19480 


M00056040C:B03 


ES 179 


454438 


1719.E21.gz43_2 19496 


M00056040C:C12 


ES 179 


646687 


1719.E22.gz43_219512 


M00056041A:C07 


ES 179 


479722 


1719.F05.gz43_219241 


M00056041B:F03 


ES 179 


644817 


1719.F10.gz43_2 19321 


M00056042B:A03 


ES 179 


558432 


1719.F23.gz43_219529 


M00056042B:B05 


ES 179 


483266 


1719.F24.gz43_2 19545 


M00056043AA09 


ES 179 


460727 


1719.G13.gz43_219370 


M00056043A:H12 


ES 179 


556325 


1719.G16.gz43_219418 


M00056043B.E03 


ES 179 


643897 


1719.G19.gz43_2 19466 


M00056043C.G03 


ES 179 


490898 


1719.G24.gz43_2 19546 


M00056043D:E03 


ES 179 


641193 


1719.H04.gz43_2 19227 


M00056044BA01 


ES 179 


236965 


1719.H12.gz43_219355 


M00056044C:C01 


ES 179 


649900 


1719.H15.gz43_219403 


M00056044D:B04 


ES 179 


646579 


1719.H19.gz43_219467 


M00056044D:F01 


ES 179 


588502 


1719.H22.gz43_219515 


M00056044D-.G07 


ES 179 


458683 


1719.H24.gz43_219547 


M00056045A:D03 


ES 179 


557676 


1719.10 l.gz43_2 19180 


M00056045C:C09 


ES 179 


449814 


1719.110.gz43_219324 










M00056045D:C09 


ES 180 


402476 


1719.12 l.gz43_2 19500 


M00056045D:E06 


ES 180 


462293 


1719.123.gz43_219532 


M00056046A:B04 


ES 180 


644738 


1719J02.gz43_219197 


M00056046AB12 


ES 180 


461517 


1719.J04.gz43_219229 


M00056046A:D12 


ES 180 


559550 


1719.J06.gz43_219261 


M00056046A:G08 


ES 180 


452102 


1719.J07.gz43_219277 


M00056046D:C11 


ES 180 


645070 


1719.K04.gz43_219230 


M00056047A:E09 


ES 180 


650348 


1719.K09.gz43_219310 


M00056047B:D11 


ES 180 


639711 


1719.K17.gz43_2 19438 


M00056047C:E03 


ES 180 


639255 


1719.K22.gz43_219518 


M00056047C:E08 


ES 180 


454844 


1719.K23.gz43_219534 


M00056047D:G10 


ES 180 


557853 


1719.L06.gz43_219263 


M00056048A:D12 


ES 180 


644894 


1719.L09.gz43_219311 


M00056048B:E01 


ES 180 


451544 


1719.L12.gz43_219359 


M00056048D:B09 


ES 180 


456840 


1719.L19.gz43_219471 


M00056049A:C11 


ES 180 


612572 


1719.L22.gz43_219519 


M00056049B-.E11 


ES 180 


645942 


1719.M04.gz43_219232 


M00056049CA08. 


ES 180 


642184 


1719.M06.gz43_219264 


M00056049C:H04 


ES 180 


643748 


1719.Mll.gz43_219344 


M00056049C.H07 


ES 180 


! 554070 


1719.M12.gz43_219360 


M00056049D:D03 


ES 180 


645431 


1719.M16.gz43_219424 


M00056049D:E01 


ES 180 


641715 


1719.M17.gz43_2 19440 
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ESNo 


ClusterlD 
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M00056050A:B05 


ES 180 


644686 


1719.M19.gz43_2 19472 


M00056050A:D02 


ES 180 


558439 


1719.M21.gz43_219504 


M00056050C:A09 


ES 180 


644639 


1719.N01.gz43_219185 


M00056050D:F04 


ES 180 


406734 


1719.N07.gz43_219281 


M00056051A.C03 


ES 180 


649259 


1719.Nll.gz43_219345 


M00056051A.H11 


ES 180 


528616 


171 9.N12.gz43_2 19361 


M00056051B:B03 


ES 180 


645375 


1719.N15.gz43_219409 


M00056051C:C09 


ES 180 


595066 


1719.N21.gz43_219505 


M00056051C:H09 


ES 180 


587106 


1719.N23.gz43_219537 


M00056051D.A07 


ES 180 


640603 


1719.N24.gz43_219553 


M00056051D:H02 


ES 180 


645151 


1719.O05.gz43_219250 


M00056052AA11 


ES 180 


649429 


1719.O06.gz43_219266 


M00056052A:C07 


ES 180 


644819 


17 19.007 .gz43_2 19282 


M00056052C:G07 


ES 180 


647038 


1719.016.gz43_219426 


M00056052D:G01 


ES 180 


641786 


1719.022.gz43_219522 


M00056053A:F01 


ES 180 


506920 


1719.P03.gz43_219219 


M00056053C:B04 


ES 180 


645814 


1719.P08.gz43_219299 


M00056053CE04 


ES 180 


232093 


1719.P10.gz43_219331 


M00056053D.D07 


ES 180 


497101 


1719.P15.gz43_219411 


M00056054A:B06 


ES 180 


644692 


17 19.P17.gz43_2 19443 


M00056054A:D09 


ES 180 


465589 


17 19.P18.gz43_2 19459 


M00056054A.E03 


ES 180 


467255 


1719.P19.gz43_219475 


M00056054A:G07 


ES 180 


647306 


17 19.P22.gz43_2 19523 


M00056054B.G05 


ES 180 


645049 


1720.A02.gz43_2 19572 


M00056054B:H11 


ES 180 


648013 


1720.A03.gz43_2 19588 


M00056054C:C09 


ES 180 


558494 


1720A04.gz43_2 19604 


M00056054C:E12 


ES 180 


454906 


1720A06.gz43_219636 


M00056055A:E04 


ES 180 


447676 


1720A14.gz43_2 19764 


M00056055B:B06 


ES 180 


640818 


1720.A18.gz43_219828 


M00056057B:D01 


ES 180 


466795 


1720.C02.gz43_2 19574 


M00056057B:E12 


ES 180 


644927 


1720.C04.gz43_2 19606 


M00056057C:B02 


ES 180 


648688 


1720.C05.gz43_219622 


M00056057C:D06 


ES 180 


456059 


1720.C08.gz43_2 19670 


M00056057C:E01 


ES 180 


447635 


1720.C09.gz43_2 19686 


M00056057C:E12 


ES 180 


644928 


1720.C12.gz43_2 19734 


M00056057D.E11 


ES 180 


641469 


1720.C15.gz43_219782 


M00056058A:B07 


ES 180 


558154 


1720.C16.gz43_2 19798 


M00056058A:F08 


ES 180 


467780 


1720.C19.gz43_219846 


M00056058B:H09 


ES 180 


452630 


1720.C22.gz43_2 19894 


M00056059AA02 


ES 180 


644597 


1720.D06.gz43_2 19639 


M00056059A:B01 


ES 180 


649054 


1720.D08.gz43_2 19671 


M00056059B:D10 


ES 180 


473007 


1720.Dll.gz43_219719 


M00056060C.C06 


ES 180 


448627 


1720.E04.gz43_2 19608 


M00056060D-.H1 1 


ES 180 


642166 


1720.E10.gz43_2 19704 
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ESNo 
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M00056061A-.E05 


ES 180 


644916 


1720.E12.gz43_219736 


M00056061B:A03 


ES 180 


641801 


1720.E13.gz43_219752 


M00056062D-.D08 


ES 180 


446415 


1720.F20.gz43_219865 


M00056062D.F12 


ES 180 


643510 


1720.G01.gz43_219562 


M00056063C:F10 


ES 180 


375577 


1720.G15.gz43_219786 


M00056063C:G11 


ES 180 


650549 


1720.G16.gz43_219802 


M00056065B:A02 


ES 180 


641253 


1720.H06.gz43_219643 


M00056065D:C11 


ES 180 


643381 


1720.H16.gz43_219803 


M00056066A:D03 


ES 180 


553923 


1720H20.gz43_219867 


M00056066B:H04 


ES 180 


14157 


1720.102.gz43_2 19580 


M00056066D:G04 


ES 180 


461351 


1720.116.gz43_219804 


M00056067AA12 


ES 180 


455716 


1720.118.gz43_219836 


M00056067B:D08 


ES 180 


645900 


1720.121.gz43_219884 


M00056068DA06 


ES 180 


644822 


1720.J18.gz43_219837 


M00056068D.E06 


ES 180 


641253 


1720J22.gz43_219901 


M00056069A.F01 


ES 180 


460047 


1720.K06.gz43_2 19646 


M00056069A:F06 


ES 180 


644225 


1720.K08.gz43_2 19678 


M00056069B.E04 


ES 180 


645076 


1720.K14.gz43_2 19774 


M00056070C.B09 


ES 180 


644701 


1720.L12.gz43_219743 


M00056072B.C06 


ES 180 | 


551181 


1720.Mll.gz43_219728 


M00056072D.E08 


ES 180 


649364 


1720.M21.gz43_2 19888 


M00056073B.H11 


ES 180 


636654 


1720.N08.gz43_2 19681 


M00056074B.D12 


ES 180 


643348 


1720.N23.gz43_219921 


M00056074B.E11 


ES 180 


641135 


1720.O02.gz43_219586 


M00056074C:H08 


ES 180 


487567 


1720.O12.gz43_2 19746 


M00056074C:H09 


ES 180 


651108 


1720O13.gz43_219762 


M00056077B:E03 


ES 180 


448485 


1729A06.gz43_217713 


M00056077C:H02 


ES 180 


646696 


1729A12.gz43_217809 


M00056078A:D07 


ES 180 


479868 


1729.A20.gz43_2 17937 


M00056078B:G02 


ES 180 


650900 


1729.B04.gz43_217682 


M00056079A:B01 


ES 180 


613722 


1729.B18.gz43_217906 


M00056080C:D04 


ES 180 


464778 


1729.C22.gz43_217971 


M00056081A:C05 


ES 180 


649149 


1729.D04.gz43_2 17684 


M00056081B.F09 


ES 180 


640891 


1729.D12.gz43_217812 


M00056082A:E12 


ES 180 


560054 


1729.Ell.gz43_2 17797 


M00056082B.G07 


ES 180 


570939 


1729.E15.gz43_217861 


M00056083D:D11 


ES 180 


647437 


1729F16.gz43_2 17878 


M00056084C:D11 


ES 180 


649202 


1729.G03.gz43_217671 


M00056087B:G12 


ES 180 


644715 


1729.H12.gz43_217816 


M00056087D-.E04 


ES 180 


446243 


1729.H22.gz43_217976 


M00056087D:G07 


ES 180 


649520 


1729.H24.gz43_218008 


M00056089DA09 


ES 180 


454176 


1729.J05.gz43_217706 


M00056089D.E07 


ES 180 


649356 


1729.J08.gz43_217754 


M00056091A.E04 


ES 180 


644054 


1729.K04.gz43_217691 
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M00056091C:C06 


ES 180 


644712 


1729.Kll.gz43_217803 


M00056091C.D09 


ES 180 


645050 


1729.K13.gz43_217835 


M0005609IC:H03 


ES 180 


464267 


1729.K15.gz43_217867 


M00056091D:C12 


ES 180 


645409 


1729.K17.gz43_2 17899 


M00056091D:E10 


ES 180 


649328 


1729.K20.gz43_2 17947 


M00056092B:D10 


ES 180 


535436 


1729.L02.gz43_217660 


M00056092C:E12 


ES 180 


710155 


1729.L08.gz43_217756 


M00056093A:B12 


ES 180 


650547 


1729.L16.gz43_2 17884 


M00056093A:F08 


ES 180 


418763 


1729.L18.gz43_217916 


M00056093B:D03 


ES 180 


645131 


1729.L20.gz43_2 17948 


M00056095A:C02 


ES 180 


644543 


1729.M22.gz43_2 17981 


M00056095B:A07 


ES 180 


643440 


1729N06.gz43_217726 


M00056095C:E02 


ES 180 


644965 


1729.N12.gz43_217822 


M00056095C:G07 


ES 180 


649514 


1729.N14.gz43_2 17854 


M00056097B:C04 


ES 180 


649082 


1729.P04.gz43_2 17696 


M00056097B:G01 


ES 180 


649570 


1729.P06.gz43_2 17728 


M00056098B:C04 


ES 180 


649054 


1729.P16.gz43_2 17888 


M00056098DA08 


ES 180 


597647 


1729.P22.gz43_217984 


M00056120C:H04 


ES 180 


648654 


1731.A01.gz43_219940 


M00056120D:F01 


ES 180 


644037 


1731A02.gz43_219956 


M00056121A:E05 


ES 180 


464990 


1731A09.gz43_220068 


M00056121DA12 


ES 180 


642204 


1731A19.gz43_220228 


M00056121D:C11 


ES 180 


648013 


1731.A20.gz43_220244 


M00056122A:A05 


ES 180 


503122 


1731.A22.gz43_220276 


M00056122A:B05 


ES 180 


589098 


1731.A23.gz43_220292 


M00056122A:D02 


ES 180 


648076 


1731.A24.gz43_220308 


M00056122BA07 


ES 180 


639555 


1 73 l.B04.gz43_2 19989 


M00056122B-.G01 


ES 180 


648109 


1731.B07.gz43_220037 


M00056122B:G09 


ES 180 


627515 


1731.B08.gz43_220053 


M00056122C:H12 


ES 180 


460190 


1731.B12.gz43_220117 


M00056122D:B07 


ES 180 


557419 


1731.B13.gz43_220133 


M00056122D:F10 


ES 180 


646917 


1731.B17.gz43_220197 


M00056123B:F02 


ES 180 


531461 


1731.B23.gz43_220293 


M00056123B.G05 


ES 180 


648547 


1731.C01.gz43_219942 


M00056123DA07 


ES 180 


627341 


1731.C05.gz43_220006 


M00056124B.C12 


ES 180 


477555 


1731.C14.gz43_220150 


M00056124D:F06 


ES 180 


515350 


1731.C22.gz43_220278 


M00056124D:G03 


ES 180 


455808 


1731.C23.gz43_220294 


M00056125B:F01 


ES 180 


465127 


173 l.D04.gz43_2 19991 


M00056127AA10 


ES 180 


422242 


1731.D07.gz43_220039 


M00056127A:H03 


ES 180 


644928 


1731Dll.gz43_220103 


M00056127B:E11 


ES 180 


638934 


1731.D13.gz43_220135 


M00056127C:C02 


ES 180 


639774 


1731.D15.gz43_220167 


M00056127C:C06 


ES 180 


649095 


1731.D16.gz43_220183 
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Table 13 



ClonelD 


ESNo 


ClusterlD 


SequenceName 


M00056127D:G10 


ES 180 


643510 


1731.D23.gz43_220295 


M00056128B:A07 


ES 180 


456985 


1731.E07.gz43_220040 


M00056128B:D03 


ES 180 


452941 


1731.E08.gz43_220056 


M00056128C:B11 


ES 180 


646584 


1731.Ell.gz43_220104 


M00056128C:F02 


ES 180 


647248 


1731.E14.gz43_220152 


M00056129A:G01 


ES 180 


647431 


1731.E21.gz43_220264 


M00056129C:F09 


ES 180 


476380 


1731.F03.gz43_219977 


M00056130B.E11 


ES 180 


646785 


1731.F13.gz43_220137 


M00056130C:C12 


ES 180 


649299 


1731F15.gz43_220169 


M00056130C:F08 


ES 180 


647290 


1731.F16.gz43_220185 


M00056130D:E06 


ES 180 


556336 


1731.F22.gz43_220281 


M00056131A.E09 


ES 180 


453726 


1731.G05.gz43_220010 


M00056131B:E01 


ES 180 


562378 


1731.G12.gz43_220l22 


M00056131C:H03 


ES 180 


649735 


1731G16.gz43_220186 


M00056131D:B02 


ES 180 


503628 


1731.G19.gz43_220234 


M00056132B:C12 


ES 180 


635354 


1 73 l.H02.gz43_2 19963 


M00056132C:F04 


ES 180 


557026 


1731.H06.gz43_220027 


M00056133B:F01 


ES 180 


642936 


1731.H18.gz43_220219 


M00056133D:D09 


ES 180 


463824 


1731.101.gz43_219948 


M00056134A.D04 


ES 180 


640695 


1731.107.gz43_220044 


M00056134B:B10 


ES 180 


640737 


1731.110.gz43_220092 


M00056134C:C06 


ES 180 


470006 


1731.114.gz43_220156 


M00056134D:B07 


ES 180 


708175 


1731.121.gz43_220268 


M00056134D.F02 


ES 180 


649482 


1731.124.gz43_220316 


M00056134D:G07 


ES 180 I 


711493 


1731J02.gz43_219965 


M00056134D.G11 


ES 180 


649617 


173 l.J03.gz43_2 19981 


M00056135B.E03 


ES 180 


459521 


u 1731.J10.gz43_220093 


M00056135C:C05 


ES 180 


646039 


1731.J16.gz43_220189 


M00056135C:C08 


ES 180 


642650 


1731.J17.gz43_220205 


M00056135C:H06 


ES 180 


557867 


1731J19.gz43_220237 


M00056136AB11 


ES 180 


648996 


1731.J23.gz43_220301 


M00056136D:B08 


ES 180 


641957 


1731.K06.gz43_220030 


M00056137B:F07 


ES 180 


648311 


1731.K14.gz43_220158 


M00056137B.F1 1 


ES 180 


478393 


1731.K15.gz43_220174 


M00056137C.A01 


ES 180 


642275 


1731.K17.gz43_220206 


M00056137C:E01 


ES 180 


639395 


1731.K19.gz43_220238 


M00056137C:G02 


ES 180 


645367 


1731.K20.gz43_220254 










M00056137D:H05 


ES 181 


648742 


1731.L02.gz43_219967 


M00056138A:B11 


ES 181 


458938 


173 l.L04.gz43_2 19999 


M00056138B:F05 


ES 181 


549691 


1731.L10.gz43_220095 


M00056138D-.G08 


ES 181 


651015 


1731.L17.gz43_220207 


M00056139A:D12 


ES 181 


647232 


1731.L20.gz43_220255 


M00056139D.E05 


ES 181 


648341 


1731.M08.gz43_220064 
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ClnneTD 


ES No 


ClusterlD 


OCvJUCilvvl i dlllC 


M00056139DH04 


ES 181 


514838 


1731 M10 ez43 220096 


M00056140AA07 


ES 181 


450049 


1731 Mil ez43 220112 


M00056140AF12 


ES 181 


646581 


1731 M16 ez43 220192 


M00056140BG06 


ES 181 


649557 


1731.M22.gz43 220288 


M00056140CE04 


ES 181 


648721 


1731 N01 ez43 219953 


M00056 1 40DG07 « 

1VXV/V/V#«^ \J nvi/.VJw # 


ES 181 


649278 


1731N07ez43 220049 


M00056141CC10 

1VXV/V/V/.-J \J » X . 1 V/ 


ES 181 


650745 


1731N13ez43 220145 


M00056141CH01 


ES 181 


470667 


1731N16ez43 220193 


M00056141C H07 


ES 181 


644686 


1731N17ez43 220209 


M000561 41 D-D09 


ES 181 


562755 


1731N22ez43 220289 


M000S6 1 4 1 D F08 


ES 181 


446164 


1731 N23 ez43 220305 


M000S6142AF03 1 


ES 181 


648481 


1731O0iez43 219954 


M00056142BD02 


ES 181 


650076 


1731.O06.gz43 220034 


M000S6 1 42C- A09 


ES 181 


452738 


1731.O10.gz43 220098 


M000S6141AH08 


ES 181 


419114 


1731. 023 .gz43 220306 


M000S6144BO01 


ES 181 


558377 


1731.P07.gz43 220051 


M000S6 1 44DC0S 

IVlViV/V/ J Vl 1 tTi/ ,VyWJ 


ES 181 


647949 


1731 P12 ez43 220131 

X / +J X . X X * 


M000S6 1 46A • AOQ 

lYxv/V/v/w' V/ i tUrt.Au/ 


ES 181 


550714 


1732 A05 ez43 220388 


M000S6 1 46 A -H09 

IVIV/UI/J VJ X "v/» . A XV/ jy 


ES 181 


648667 


1732.A12.gz43 220500 


M000S6 1 46RF05 ^ 

lYXV/V/V/-/ Vy X*tVJXJ.JJ/V/«' 


ES 181 


640634 


1732.A14.gz43 220532 


IVXV/V/v/ w/ VJ iT'VJX/.L/V/T' 


ES 181 


488592 


1732.A20.gz43 220628 


M000S6 1 49C- A02 
ivxUv/v/-/\j X't^vy .vrvwz. 


ES 181 


465734 


1732.Cll.gz43 220486 


M000S6149CR01 

iVXV/V/V/_/ V/ ItyV/.Dv X 


ES 181 


459012 


1732.C12.gz43 220502 


M000S6149CF10 


ES 181 


650877 


1732C16az43 220566 


M000S6 1 49DF06 


ES 181 


639485 


1732.C22.gz43 220662 


MY100S6 1 SO A F04 


ES 181 


650820 

\j ~j yj \j v/ 


1732 C24 £z43 220694 


A/f 000S6 1 S 1 A F07 

IVxv/v/v/ J\J X J X/A..XJV / 


FS 181 

xjo x vi x 


463513 


1732D16ez43 220567 


MnnnsM s?a ri i 

l\l\J\J\JJU 1 JZrt.Dl 1 


FS 181 

l—tiD X O X 


605761 


1732 Ell ez43 220488 


M0ft0S6 1 S? A T>07 


ES 181 


461135 


1732 E13 ez43 220520 


lVlvJUv/JO 1 ->Z.V^.vJv/o 


FS 1X1 

LjO lOl 


651075 


1732 E20 ez43 220632 


IV/fflOOS^ 1 S^ A -i^04 


FS 181 

LjJ X O X 


644221 


1732 F07 sz43 220425 




FS 181 

L^t\J x O X 


644801 


1732 F09 ez43 220457 


lYxv/vy v/«/ v? i -J-? lj.jl 1 1 


ES 181 


449882 


1732 F16 ez43 220569 


1VxvJv/V/ JV) 1 ^y^rl-J .X-ZV^L. 


FS 181 

Lyu X O X 


649443 


1732 G08 ez43 220442 


M000S61 S4RF1 1 
iviv/Uv~/vJ x jhd.x 1 x 


ES 181 


650249 


1732 G10 cz43 220474 


M000S61 SS AG09 

ivxv/viv/ *s vj l j Jrt.vJ v/ j 


ES 181 


640162 


1732.G24.gz43 220698 


M000561 55RA02 

IVXV/V/V/-^ V/ 1. -J ~) XJ . AuL 


ES 181 


646323 


1732.H01.gz43_220331 


M00056157A:B11 


ES 181 


416624 


1732.108.gz43_220444 


M00056157B:A08 


ES 181 


642244 


1732.112.gz43_220508 


M00056157B:H06 


ES 181 


446184 


1 732.1 14.gz43_220540 


M00056157C:E10 


ES 181 


554581 


1732.119.gz43_220620 


M00056157D:C02 


ES 181 


648930 


1732.12 l.gz43_220652 


M00056157D:H08 


ES 181 


646596 


1732.123 .gz43_220684 


M00056158C:D11 


ES 181 


649482 


1732.J05.gz43_220397 
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ES No 


ChisterlD 

V/lUSK/l AA*/ 




M00056158CF09 


ES 181 


650987 


1737T06o74^ 79041^ 

A / -/Z..JVJVJ.^^,*T J Z.Z,VJ*tA«J 


M00056159AA08 

ITlVv \J -J VJ X *■/ ✓ X X »X *.VJ VJ 


ES 181 


644856 


1732 J14 2743 220541 


M00056159A.E03 


ES 181 


650909 


1732 J16 ez43 220573 


M00056159BE06 


ES 181 


648774 


1732J21ez43 220653 


M00056159CC11 

IT XV/ VJ VJ <■-/ V/ X -J V*/ . X X 


ES 181 


459260 


1732 J23 ez43 220685 


M00056160BD06 


ES 181 


414821 


1732 K09 ez43 220462 


M00056160CF12 


ES 181 


463966 


1732.K15.gz43 220558 


M00056160CG01 


ES 181 


645100 


1732 K16 ez43 220574 


M00056160DC06 


ES 181 


649991 


1732K20ez43 220638 


M00056 1 6 1 C G06 

lVA\J\JV/«*' VJ 1VJ 1 V/.VJV/Vi 


ES 181 


650348 


1732L12ez43 220511 


M00056161CH10 


ES 181 


468262 


1732.L13.gz43 220527 


M 0005 6 1 62 A B06 

1 » JLVy Vy W — ' VJ A AJ WW 


ES 181 


467972 


1732.L19.gz43 220623 


M00056 1 62 A • C09 

LY L\J\J\J ■J \J A uz,rv . v>v/y 


ES 181 


649947 


1732.L20.gz43 220639 


M000561 62AE09 

1YAV/VJV/«J VJ A vv^^v . J— **» 


ES 181 


555634 


1732 L21 ez43 220655 


M00056167AF01 

1YAVJ VJ VJ -J VJ lvJZ./V.l W A 


ES 181 


634409 


1732 L23 sz43 220687 


iVf0005616?A-ft09 

1YA VJVJVJ -J VJ 1 VJiiii.VJ \J Zs 


ES 181 


584499 


1732 L24 ez43 220703 


M00056 1 62C-F0? 
iyavjvJv/~j vj l v'z. . i. uz, 


ES 181 


647412 


1732 M07 ez43 220432 


1U 000 5 6 1 62 D • A 0 1 

AYA VJVJVJ .J VJ A vy^i-V . ivV/ 1 


ES 181 


649782 


1732 Mil ez43 220496 


M000S61 67DD01 

1YA VJVJVJ -J VJ 1 VJZrl**».AJ'VJ.J 


FS 181 

A_/kJ A O A 


6501 16 

VJ«J\J A A VJ 


1732 M13 ez43 220528 


M00OS61 6?DT>06 

1YA VJVJVJ .J VJ 1 VJZ. A*/ . AJ VJ VJ 


ES 181 


380477 


\732 M14 ez43 220544 


M000S61 63 A -RIO 

JY1 VJVJVJ .J VJ 1 VJ_> /v. 1J 1 VJ 


ES 181 


649883 


1732 M17 ez43 220592 


M00056164AH03 

1V1 VJVJVJ «J VJ 1 U^/v. 1 AVJ.J 


ES 181 


224092 


1732N20ez43 220641 


M000S616ST Bl 1 

iYA vjvv vj.j vj i vj— ' v-f . aj a a 


ES 181 


650534 

\J<mJ \J*J mJ^T 


1732 013 sz43 220530 


M000S61 6SD D09 

IYA VJVJVJ »JVJ 1 \J \-J .1~J\J S 


ES 181 


649578 


1732 015 sz43 220562 


M000^6167CH06 i 

IYA VJVJVJ ,J VJ A VJ / Vy .A Av/VJ 


ES 181 


414006 


1732 P18 ez43 220611 


M000561 68AC06 

IYA VJVJVJ _7VJ A VJOxY.Vy VJVJ 


ES 181 


558915 


1741 AO 1 ez43 220708 


M000^616Sr-AOS 

iYA VJVJVJ.. t VJ A VJ o v> .rvvJ 


ES 181 


649795 


1741 A09 ez43 220836 


M000S61 6QBC02 

AYA VJVJVJ -J VJ A Vvj7 AJ . V^VJ.tf- 


ES 181 


458683 


1741 A21 ez43 221028 

X / *^ X ■ J » j-^F X 1*/ **-r Jl V *W 


M0OOS61 69CF07 

iYA VJVJVJ J VJ AVJ7 V^.A VJ / 


ES 181 


458085 


1741 B05 sz43 220773 


M00056 1 69D- A03 

iYA VJVJVJ _JVJ A VJ y A*/ . AU -J 


ES 181 


555771 


1741 B08 ez43 220821 

X # I X . X-/ W VJ • A *V -4_« Am V/ VJ «*w X 


M00056169DD05 

1YA VJVJVJ.J VJ A \JSXJ . A-/VJ.J 


ES 181 


648777 


1741 B12 ez43 220885 


M000561 69DH0S 

IYA VJVJVJ .J VJ A U7A/.HVJ 


ES 181 


650800 


1741 Bl 6 ez43 220949 


M000561 70BB09 

1VAVJV/VJ— 'VJ A / \J IJ . U\J y 


ES 181 


642256 


1741B24sz43 221077 


M00056 1 70BC04 

IVAV/VJ VJ _J VJ A / VJ AJ . V_* vi 


ES 181 


602324 


1741 C01 sz43 220710 

X / ■ X * V-/ VJ A ittmJ VJ # X W 


mooos6 1 7orro9 

iYAVJVJVJ— ' VJ A / VJV^. V«»v/;7 


ES 181 


394772 


174LC06.gz43 220790 


M000561 71 A HOI 

1VAVJ VJ\J~/ VJ 1 / A A.l AW A 


ES 181 


646173 


1741 C20 ez43 221014 

X / » X « X** Jb« VJ ■ * *J *^ *^ X V^ JA f 


M00056171TA08 

iYA VJVJVJ -J VJ A * I Vv.i\v/vJ 


ES 181 


650063 

KS S v/ \f \jr **J 


1741.D02.gz43 220727 


M00056172A.H06 


ES 181 


561747 


1741.D14.gz43_220919 


M00056172B:A12 


ES 181 


648855 


1741.D15.gz43_220935 


M00056173D:C05 


ES 181 


646699 


1741.E07.gz43_220808 


M00056174B:D02 


ES 181 


646915 


1741.E14.gz43_220920 


M00056174B:E02 


ES 181 


647086 


1741.E16.gz43_220952 


M00056174B:E04 


ES 181 


640285 


1741.E17.gz43_220968 


M00056174B:H11 


ES 181 


557010 


1741E20.gz43_221016 
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ClonelD 


1 ESNo 


ClusterlD 


S eni i pti cpNa mp 

u Uwilvvl lCUltw 


M00056174C:F06 


ES 181 


479997 


1741.E24.gz43 221080 


M00056174C:H09 


ES 181 


648063 


1741.F04.gz43 220761 


M00056175A:A06 


ES 181 


453768 


1 74 1 .F 1 0.gz43_220857 


M00056175A:C04 


ES 181 


649136 


1741.Fll.gz43_220873 


M00056175CA10 


ES 181 


645288 


1741.F19.gz43_221001 


M00056175C:B11 


ES 181 


650146 


1 74 1 .F20.gz43_22 1017 


M00056175D:A06 


ES 181 


648820 


1741.F24.gz43_221081 


M00056175D.E05 


ES 181 


649299 


1 74 1 .G03 .gz43_220746 


M00056176A:D06 


ES 181 


593173 


1741.G07.gz43_220810 


M00056176B:B05 


ES 181 


457272 


1741.G10.gz43_220858 


M00056176B:E10 


ES 181 


446289 


174LG12.gz43_220890 


M00056176C:B11 


ES 181 


648865 


1 74 1 ,G14.gz43_220922 


M00056177A:C10 


ES 181 


140459 


1741.G19.gz43_221002 


M00056177A:D12 


ES 181 


499690 


1741.G20.gz43_221018 


M00056177A:H01 


ES 181 


610986 


174 1 .G23 .gz43_J22 1066 


M00056177C:E08 


ES 181 


639996 


1 74 1 .H06.gz43_220795 


M00056178B:A07 


ES 181 


642557 


1 74 1 .H 14.gz43_220923 


M00056178BA11 


ES 181 


638730 


1741.H15.gz43 220939 


M00056178B:H08 


ES 181 


459923 


174 1 .H17 ,gz43_22097 1 


M00056178C C02 


ES 181 


464778 


1 74 1 .H 1 8 .gz43_220987 


M00056178CE12 


ES 181 


584745 


1 74 1 .H20.gz43_22 1019 


M00056178CF02 


ES 181 


640922 


1 74 1 .H2 1 .gz43_22 1 035 


M00056179A:D12 


ES 181 


379805 


1 74 1 .108.gz43_220828 


M00056179BH12 


ES 181 


639886 


1 74 1 .1 1 4 .gz43_220924 


M00056180BA06 


ES 181 


644053 


1 74 1 .123 ,gz43_22 1 068 


M00056180BD05 


ES 181 


492982 


1 74 1 . J02 .gz43_220733 


M00056180BF11 


ES 181 


641193 


1 74 1J04 . gz43_22 0765 


M00056180D:E06 


ES 181 


378694 


1741.J10.gz43_220861 


M00056180DF05 


ES 181 


449452 


174 1 J 12 .gz43_220893 


M00056180D.G07 


ES 181 


183842 


1741J14.gz43_220925 


M00056181A;B05 


ES 181 


471836 


1741.J16.gz43_220957 


M00056181A:E07 


ES 181 


452729 


1741.J17.gz43__220973 


M00056181B:B02 


ES 181 


640514 


1741J19.gz43_221005 


M00056181B:D06 


ES 181 


645521 


1741.J20.gz43_221021 


M00056181B:E11 


ES 181 


561793 


1741. J21.gz43_22 1037 


M00056181C:D02 


ES 181 


645578 


1741J22.gz43_221053 


M00056182A:B04 


ES 181 


557353 


174LK02.gz43_220734 


M00056182A:G11 


ES 181 


643206 


1741.K07.gz43_220814 


M00056182B:G12 


ES 181 


460506 


1741.K09.gz43_220846 


M00056182C:F08 


ES 181 


469409 


1741.K14.gz43_220926 


M00056182D.A07 


ES 181 


641525 


1741.K15.gz43_220942 


M00056183A.B09 


ES 181 


459974 


1741.K19.gz43_221006 


M00056183B:G11 


ES 181 


561856 


1741.L04.gz43_220767 


M00056183C:F01 


ES 181 


710362 


1741.L08.gz43_220831 
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ClonelD 


ESNo 


ClusterlD 


SequenceName 


M00056183C:F11 


ES 181 


642840 


1741.L09.gz43_220847 


M00056184A:B11 


ES 181 


649702 


1741.L14.gz43_220927 


M00056184B:D08 


ES 181 


463487 


1741.L18.gz43_220991 


M00056184B:H08 


ES 181 


446987 


1741.L20.gz43_221023 


M00056184C:A09 


ES 181 


647688 


1741.L22.gz43_221055 


M00056184C:C03 


ES 181 


650975 


1741.L24.gz43_221087 


M00056184C.C07 


ES 181 


559349 


1741.M01.gz43_220720 


M00056184C:E08 


ES 181 


642631 


1741.M04.gz43_220768 


M00056184C:H03 


ES 181 


646309 


1741.M07.gz43_220816 


M00056184D:D06 


ES 181 


555655 


1741.Mll.gz43_220880 


M00056185B.B06 


ES 181 


639132 


1741.M23.gz43_221072 


M00056185D:C01 


ES 181 


553023 


1741.N07.gz43_220817 


M00056185D.C06 


ES 181 


649085 


1741.N08.gz43_220833 


M00056185D.D06 


ES 181 


502683 


1741.N09.gz43_220849 


M00056185D:G07 


ES 181 


649577 


1741.N12.gz43_220897 


M00056186A:B09 


ES 181 


i_ 646581 


1741.N14.gz43_220929 


M00056186B:C03 


ES 181 


648491 


1 741. N20.gz43_22 1025 


M00056186B-.H09 


ES 181 


644801 


1741.N24.gz43_221089 


M00056186D.G05 


ES 181 


649705 


1741.O07.gz43_220818 


M00056187B.H02 


ES 181 


644819 


1741.O12.gz43_220898 


M00056188A:E05 


ES 181 


641945 


1741.O21.gz43_221042 


M00056188B:D04 


ES 181 


642164 


1741.P01.gz43_220723 


M00056188B:E07 


ES 181 


648344 


1741.P04.gz43_220771 


M00056188B:E12 


ES 181 


639520 


1741.P05.gz43_220787 


M00056188C:D02 


ES 181 


650188 


1741.P08.gz43_220835 


M00056188C:G06 


ES 181 


640443 


1741.Pll.gz43_220883 


M00056188C:H04 


ES 181 


648665 


1741.P12.gz43_220899 


M00056189A-.H09 


ES 181 


562152 


1741.P18.gz43_220995 


M00056189B.A01 


ES 181 


465594 


1741.P19.gz43_221011 


M00056191A:H04 


ES 181 


646499 


1742.B04.gz43_221141 


M00056191B:E08 


ES 181 


453762 


1742.B08.gz43_221205 


M00056192A:D01 


ES 181 


645560 


1742.B19.gz43_221381 


M00056195C.F1 2 


ES 181 


644916 


1742.E06.gz43_221176 


M00056195D.D07 


ES 181 


649402 


1742.E12.gz43_221272 


M00056196C.B03 


ES 181 


397363 


1742.F03.gz43_221129 


M00056196C:G12 


ES 181 


648590 


1742.F09.gz43_221225 


M00056197C:H01 


ES 181 


640101 


1742.F20.gz43_221401 


M00056198AB05 


ES 181 


637387 


1742.G01.gz43_221098 


M00056200D:D05 


ES 181 


452066 


1742.H21.gz43_221419 


M00056201C:C03 


ES 181 


640913 


1742.108.gz43_221212 


M00056203D:F05 


ES 181 


463168 


1742.J03.gz43_221133 


M00056203D-.H03 


ES 181 


570939 


1742.J04.gz43_22I149 


M00056204A.B08 


ES 181 


456920 


1742.J05.gz43_221165 


M00056204AC04 


ES 181 


647991 


1742.J07.gz43_221197 
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M00056204C.H12 


ES 181 


648754 


! 1742.J18.gz43_221373 


M00056205D:E06 


ES 181 


645802 


1742.K12.gz43_221278 


M00056205D-.G04 


ES 181 


650756 


1742.K15.gz43_221326 


M00056206B:A10 


ES 181 


645177 


1742.K19.gz43_221390 


M00056206D:E06 


ES 181 


639158 


1742.L03.gz43_221135 


M00056206D:F07 


ES 181 


463545 


1742.L04.gz43_221151 


M00056207C:B04 


ES 181 


446621 


1742.L17.gz43_221359 


M00056208B:C10 


ES 181 


172843 


1742.M03.gz43_221136 


M00056208C:A10 


ES 181 


559955 


1742.M06.gz43_221184 


M00056208D:A12 


ES 181 


645223 


1742.Mll.gz43_221264 










M00042346A:B04 


ES 182 


448412 


1766A01.gz43_224099 


M00042346B.D12 


ES 182 


448491 


1766A05.gz43_224163 


M00042346C.G12 


ES 182 


448892 


1766A09.gz43_224227 


M00042432D:G02 


ES 182 


485237 


1766E01.gz43_224103 


M00042433C:H05 


ES 182 


477797 


1766.E13.gz43_224295 


M00042434B:F04 


ES 182 


450334 


1766.E20.gz43_224407 


M00042437BA11 


ES 182 


479131 


1766.G01.gz43_224l05 


M00042438C.H11 


ES 182 


451183 


1766.G20.gz43_224409 


M00042439A:D09 


ES 182 


481457 


1766.H03.gz43_224138 


M00042461C:E09 


ES 182 


483219 


1 766.1 13.gz43_224299 


M00042462A:F12 


ES 182 


450212 


1766.119.gz43_224395 


M00042464A:F06 


ES 182 


451793 


1766.J21.gz43_224428 


M00042464C:B06 


ES 182 


448098 


1766.K04.gz43_224157 


M00042470B:H11 


ES 182 


447377 


1766M22.gz43_224447 


M00042515BA10 


ES 182 


449104 


1767.A01.gz43_224483 


M00042515D:B11 


ES 182 


449215 


1767A04.gz43_224531 


M00042515D.G01 


ES.182 


451982 


1767A05.gz43_224547 


M00056209B:D02 


ES 182 


507050 


1 742. M19.gz43_22 1392 


M00056210B:C11 


ES 182 


470801 


1742.N09.gz43_221233 


M00056210B:E03 


ES 182 


649354 


1742.N12.gz43_221281 


M00056210D:H05 


ES 182 


457539 


1742.N15.gz43_221329 


M00056211A:C08 


ES 182 


648036 


1742.N18.gz43_221377 


M00056212C:C09 


ES 182 


642118 


1742.P01.gz43_221107 


M00056213C:C01 


ES 182 


646275 


1742.P19.gz43_221395 


M00056213C:G11 


ES 182 


466418 


1742.P24.gz43_221475 


M00056214B.H03 


ES 182 


638807 


1 743 A08.gz43_22 1588 


M00056214C.A04 


ES 182 


499517 


1743A10.gz43_221620 


M00056214D:F05 


ES 182 


650975 


1743.A16.gz43_221716 


M00056216B:H09 


ES 182 


648953 


1 743. B17.gz43_22 1733 


M00056217A:H11 


ES 182 


648155 


1743.C04.gz43_221526 


M00056217BA06 


ES 182 


650487 


1743.C05.gz43_221542 


M00056217B:G03 


ES 182 


562359 


1743.C09.gz43_221606 


M00056217C:B12 


ES 182 


602324 


1743.C10.gz43_221622 
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M00056217D.B07 


ES 182 


562625 


1743.C16.gz43_221718 


M00056218A:G11 


ES 182 


448780 


1743.C22.gz43_221814 


M00056218C:C02 


ES 182 


648351 


1743D05.gz43_221543 


M00056218D:H06 


ES 182 


411603 


1743.D14.gz43_221687 


M00056220A:H04 


ES 182 


644916 


1743.E16.gz43_221720 


M00056220B.F11 


ES 182 


722253 


1743.F01.gz43_221481 


M00056222A.E05 


ES 182 


570052 


1743.Gll.gz43_221642 


M00056222D:C06 


ES 182 


574166 


1 743 .G18.gz43_22 1754 


M00056223A:B11 


ES 182 


648989 


1743.G23.gz43_22I834 


M00056223A:C03 


ES 182 


442347 


1743 .G24.gz43_22 1850 


M00056223A:D10 


ES 182 


574166 


1743 HOI. gz43_22 1483 


M00056223A:H07 


ES 182 


649709 


1743.H03.gz43_221515 


M00056223C:C07 


ES 182 


408428 


1743.Hll.gz43_221643 


M00056224B.F01 


ES 182 


645549 


1743.H17.gz43_221739 


M00056224D:E08 


ES 182 


453470 


1743.H23.gz43_221835 


M00056225A:D08 


ES 182 


556635 


1743.101.gz43_221484 


M00056225B:A11 


ES 182 


618670 


1743. 106.gz43_22 1564 


M00056227C:A01 


ES 182 


648777 


1743. J20.gz43_22 1789 


M00056227D:A02 


ES 182 


578718 


1743K04.gz43_221534 


M00056228A:A02 


ES 182 


447892 


1743.K09.gz43_221614 


M00056228C.B04 


ES 182 


465536 


1743.K24.gz43_221854 


M00056229C.F05 


ES 182 


33738 


1743.L16.gz43_221727 


M00056231B:E01 


ES 182 


649351 


1743.Mll.gz43_221648 


M00056232B:A11 


ES 182 


451487 


1743.M21.gz43_221808 


M00056232B:C04 


ES 182 


649030 


1 743 .M23.gz43_22 1840 


M00056232C.E06 


ES 182 


649272 


1743.N04.gz43_221537 


M00056232D:C08 


ES 182 


502413 


1743 .N09.gz43_22 1617 


M00056235A:C12 


ES 182 


648816 


1743.022.gz43_221826 


M00056236A.G12 


ES 182 


706245 


1743.P07.gz43_221587 


M00056236B:B03 


ES 182 


636876 


1743.P09.gz43_221619" 


M00056237B:D04 


ES 182 


703978 


1744.A06.gz43_221940 


M00056237C:C05 


ES 182 


470292 


1744A10.gz43_222004 


M00056238A.A03 


ES 182 


707483 


1744.A19.gz43_222148 


M00O56238C.C11 


ES 182 


649042 


1744.B08.gz43_221973 


M00056239A.D06 


ES 182 


648159 


1744.B14.gz43_222069 


M00056240B:F08 


ES 182 


649396 


1744C10.gz43_222006 


M00056240D:H07 


ES 182 


447272 


1744.C15.gz43_222086 


M00056242D:A02 


ES 182 


648989 


1744.E04.gz43_221912 


M00056243C:G10 


ES 182 


651073 


1744.E22.gz43_222200 


M00056244A.A01 


ES 182 


650463 


1744F03.gz43_221897 


M00056244A.B01 


ES 182 


650549 


1744.F04.gz43_221913 


M00056245AD11 


ES 182 


650463 


1744.F24.gz43_222233 


M00056246A:E01 


ES 182 


637387 


1744.G17.gz43_222122 


M00056246C:G07 


ES 182 


419255 


1744.H08.gz43_221979 
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ES No 


ClusterlD 

f UJ l-wl 11/ 




M00056246D.A07 


ES 182 


549178 


1744 H09 ez43 221995 


M00056247AD02 


ES 182 


162981 


1744 H17 ez43 222123 


M00056247AF07 


ES 182 


457221 


1744H18ez43 222139 


M00056247BC11 


ES 182 


650018 


1744H21ez43 222187 


M00056249AF11 


ES 182 


650919 


1744 124 cz43 222236 


M00056249AH07 


ES 182 


645872 


1744 J02 ez43 221885 

x # r ^ • «f vy ^ . ftxj^ *y xw x u vy »y 


M00056249BC02 


ES 182 


506719 


1744J03,gz43 221901 


M00056249C.E06 


ES 182 


650860 


1744.J10.gz43_222013 


M00056250C:A08 


ES 182 


408961 


1 744 .K04 .gz43_22 1918 


M00056250C:D05 


ES 182 


650661 


1744.K07.gz43_221966 


M00056251BA12 


ES 182 


643327 


1744.K14.gz43_222078 


M00056251B:B07 


ES 182 


452646 


1 744.K 1 5 .gz43_222094 


M00056251CH04 


ES 182 


586794 


1744.K24.gz43_222238 


M00056253AF12 


ES 182 


648996 


1744.M08.gz43 221984 


M00056253BH04 


ES 182 


639119 


1 744.M 1 4.gz43_222080 


M00056253CC04 


ES 182 


703217 


1 744 M 1 8 .gz43_222 1 44 


M00056253DG04 


ES 182 


641874 


1744.M23.gz43 222224 


M00056254AF04 


ES 182 


651051 


1 744 .N02 .gz43_22 1889 


M00056254DC04 


ES 182 


451361 


1744.N09.gz43_222001 


M00056255B F09 


ES 182 


559324 


1744.N18.gz43 222145 


IVx \J \J \J U KjZ. ~J ~> . Vy V/*T 


ES 182 


645472 


1744.N20.gz43 222177 




ES 182 


645271 


1744 O01 ez43 221874 


mooo^62^6CD1 2 


ES 182 


643944 


1744.017.gz43 222130 


MOOOS69S8AA1 1 


ES 182 


464091 


1744.P19.gz43 222163 


1YJLV/V/V/ ~J \J£*J O^V.i-f X \J 


ES 182 


610269 

\j x vy \j 


1744.P23.gz43 222227 




ES 182 


633594 


1753.A05.gz43 222308 


1 VX VJvyVy^'vJ^w' O X-/ . X XV7 W 


ES 182 


648590 


^ 1753.A12.gz43_222420 


MOOOS6259AE08 


ES 182 


555021 


1753.A17.gz43_222500 


M00056259CE03 


ES 182 


459914 


1753 A24.gz43_222612 


M00056260CE1 1 


ES 182 


460245 


1 753 .B 1 4.gz43_222453 


M00056260CF08 


ES 182 


552839 


1 753 .B 1 7.gz43_22250 1 


M000^6261 AF12 


ES 182 


645271 


1753.C03.gz43_222278 


M0005 6262 AB07 


ES 182 


647897 


1753.C18.gz43_222518 


M00056262BB08 


ES 182 


403111 


1753.C23.gz43_222598 


M00056262DB11 


ES 182 


446572 


1753.D04.gz43_222295 


M00056262DG08 


ES 182 


648534 


1753.D06.gz43_222327 


M00056263AD08 


ES 182 


649262 


1753.D10.gz43_222391 


M00056263B:E10 


ES 182 


486452 


1753.D17.gz43__222503 


M00056264A:G05 


ES 182 


650679 


1753.E03.gz43_222280 


M00056264B:C03 


ES 182 


648063 


1753.E06.gz43_222328 


M00056265A:E01 


ES 182 


646609 


1753.E15.gz43_222472 


M00056267D:B09 


ES 182 


562173 


1753.G15.gz43_222474 


M00056268D:G07 


ES 182 


639520 


1753.H12.gz43_222427 


M00056269D:H01 


ES 182 


639003 


1753.103.gz43_222284 
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v_4usieriJLJ 


SequenceName 


M00056270AB09 


FS 18? 


647X7 X 

ut / OZO 


1 / JJ.lUO.gZ4j_ZZZJ-)z 


M00056270RF02 


FS 1X7 


S57X^7 

JJ / OJ / 


1 / J j.IlZ.gZ4j ZZz4zo 


M00056271 AG04 


FS 1X7 

JLO 1 OZ 


466RQ4 


1 /jj.lZ4.gz4j_zzzozU 


Mooo^677icro6 


FS 1X7 

LO 1 OZ 


57R167 
JZO lOZ 


1 / jj.jU4.gz4i_zzzJUI 


M00056777Dr01 


FS 1X7 

i_/0 1 oz 


647R 1 7 

O**Z0 1Z 


1 / jJ.JZZ.gZHj_ZZZ3oV 


M0005677^AA07 


FS 1X7 

L. o 1 OZ 


647900 




M00056774DF0X 


FS 1X7 
CjO l oz 


/1761RO 


1 / 3 J.X-,U0.gZ z rJ zZ/jjj 


mooo^6776At>05 


FS 1X7 

XL/i_> 1 oz 


SR01 70 


1 / J J.iYllU.gZ*fj_zZZ z fUU 


M000S6776AF05 


FS 1X7 

J_/0 1 oz 


64R447 


1 7^^ AA 1 /I 077/1AA 
1 / Dj.lyliH- .gZH-J ZZZHOH 


M000S6776D R17 


FS 1X7 

LJ 1 OZ 


S 07066 


1 7S^ \/l 1 7 cr-rAI 777^17 
1 / .IVI 1 / .gZH j_ZZZ J 1 Z 


M00056777R , nO i S 


FS 1X7 

J-/iJ 1 oz 


64X600 




M00056779RCt06 


FS 1X7 

J-jkJ 1 oz 


640S07 


17S1 niR citA.'X 777^10 
1 / jj.VJlo.gZHj ZZZjjU 


M000S67X0RF0Q 


FS 1X7 

LJ 1 OZ 


640^40 


1 7^^ P 1 1 avAl 777zl^l 
I / j j.Jr 1 J.gZH J ZZZ^t J 1 


Mooo^67xon*co6 


FS 1X7 


^00707 


17^1 P71 o-yzt^ 77761 1 
1 /jj.rzj.gZHj zzzoii 


M000567X4CA1 1 


FS 1X7 

X-<0 X oz 


SS6407 


17S4 P71 o-r41 777QR7 


M000567X5RR0 1 


FS 1X7 

Jju X oz 


647R10 


17S4 D07 ot41 777777 


M000567X6AA1? 


FS 1X7 

i-jj X oz 


644X70 


17S4H70o741 77701S 

1 / JT-.JL/Zv/.gZH J ZZZ7JJ 


M 000 S 67 X6R • A 04 


FS 1X7 

t-j%J x oz 


SS0XS7 

JJ70J / 


17S4 F>74 o^41 777000 


M000567X6CH0X 

irl 17 vf -7 17Z O 17 .1 1U O 


FS 1X7 

Ljlj X OZ 


SS4976 


17S4F10o-741 777776 
1 / J*t. JjflU.gZ'tJ ZZZ//0 


M000S67R7C140R 


FS 1 X7 

JC/O X oz 


647467 
u*+ / hoz 


17S4.F71 rr-yAI 7770^7 


M000S67RRAF17 

iYXUvJU J OZ o or\ , C 1 Z 


FS 1R7 
JCfO xoz 


4467^7 


M^AVTX crvATt 777QR/1 
1 /3H.liZJ.gZHj_ZZZyoH 


Nyf000<\67RRDn01 
1V1UUU30Z00.LJ.1JU J 


FS 1R7 
Cj loZ 


6477^0 


17^/iTril 7777Q1 

1 / 3H.r 1 1 .gZH j__zzz / 7J 


N/T000 S 67 ROT3 • F0S 


FS 1R7 
Co 1 oz 


SS^QOR 

JJJ770 


17^/1 F7H ct-rAI 777017 
x /jH.rZU.gZ't j zzzyj / 


ivxuuu3ozoyx5.ruy 


xjo loZ 


0*f o3Z*t 


17</t 177 1 rrrr/11 7770^1 

1 / j4.rZl.gZ4j_ZZZ50j 


A/f 000^670 1 R-rjn 1 
iviuuu3ozy ijj.vju l 


FS 1 R7 
Co loZ 


6/16060 


1 7^4 HI 7 n-rA1 777R1 1 
I /3H.rlIZ.gZHj_ZZZo 1 1 


TV/T00fK6701 1 1 


F<S 1 R7 

CO 1 OZ 


^0R471 


1 l^A Til Q ctiA'X 777071 

x / jH.rxiy.gZHj^zzzyzj 


A4000S67Q7TVP06 


F^ 1 R7 

Dj 1 OZ 


6/MR67 


17<»/1 TH7 rr-r/17 777777 
1 / Jt.lU /.gZHJ_ZZz / jZ 


lM00n^67Q1T*F07 
ivi u u u 3 o z y d d . r u z 


F<s 1 R7 
13 O 1 OZ 


440RR7 
^t^tyooZ 


1 7^/1 T1 Q n-yA'X 77707/1 


AyfOO0^67QAR-ri06 1 
!YlUUU30ZyHJD.VJU0 


I2Vk3 1 OZ 


41 QROl 


M^A T7H fYT/17 777Q/11 
1 /34.JZU.gZHJ_ZZZy'f'l 


A/fOOOS67Q^P-F1 7 


FS 1R7 

XZ/k3 1 OZ 


407 ^R7 


x /3H.JVU / .gZH-J zZZ/j £ f 


Ayf00n^67QA A • A H7 
lVlUUU30ZyO/\./\U / 


rc 1 07 

E/O 1 oZ 


OHO Jo / 


17SA rr-r/17 777Q1/1 

1 / JH.JS.lZ.gZ*t->_ZZZo 1H 


ivyronn^67Q7TYRi o 

AVlUUU30Zy /1J..D1U 


FS 1 R7 
SZij 1 oz 


HO / /uy 


17^4 T 71 r>-r41 777QQ1 

i /3H.ijZJ.gzHj_zzzyy i 


M^OOO ^ 67 Q R A • FT07 
1V1 UUU J DZ 7 O/A. .xxAJZ 


FS 1R7 

JDO X OZ 


6S 10^7 


17S4 X/T07 cyt41 777716 
1 / J*T.iVlW / .gZ*+ D ZZZ/jO 


M000S67QRRF 1 0 


FS 1 X? 

LO X OZ 


6^0X04 


M17 ot47 777R16 
1 / J't.IVx xZ.gZHO ZZZOlO 


M0005670XTVO0 1 


FS 1 X7 

I-/O x oz 


467X6S 


17^4 M77 ot4.1 777076 

1 / Jt.lVXZZ.gZHJ ZZZ7/U 


M0005679Qr*F06 

JYXV7V7V7 u \JZ.J7Z7\^.\. \J\J 


FS 1X7 

LiO X OZ 


64^QX4 


17^54 N10 or43 7777XS 

X / Jt.lN XVJ.gZHj ZZZ / O J 


M00056299DA02 


ES 182 


4629X6 


1 754 N 1 2 cr 7 4^ 272X 1 7 

i / j*T.niz.gz. t tJ zzzo x / 


M00056300A:E06 


ES 182 


485480 


1754.N22.gz43 222977 


M00056300B:A1 1 


ES 182 


651115 


1754.N24.gz43_223009 


M00056301C:H08 


ES 182 


645844 


1754.022.gz43_222978 


M00056302D:E12 


ES 182 


644836 


1754.P22.gz43_222979 


M00056303A:B03 


ES 182 


462398 


1754.P23.gz43_222995 


M00056304A.H04 


ES 182 


467364 


1755,A17.gz43_223268 


M00056304B:C05 


ES 182 


648683 


1755,A18.gz43_223284 
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M00056304C:C03 


ES 182 


645073 


1755.A23.gz43_223364 


M00056305A:A02 


ES 182 


524261 


1755.B06.gz43_223093 


M00056305B:F09 


ES 182 


644880 


1755.B14.gz43_223221 


M00056305D:C05 


ES 182 


463595 


1755.B20.gz43_223317 


M00056305D:E08 


ES 182 


641681 


1755.B22.gz43_223349 


M00056307A:F07 


ES 182 


644660 


1755.D05.gz43_223079 


M00056307D:G02 


ES 182 


642145 


1755.D17.gz43_223271 


M00056308A:C01 


ES 182 


650639 


1755.D20.gz43_223319 


M00056308C:C12 


ES 182 


469802 


1755.E12,gz43_223192 


M00056310A:C10 


ES 182 


557052 


1755.E15.gz43_223240 


M00056310B:E06 


ES 182 


649514 


1755.E22.gz43_223352 


M00056311CG06 


ES 182 


558879 


1755.G04.gz43_223066 


M00056313A:B06 


ES 182 


44503 


1755.H16.gz43_223259 


M00056319A:A11 


ES 182 


635062 


1755.11 l.gz43_223 180 


M00056320C:E08 


ES 182 


556444 


1755.K06.gz43_223102 


M00056320D:F07 


ES 182 


642260 


1755.K10.gz43_223166 


M00056323A:C09 


ES 182 


647951 


1755.K13.gz43_223214 


M00056323A:G03 


ES 182 


569195 


1755.K15.gz43_223246 


M00056323A:H05 


ES 182 


550403 


1755.K16.gz43_223262 


M00056326C:G07 


ES 182 


639378 


1755.M08.gz43__223136 


M00056328B:E07 


ES 182 


444222 


1755.M16.gz43_223264 


M00056328D:B01 


ES 182 


447126 


1755.M19.gz43_223312 


M00056329C:B09 


ES 182 


647248 


1755.N05.gz43J223089 


M00056330B.C02 


ES 182 


452075 


1755.N14.gz43_223233 


M00056333A:E09 


ES 182 


460929 


1755.O09.gz43_223154 


M00056333C:D08 


ES 182 


446520 


1755.023.gz43_223378 


M00056338B:B08 


ES 182 


606129 


1755.P24.gz43_223395 










M00042751B:C07 


ES 183 


179760 


1767.A07.gz43_224579 


M00042751DD03 


ES 183 


449215 


1767.A14.gz43_224691 


M000427 5 1 D ■ F09 


ES 183 


484355 


1767.A16.gz43_224723 


M00042751D:G06 


ES 183 


485431 


1767.A18.gz43_224755 


M00042751D:G09 


ES 183 


485441 


1767.A19.gz43_224771 


M00042752A.B04 


ES 183 ; 


449275 


1767.A20.gz43_224787 


M00042753B:C08 


ES 183 


480960 


1767.B13.gz43_224676 


M00042753C:G12 


ES 183 


485183 


1767.B19.gz43_224772 


M00042753D:A12 


ES 183 


479061 


1767.B20.gz43_224788 


M00042753D:H11 


ES 183 


449746 


1767.B23.gz43_224836 


M00042754B:G02 


ES 183 


485512 


1767.C02.gz43_224501 


M00042755A:D09 


ES 183 


481614 


1767.C06.gz43_224565 


M00042755A:H04 


ES 183 


485880 


1767.C10.gz43_224629 


M00042755B:D01 


ES 183 


481594 


1767.C12.gz43_224661 


M00042755B.D09 


ES 183 


449399 


1767.C13.gz43_224677 


M00042755B:H04 


ES 183 


485882 


1767.C16.gz43_224725 
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ClonelD 


ES No 


ClusterlD 


SequenceName 


M00042755B:H1 1 


ES 183 


485907 


1767.C17.gz43_224741 


M00042755C:A10 


ES 183 


452104 


1767.C19.gz43_224773 


M00042756B:B01 


ES 183 


284586 


1767.D03.gz43_224518 


M00042757A:H07 


ES 183 


449076 


1767.D15.gz43_224710 


M00042758B:C06 


ES 183 


448325 


1767.D23.gz43_224838 


M00042758B:G04 


ES 183 


476876 


1767.D24.gz43_224854 


M00042760A:G12 


ES 183 


477098 


1767.E15.gz43_224711 


M00042760B-.E12 


ES 183 


453024 


1767.E18.gz43_224759 


M00042760C:F10 


ES 183 


476438 


1767.E22.gz43_224823 


M00042761B:C11 


ES 183 


473592 


1767.F04.gz43_224536 


M00042761B:E05 


ES 183 


475562 


1767.F08.gz43_224600 


M00042761 C.Gil 


ES 183 


477521 


1767.F12.gz43_224664 


M00042761D:D12 


ES 183 


474580 


1767.F17.gz43_224744 


M00042762A.G02 


ES 183 


455143 


1767.F22.gz43_224824 


M00042763BA03 


ES 183 


470801 


1767.G09.gz43_224617 


M00042764A:F12 


ES 183 


448801 


1767.G22.gz43_224825 


M00042764B:B10 


ES 183 


453606 


1767.H01.gz43_224490 


M00042764B:G10 


ES 183 


448865 


1767.H04.gz43_224538 


M00042764C:B10 


ES 183 


448251 


1767.H05.gz43_224554 


M00042766A:D07 


ES 183 


128749 


1767.104.gz43_224539 


M00042766B:G11 


ES 183 


484633 


1767.108.gz43_224603 


M00042766D:C05 


ES 183 


450551 


1767.114.gz43_224699 


M00042767A:B10 


ES 183 


479880 


1767.118.gz43_224763 


M00042767B:E10 


ES 183 


482868 


1 767.12 l.gz43_2248 11 


M00042767B:G04 


ES 183 


484964 


1767.122.gz43_224827 


M00042767B:G09 


ES 183 


484987 


1767.123.gz43_224843 


M00042767D:D02 


ES 183 


449437 


1767J05.gz43_224556 


M00042768A:H09 


ES 183 


486452 


1767.J09.gz43_224620 


M00042768B:F02 


ES 183 


456513 


1767Jll.gz43_224652 


M00042768C:E06 


ES 183 


482486 


1767.J15.gz43_224716 


M00042769B:E12 


ES 183 


482876 


1767K05.gz43_224557 


M00042769C.B01 


ES 183 


479851 


1767.K08.gz43_224605 


M00042769C:B06 


ES 183 


479868 


1767.K09.gz43_224621 


M00042770A:D02 


ES 183 


449438 


1767.K15.gz43_224717 


M00042771B:G05 


ES 183 


485073 


1767.L12.gz43_224670 


M00042771D:F02 


ES 183 


449592 


L 1767.L16.gz43_224734 


M00042772C:C12 


ES 183 


447218j 


1767.L20.gz43_224798 


M00042773A.G07 


ES 183 


485086 


1767.M02.gz43_224511 


M00042773AH11 


ES 183 


449689 


1767.M03.gz43_224527 


M00042773B:H08 


ES 183 


486547 


1767.M06.gz43_224575 


M00042774B-.C01 


ES 183 


481057 


1767.M14.gz43_224703 


M00042774C:B09 


ES 183 


449261 


1767.M16.gz43_224735 


M00042775B:C09 


ES 183 


480703 


1767.N04.gz43_224544 


M00042776D:D01 


ES 183 


448152 


1767.N17.gz43_224752 
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ClonelD 


ES No 


ClusterlD 
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M00042776D.G10 


ES 183 


477399 


1767.N18.gz43_224768 


M00042777A:B10 


ES 183 


472119 


1767.N20.gz43_224800 


M00042777B:B05 


ES 183 


472101 


1767.O02.gz43_224513 


M00042777B:H02 


ES 183 


449015 


1767.O03.gz43_224529 


M00042778A:C04 


ES 183 


473433 


1767.01 l.gz43_224657 


M00042778A:G07 


ES 183 


477387 


1767.01 2. gz43_224673 


M00042778B.B07 


ES 183 


448260 


1767.0 15 .gz43_22472 1 


M00042778D.F11 


ES 183 


475797 


1 767.023 .gz43_224849 


M00042779A:B04 


ES 183 


472425 


1767.024.gz43_224865 


M00042779D.D04 


ES 183 


453385 


1767.P15.gz43_224722 


M00042779D:E06 


ES 183 


474823 


1 767.P 1 7 .gz43_224754 


M00042780A:H05 


ES 183 


477757 


1767.P24.gz43_224866 


M00042809D:C12 


ES 183 


649735 


1 777. A23 .gz43_252 1 99 


M00042809D:G09 


ES 183 


557375 


1777.B0 1 .gz43_25 1848 


M00042811A:A01 


ES 183 


500896 


1777.B23.gz43_252200 


M00042811CB06 


ES 183 


537506 


1 777 . C03 .gz43_25 1881 


M00042812B:C01 


ES 183 


456793 


1 777.C 1 1 .gz43_252009 


M00042815C:C02 


ES 183 


448340 


1777.Ell.gz43_252011 


M00042815C.F10 


ES 183 


448793 


1777.E13.gz43_252043 


M00042816A:C09 


ES 183 


735534 


1 777.E 1 7.gz43_252 1 07 


M00042816A:G04 


ES 183 


639163 


1777.E21.gz43__252171 


M00042816B:C08 


ES 183 


545162 


1777.F03.gz43__251884 


M00042817C:B04 


ES 183 


727517 


1777 .G05.gz43_25 1917 


M00042819C:H02 


ES 183 


449718 


1 777.H14.gz43_252062 


M00042821C:H06 


ES 183 


485653 


1777.117.gz43_252111 


M00042824A:C02 


ES 183 


52034 


1 777. K05.gz43_25 1921 


M00042825A:B05 


ES 183 


449258 


1777.K17.gz43_252113 


M00042828D:B11 


ES 183 


472400 


1777.M09.gz43_251987 


M00042831A:F12 


ES 183 


484207 


1 777.N 1 8 .gz43_252 132 


M00042831D:G06 


ES 183 


484669 


1777.00 l.gz43_25 1861 


M00042833C:G05 


ES 183 


485020 


1777.018.gz43_252133 


M00042835D:C04 


ES 183 


450883 


1777.P19.gz43_252150 


M00042836A:B12 


ES 183 


480227 


1777.P24.gz43_252230 


M00042836D:C07 


ES 183 


449291 


1778.All.gz43_225411 


M00042838A:E02 ! 


ES 183 


475 1 1 1 


1778.B02.gz43225268 


M00042839B:F05 


ES 183 


475942 


1778.B23.gz43_225604 


M00042839D:F02 


ES 183 


476256 


1778.C07.gz43_225349 


M00042840B:r 08 


bi> 183 


452202 


1 //o.L.lZ.gz4j_2z54zy 


M00042840C:B12 


ES 183 


447517 


1778 C14.gz43_22546I 


M00042841B:H05 


ES 183 


450673 


1778.C18.gz43_225525 


M00042841D:G10 


ES 183 


446657 


1778.C23.gz43_225605 


M00042842A:B04 


ES 183 


472307 


1778.C24.gz43_225621 


M00042842A:B12 


ES 183 


448233 


1778.D01.gz43_225254 


M00042842C:H11 


ES 183 


477555 


1778.D12.gz43_225430 
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ClonelD 


TT'C* XT 

ES No 


ClusterlD 


SequenceName 


M00042843A:E07 


bS 183 


474597 


1778.D18.gz43_225526 


M00042843B:F05 


ES 183 


453856 


1778.D22.gz43_225590 


M00042844A:D02 


ES 183 


447983 


1 778 .E07 .gz43_225 3 5 1 


M00042844CB03 


ES 183 


,4 < A ^ T A 

448230 


1778.E12.gz43_225431 


M00042844C:C12 


ES 183 


J A A A ^> 

448383 


1778.E14.gz43_225463 


M00042844D:H02 


ES 183 


A ft r* A ^ 

477593 


1778.E18.gz43_225527 


M00042845A:B05 


ES 183 


448104 


1778.E19.gz43225543 


M00042845C:A09 


ES 183 


447983 


♦ s-t^ A i-»A>» J ^ >-% A A A A 

1778.F03.gz43_225288 


M00042846CD09 


ES 183 


A A A t 

639991 


I Tlfl A A A A A ^ A A 

1778 F23.gz43_225608 


M00042847A:F04 


T* 1 O 1 0 1 

ES 183 


727875 


i Tin I A JA A a r A A "1 

1778.G10.gz43_225401 


M00042848D:G12 


ES 183 


J J A A/> A 

448029 


1 TTO T TAA A A ^ A A O 

1778.H06.gz43_225338 


M00042849B.G06 


ES 183 


485029 


-| T7 A TT 1 A M A A A ^ J A yi 

1778.H12.gz43_225434 


M00042850A:B1 1 


ES 183 


AAA /" A A 

404603 


1778.H20.gz43225562 


f AAA a a c» r* A f*i f~*> 1 f~\ 

M00042850C:C10 


ES 183 


646583 


i Tio in/ - a a ncioA 

1778.106.gz43225339 


M00042851A:B08 


ES 183 


449273 


1 778 .1 1 1 .gz43 2254 1 9 


M-AAAAAA^-t A X - * 1 1 

M00042851A:E11 


ES 183 


A O ^ T A 

483274 


i nnn Til A A OIC/IOC 

1 778.1 12. gz43 225435 


a - a a a A A a 1 t^v nAO 

M00042851D:B08 


T7C 1 1 OO 

ES 183 


452990 


1778.118.gz43J22553 1 


M00042852B:C06 


ES 183 


A A A A A A 

480900 


1 T A A ^ A OTf OAO 

1778.J04.gz43 225308 


M00042852D:G07 


ES 183 


485480 


"1 TIC* T 1 A A A A A ^ A A /| 

1 778 J 1 0.gz43_225404 


M00042853A:G03 


ES 183 


644190 


1 x 1 A y| A A A A ^> 

1778J12.gz43_225436 


M00042854A.B11 


ES 183 


551811 


1 ~W7" f\ A A1 A A AA 

1778.K04.gz43_225309 


M00042854A:D05 


ES 183 


725641 


1778.K07.gz43225357 


M00042854B.F05 


ES 183 


725266 


1778.K12.gz43_225437 


M00042854D:A05 


ES 183 


482071 


l778.Kl6.gz43_22550l 


M00042855B:H06 


ES 183 


485841 


AT^r» T A ^ ^ A A A r" A <A y^" 

l778.L05.gz43_225326 


M00042855C:G1 1 


ES 183 


A Ck ATA A 

484789 


innn T AO A 1 A A A ^7 A 

1778.L08.gz43_225374 


M00042855D:A12 


ES 183 


449110 


■f -A /-T A X A A ^ A A A if* A /^V 

1778.L09.gz43_225390 


M00042855D:B12 


ES 183 


480005 


1778.L12.gz43_225438 


M00042855D:D06 


ES 183 


456737 


1 778.L 14.gz43_225470 


M00042857C:G04 


ES 183 


449652 


tnnC\~KM1-\ A A A A ^ A ^ O 

1778.Mll.gz43225423 


M00042857C:G05 


ES 183 


484841 


1 \ * t A A A A ^ J A A 

1778.M12.gz43_225439 


M00042858A:A08 . 


ES 183 


479084 


1 'JTO ■ <f 1 A A A A r A T 1 

1778.M14.gz43_225471 


M00042859B:D06 


ES 183 


449403 


1 ^lO ~vt A A a a 'ITCOOA 

1 778 .N02 ,gz43_225280 


M00042859D.D12 


ES 183 


481664 


1 110 \T 1 1 A A A A A A /| 

1778.N1 Lgz43_225424 


M00042860A:C01 


ES 183 


a OA/' /t 1 

480641 


mO TkT 1 A A A T1C/I/1A 

1778.N12.gz43 225440 


M00042860A:H04 


ES 183 


485924 


177 8. N 16.gz43 2253U4 


M00042860CE02 


ES 183 


483066 


1778.iN23 .gz4i_2zjo lo 


IVlUUUHZoOUJLJ.rUZ 


£j lOJ 






M00042860D:F05 


ES 183 


484091 


1778.O03.gz43_225297 


M00042860D:H10 


ES 183 


449751 


1778.O06.gz43_225345 


M00042861A:F04 


ES 183 


451368 


1778.O09.gz43_225393 


M00042861C.C03 


ES 183 


481319 


1778.013.gz43_225457 


M00042861C:F07 


ES 183 


484468 


1778.015.gz43_225489 


M00042861D:D09 


ES 183 


449407 


1778.018.gz43_225537 
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F<? No 


V/lUaLCsl XX-/ 


ij ct} uencc in ame 


M00042862 A CO 1 


ES 183 


480640 


1778 023 &743 275617 


M00042862CE02 


ES 183 


449521 


1778 P09 ez43 225394 


M00056352DB04 


ES 183 


559486 


1780 A05 &743 226083 

X » O V/.z».V/»/ .i'Z^T J i-Z.UUO J 


M00056352DH02 


ES 183 


594994 


1780 A10 ez43 226163 

x / ov/.rvi v. iuj 


M00056353CE12 

ivxv/v/v/ j ~J ~j V-' . xv i 


ES 183 


736210 


1 780 B04 az43 226068 


M00056353DD10 

lYX\J\/V/_/vJ«y«y-y . XV x v/ 


ES 183 


731925 


1780Bllnz43 226180 


Mooo56355A*n o 


ES 183 


463966 


1780 riO 0743 226165 


M00056355RD02 


ES 183 


557029 


1780C16ffz43 226261 

X / Ox/. Vy X V/ ,g£iTJ X.<-.vL V/ X 


Mooos63ssr-Aos 

1V1 1/ \J \J J v7 J J J . .fx. \J J 


FS 183 


JJJ 7J X 


1780 PI 8p743 226293 


Mooo563Ssn-Aos 

1YX VJ VJ V J V/ J J J JL/ . /A.V/ J 


FS 183 


727129 


1 780 D07 P743 226118 


M000S6^ sstvrob 

1VI U 1/ 1/-? VJ J -7 J U . D W O 


FS 183 


468467 


1780D09P743 226150 

X f Ow.l/l/7. t4^J 1 JU 


\A OOO S 6 1 S S D ■ O04 


FS 183 


72723 S 

1 1 & JJ 


1780 Dll az43 226182 


M000S63S6PH07 


FS 183 


732150 


1780 F02 az43 226039 


mooos6^57AC08 


ES 183 


551 167 


1 780 F 1 0 ez43 226 1 67 


Mooos6357rco6 

1VXUVVU.JV/ jj / v^. V^V/U 


FS 183 


724039 


1780F73az43 226375 




ES 183 


723859 


1780F10ez43 226168 


TV/fOOOS 6^ S X A TtO S 


FS 183 


734150 


1 780 F 1 2 &743 226200 


M'ono^^^'SRn- A06 

1V1 \J\J\J J O 3 J o \J . /\U VJ 


FS 183 


465697 


1780 F22 P743 226360 


N/iYi00^61SQ A POX 

1V1U v VD O j J yj\ . \s VJ O 


FS 1 83 


673978 


1 780 G05 a743 226089 

X / OV/.\JV/ J.gZ»T^ J Z,iUUU7 


lV/f 000 S 6 *K S 0 A • F06 
1Y1 VJ \j \J J O J J y rV . r VJ o 


FS 183 

U/O lOJ 


416326 


1780 G06 0743 226105 


A4000S6^60A Til 1 


FS 183 


561719 

J VJ 1 / 1 


1780H08ez43 226138 


MT)00S6^60Rn0Q 


FS 183 


528981 


1780H12ez43 226202 


M000S6360C* A03 


ES 183 


723869 


1780 H14 ez43 226234 


A/fOOO^^OPRO! 


FS 183 


480005 


1780H15ez43 226250 


A/T00nS6^60T>H1 0 
ivivju u j o j o vj u .n. i vj 


FS 183 

JjJ 1 OJ 


732144 


1780H23ez43 226378 


mooo^636i A-roi 

IVlvJUVJJVJ JO lr\.\_/VJ 1 


F's 183 

IjO X O J 


733806 

/ J J ouu 


1780 101 ffz43 226027 


ivivjuuz) o j o i /vrxuo 


F^i 1 8^ 


600856 


1780 T05 &743 226091 

x / ov/.xv/ J .^z.T' j ^.jcvjv/^ x 


AAOOO^&1& 1 R-PO? 
1V1UUU D O j O I D . CAjL 


F^s 1 83 

JJrtJ X O J 


47 1 646 

*T / X V/*TV/ 


1 780 T 1 0 0743 226 1 7 1 

X / OV/.X X W.gii^J Z*Z-VJ X / X 


X/fOOO^A^I C COf* 


FS 1 83 

L/J X OJ 


135364 

X J J JV/*T 


1780 112 0743 226203 


\>fnno<\6'}67r , r , o? 

1V1UUU D O J OZ K> . V_, UZ 


FS 183 

J-*iJ X OJ 


5 1 1 606 

J X X V/V/VJ 


178OT12 0Z43 226204 


X/fOOO^£'*6'* A P06 
IVxUvy'vJ J O J Oj/V.. l^UO 


FS 183 

Xjlj X O J 


724907 


1780 K02 0z43 226045 


\/f 000^6363 APIA 
iViUUV/J O J O j r\ . C I VJ 


FS 183 

J-^kJ X O J 


364334 


1780 K05 0z43 226093 


IvjfOOO^ fAf^C-C 1 7 


FS 1 83 

SZilJ X O J 


552891 

JJi.07 X 


178OK14 0z43 226237 


IUO0O S f> 3 3 D • H03 
1YI vj vj vj j o d o o l-/ . n.vjj 


FS 183 

XwO X O J 


728774 


1780 K22 ez43 226365 


MOOO S 6^ 64 A - R04 


FS 183 

X-jO X O J 


724792 


1780 L02 ez43 226046 


M000S6364PP101 

IVI VjVJ VJ -J O «3 VJ*t V> . D VJ I 


FS 183 

1_/lJ X O J 


503862 


1780 L08 ez43 226142 


MO0OS6364r-H05< 

1VXUVJ Vj-J VJO D*+ .iTVJO 


FS 183 

JCi J X O J 


588959 


1780 LI 5 ez43 226254 


M00056364D:C05 


ES 183 


553244 


1780.L17.gz43_226286 


M00056365B:G10 


ES 183 


480924 


1780.MU.gz43_226191 


M00056366B:A11 


ES 183 


449242 


1 780.N05 .gz43_226096 


M00056367C:D06 


ES 183 


560859 


1780.O07.gz43_226129 


M00056367C:H05 


ES 183 


642558 


1780.O12.gz43_226209 


M00056368A:C11 


ES 183 


456535 


1780.O20.gz43_226337 


M00056368B:H09 


ES 183 


661194 


1780.P05.gz43_226098 
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LvJllCLLJ 




PlnctprTD 

V_/iU5lCll.L/ 


dcqucnceiN axne 










M00056368CF07 


ES 184 


482831 


1780P07o743 796130 


M00056368DD03 


ES 184 


517298 


1780 PI 1 0743 996194 


M0OO56368DG05 


ES 184 


730301 


1 780 P 1 4 0743 776949 


M00056369AG06 


ES 184 


728389 


1780P72O743 726370 


M00056369RF03 
ivi \j \j \j j V/ j \j 7 xj . Lj \> j 


ES 184 


736001 


1789 A03 0743 226435 

1 /Oy.AUJ.gi.lJ I,Z,UtJ J 


M00056370R P 1 0 


ES 184 


734646 


1789 B02 i?743 226420 


M00056370RF07 

1VXUW V/J \JJ / V7X-/ . X_/\J / 


ES 184 


568484 


1789 R04 i?743 226452 


M00056370CF01 


FS 184 

XjJ X OT 


S03625 


1789 R08&743 226516 


M000 5 63 70D • C06 

iVil/UUJUJ / UL/ . V_> V7VJ 


ES 184 


735649 


1789 B11 0743 226564 

X / O ^7 . X X .&Z»T-7 ^ivJUT 


M00056371 DF07 


FS 184 

1— /kJ 1 ot 


734943 


1789C12ffz43 226581 


M00056377r*C06 i 

IVIUUUJOJ /ZV^.V/v/U 


FS 184 


725389 

/ AJJ 0-7 


1789D04O741 726454 


M00056373TYG01 


FS 184 

JUO 1 OT 


775381 


1789F09O743 726535 


lV/T000S6^74r , (r08 


FS 184 

XjO i ot 


487079 

TO 1 \J 1 Z? 


1789F03O743 726440 


M/)005637S at>i 1 


FS 184 

JZrO 1 Of 


734148 


1789F11cr743 276568 

1 / 07.x 1 X .gZttJ Z.Z.V/-/VXO 


N/rooo^6i7^rvni9 

IVIUUUjOj / jU.L/IZ 


FS 184 

-CfO 1 ot 


774957 


178QG01 0743 796409 


\yfnnn^£^7£ a -pi n 

IVIUUUjOj /o/\.v>iu 


FS 1 84. 

E»o 1 Ot 


64041 1 

Ot7t 1 1 


1 78Q GOO 0743 776537 

1 / O7.VJU7.5ZTJ jLL.\jj J l 


\>f non^^^ 77 A -poi 


FS 184 


460984 

tUUZ, Ot 


1 789 H03 0743 726447 


\yrnnn^^^77P* a n l 

IVIUUUjOj / /L.AUI 


F^ 1R4 
Do lot 


7946Q4 


1780H19O741 996586 

1 / O7.niZ.gZTJ ZZUJOU 


AAnno^^^77n-F08 

iviuuujuj / /L/.ruo 


FS 1 84 


795974 


1789 T03 0743 776443 

X / 0 7.Xv/«7.gZ.T.J Z.Z.UTTJ 


aa ooo^6^7RP-f i n 

IVIUUUjOj /o\^/.C1U 


FS 184 

CfO 1 Ot 


7999Q3 


1789 T09 0743 726539 

1 / 07.lU7.gZTJ LZ.UJJ7 


A/TOOO^'* 0 ^ A • A 19 
1VLU U U J 0 j o Z/Y . r\ I Z 


FS 184 


793977 


1789 T17 0743 726588 

1 /07JlZ.gZTj ^^UJOO 


iVLUUU JO joZ\~,.Jj 1 1 


FS 184 

EO J. Ot 


5034Q1 


1 789 KY)3 0743 726445 


A>f000^6^R9P-F1 1 
IVIUUUjOj OZv>.r 1 1 


FS 184 


731 549 


1789 K05 0743 226477 

X f07.rvUJ.gZ.TJ Z.A.WT / ' 




FS 1 84 
lot 


795391 
/ /.j jzi 


1789 T 04 0743 776462 

1 / 0 7.L/V/T.^£iTJ Z»Z.vXtVX^. 


A>fOOOS6^SlR-r>OX 
iViUUU ju jo jxj.vJUO 


FS 184 

U/lJ 1 Ot 


775448 

/ Z.«/ttO 


1 789 T 06 0743 226494 

X f O 7. Xvuu. tZ.T J ^.ArvyTyT 


AAC\ OH ^ £^ ft** f* • F07 
iVlUUU jujo jV^.JDU / 


FS 184 

13 O 1 Ot 


549790 

JT7 / 7U 


1 789 T 07 0743 2265 1 0 


JVLUUU JO j 54v>.rlU*t 


FQ 1 84 

£j 1 Ot 


474146 

*t / tjtO 


1789 M0 1 0743 796415 

1 / 07.1V1U 1 .ftZT J ZZUt X J 


IVyf OHO ^ A*3 ttdFi • A 04 
iVIUUUjO j Ot 


FS 1 84 

J_/0 IOt 


1 86379 


1 789 M09 0743 926431 

X /07,lVl\JZ..g£iTJ Z-X.VJTJ X 


A/fOOOS638^ A- A07 


FS 184 

IjJ A Ot 


727523 


1789 M10 ez43 226559 


iv/rooo ^ 6^ 8 6 A • F0 8 


FS 184 

CCj 1 Ot 


776636 


1789N01o743 226416 

X / O 7 . 1 ~ \J X .g£iTJ ^< WT X V7 


A/T000^6^86 A -F0Q 

iviuuu jo joOA.ru? 


FS 184 

E/v3 1 Ot 


774388 

/ LtJ O O 


1 789 N02 0743 226432 

X / O 7 . 1 > V7Z» . JiiLjT J t JjO 


\>f nnn s 6 1 R6 a • go i 

xVAUUUjOjOO.tt..lJVl 


FS 184 

J-rtJ 1 Ot 


553035 


1 789 N03 oz43 226448 

X / 07.1l\/J.tiiTJ i'-t'V/TTU 


A/TOOOS6'386R- A07 

lYlUUlJ JO J OOlJ ./\\J I 


FS 184 

L J 1 Ot 


452806 


1789 N06 ez43 226496 


lvTOOO^'JSAR- A 1 1 

IVIUUU JO jOOD.ai 1 


FS 184 

1 Ot 


730660 


1789 N07 ez43 226512 


M00056386RD07 

1VJ.V/WW JUJ OUJ->..L/vJ / 


ES 184 


459918 


1789.N10.gz43 226560 


\>f 000 5 6 3 8 6R ■ FOQ 
lVIUUU j O j O uij . dU zr 


FS 184 

i-jkj I Ot 


623408 


1789 N12 sz43 226592 


M00056387C:D01 


ES 184 


558412 


1789.01 l.gz43_226577 


M00056388B:A05 


ES 184 


475682 


1789.P01.gz43_226418 


M00056388B.B03 


ES 184 


724009 


1789.P03.gz43_226450 


M00056389B:H03 


ES 184 


729637 


1790.A10.gz43_226931 


M00056389D:F01 


ES 184 


495712 


1790.A17.gz43_227043 


M00056390B:E10 


ES 184 


725165 


1790.B08.gz43_226900 


M00056390C:B08 


ES 184 


556769 


1790Bll.gz43_226948 
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ClonelD 


ES No 


ClusterlD 


S cin 1 1 p n f^pNa m p 


M00056390C:C04 


ES 184 


724914 


1790.B12.gz43 226964 


M00056391CH12 


ES 184 


727150 


1790C14ez43 226997 

J. f -y vy ■ ±. t » ivf i « *y 46m* vy _y *y / 


M00056391D:E06 


ES 184 


457508 


1790.C18.gz43 227061 


M00056392A:D11 


ES 184 


477296 


1790.C19.gz43 227077 


M00056392A:F06 


ES 184 


448817 


1790.C20.gz43_227093 


M00056392D:C05 


ES 184 


426297 


1 790.D07.gz43_226886 


M00056392D.H02 


ES 184 


729111 


1 790.D08.gz43_226902 


M00056393A:F01 


ES 184 


549480 


1790.Dll.gz43_226950 


M00056393A:G06 


ES 184 


614463 


1790.D12.gz43_226966 


M00056393D:A09 


ES 184 


558794 


1790.D21.gz43_227110 


M00056393D:C12 


ES 184 


118514 


1790.D24.gz43_227158 


M00056394B:C11 


ES 184 


503173 


1790.E14.gz43_226999 


M00056394B:G05 


ES 184 


725454 


1790.E19.gz43_227079 


M00056394C:D07 


ES 184 


640158 


1790.F01.gz43_226792 


M00056395C:H03 


ES 184 


523364 


1790.F23.gz43_227144 


M00056395D.B01 


ES 184 


732821 


1790.F24.gz43_227160 


M00056396AD03 


ES 184 


733563 


1790.G08.gz43_226905 


M00056396AG10 


ES 184 


474981 


1790.G12.gz43_226969 


M00056396BE10 

x »i v/ vy vy ^y vy-y -y kj m-^ . ' vy 


ES 184 


642985 


1790.G16.gz43_227033 


M00056396DH01 


ES 184 


484934 


1790.H05.gz43_226858 


M00056397CA09 


ES 184 


515038 


1790.H17.gz43_j227050 


M00056398AB10 


ES 184 


724851 


1790.11 l.gz43_226955 


M00056398CB09 


ES 184 


735396 


1790.124.gz43__227163 


M00056398CD10 


ES 184 


725095 


1790.J02.gz43 226812 


MOO 05 63 99B • G09 


ES 184 


448758 


1790J15.gz43_227020 


M00056399DC11 


ES 184 


656268 


1790.K04.gz43_226845 


M00056400AD08 


ES 184 


726494 


1790.K10.gz43_226941 


M00056400AG10 


ES 184 


725451 


1790.K16.gz43_227037 


M00056400CB11 


ES 184 


447222 


1790.K24.gz43_227165 


M00056400CG04 

Iff v Vy vy-y Vy ■ v/ vy x-y * vy ^» 


ES 184 


479851 


1790.L03.gz43_226830 


M00056401AF09 


ES 184 


729950 


1790.L12.gz43_226974 


M00056401BB01 

lflvv vy vy f V J. J^y f A/ Vy J. 


ES 184 


735234 


1 790.L 1 5 .gz43_227022 


M00056402B.D07 


ES 184 


641576 


1790.M06.gz43_226879 


M00056402C.B09 


ES 184 


649591 


1790.M07.gz43_226895 


M00056402CE10 


ES 184 


483008 


1790.M09.gz43_226927 


M00056402D:A01 


ES 184 


724714 


1790.M10.gz43_226943 


M00056402D:B07 


ES 184 


197839 


1790.Mll.gz43_226959 


M00056403A:E09 


ES 184 


417549 


1790.M18.gz43_227071 


M00056403B:D09 


ES 184 


468467 


1790.M23.gz43_227151 


M00056403B.G12 


ES 184 


729779 


1790.M24.gz43_227167 


M00056403C:F02 


ES 184 


481077 


1790.N03.gz43_226832 


M00056403C.F03 


ES 184 


724411 


1790.N04.gz43_226848 


M00056403C:F12 


ES 184 


640261 


1790.N05.gz43_226864 


M00056404A:G03 


ES 184 


640756 


1790.N12.gz43_226976 
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ClonelD 


ES No 


CiusterlD 
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M00056404B.B06 


ES 184 


188309 


1790.N14.gz43_227008 


M00056404C.C12 


ES 184 


733643 


1790.N22.gz43_227136 


M00056404D:G03 


ES 184 


562769 


1790.O02.gz43_226817 


M00056405CC12 


ES 184 


724078 


1790.01 Lgz43_226961 


M00056405C:H04 


ES 184 


449228 


1790.O13.gz43_226993 


M00056405D:E05 


ES 184 


730948 


1790.O17.gz43_227057 


M00056406A:C02 


ES 184 


726411 


1790.O20.gz43_227105 


M00056406A:E01 


ES 184 


728454 


1790X)23.gz43_227153 


M00056406B-.C05 


ES 184 


456577 


1790.P03.gz43_226834 


M00056406C:D09 


ES 184 


543323 


1790.P10.gz43_226946 


M00056406C:F12 


ES 184 


423420 


1790.P13.gz43_226994 


M00056407A.D10 


ES 184 


483147 


1790.P15.gz43_227026 


M00056407A:G03 


ES 184 


729809 


1 790 .P 1 6 .gz43_227042 


M00056409A:C03 


ES 184 


641687 


1790.P21.gz43_227122 


M00056409A:D03 


ES 184 


470462 


1790.P23.gz43_227154 


M00056409A:D06 


ES 184 


727633 


1790.P24.gz43_227170 


M00056409B:C12 


ES 184 


729784 


1791 . A03 .gz43_227203 


M00056409B:E07 


ES 184 


734253 


1791.A05.gz43_227235 


M00056409C:B04 


ES 184 


711493 


1791.A06.gz43_227251 


M00056410A:A04 


ES 184 


640744 


1791.A19.gz43_227459 


M00056410B:A09 


ES 184 


641383 


1791.A23.gz43_227523 


M00056410D:H03 


ES 184 


49703 


1791.B14.gz43J227380 


M00056411A:H06 


ES 184 


558049 


1791.B17.gz43_227428 


M00056411B:D01 


ES 184 


703978 


1791.B19.gz43_227460 


M00056412B.B08 


ES 184 


724773 


1791.C22.gz43_227509 


M00056413B:D07 


ES 184 


642637 


1791.D18.gz43_227446 


M00056413C:B06 


ES 184 


723951 


179LD24.gz43_227542 


M00056414C:H08 


ES 184 


729899 


1791.E18.gz43_227447 


M00056415A.D03 


ES 184 


475797 


179LF01.gz43_227176 


M00056415B:B10 


ES 184 


402471 


179LF03.gz43_227208 


M00056416B.B11 


ES 184 


648170 


1791.G01.gz43_227177 


M00056416B:C09 


ES 184 


456544 


179LG02.gz43_227193 


M00056416B:H01 


ES 184 


727090 


179 1 .G04.gz43_227225 


M00056416D:C08 


ES 184 


729199 


1791.G12.gz43_227353 


M00056416D:D12 


ES 184 


435349 


1791.G13.gz43_227369 


M00056416D:H10 


ES 184 


728986 


1791.G18.gz43_227449 


M00056417A:E08 


ES 184 


733484 


1791.G23.gz43_227529 


M00056417B:D05 


ES 184 


642170 


1 79 1 .rlU5 .gz4i_zz 1 I'M. 


M00056417C.G10 


ES 184 


725408 


1791.H14.gz43_227386 


M00056417D:G09 


ES 184 


725407 


1791.H20.gz43_227482 


M00056418A:G01 


ES 184 


729579 


1791.H24.gz43_227546 


M00056418A:G09 


ES 184 


472684 


1791.101.gz43_227179 


M00056419A:F08 


ES 184 


542957 


1791.J07.gz43_227276 


M00056419D.D02 


ES 184 


728440 


1791.J24.gz43_227548 
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LlonelD 


to fslO 


ClusterlD 


O — X T 

SequenceName 


a aooo c a 1 or\.PH/i 
M00U5o4191J:Cr04 


T7 C ID/1 

iiJ> lo4 


A 


nni vai yi ^ o o oo i o 

1791 .K03 .g243_2272 1 3 


x aoooc ^ a o o A ./"*o i 

M0005o420A:C0 1 




joWd 7 


1791.K04.gz43_227229 


M00056420A:C12 


rib Io4 


12o /4V 


1791 .K05.gz43_227245 


M0005 6420 A: E09 


CC lOA 

rib lo4 


r a i/r ac 


nni r/'/^'n o o o*o to 

1791.K07.gz43_227277 


M00056420A:Cj1 1 


"CO 1 9 A 

tb lo4 




1 79 1 .K 1 0 .gz43_227325 


M00056420B:G05 


"CO 1 QA 

bb lo4 


A OAO T7 

48U377 


HOI TV' 1 o -.^ao OTT^CT 

1791.K12.gz43 227357 


M00056420C:E08 


Eb 184 


736507 


1 TO 1 T/H AO one A1 

1791. K2 1 .gz43 22 7501 


M00056420D:A09 


rc i oa 

Eb 184 


5oz5ol 


1 TO 1 I/T7 A O TO TC O 1 

1791.1v23.gz43 227!)33 


M0005 642 1 A: F 1 2 


Eb 184 


£ A/J 1 A£ 


1 /91.L03.gz43_22 /24o 


M0005 642 1 C :E06 


Eb 184 


562137 


1 Tf*l Til „„/n OTTO/II 

1791. LI 1 .gz43_227342 


M00056421C:E12 


O 1 O A 

ES 184 


730178 


i to i t io a o inico 

179lXl2.gz43_22735o 


M00056421C:H01 


T**0 1 OA 

ES 184 


500253 


1 TO 1 T 1 A ^_A1 TOTOOA 

1 79 1 .L 14 .gz43 227390 


M00056422A:C12 


IT* 1 O A 

ES 184 


737019 


1 TO 1 T OT A O TT7C lO 

179l.L22.gz43_22 /5l5 


M00056422A:F07 


ES 184 


a no i r\ a 

498194 


1 TO 1 T OA ~_ AO OOTCCO 

1 79 1 . L24 .gz43 22 7550 


M00056422B:A08 


ES 184 


511149 


1 ta i » AOO - AO TOvTO 1 C 

1 79 1 .M03 .gz43 2272 1 5 


M00056422B:C12 


ES 184 


727845 


1 TO 1 TV AO A . A O O O TO O 1 

1791 .M04.gz43 22723 1 


M00056422CB10 


ES 184 


ATA A/'f 

474965 


nm x A 1 C ^ AO TOTAOT 

1 79 1 .M 1 5 .gz43_227407 


M00056422D:D10 


ES 184 


732987 


1 TO 1 A AOO .- A O 

1791.M22.gz43_zz/5 19 


M00056423 B : A 1 2 


ES 184 


/CCA/in 

650437 


1 /91.1NUo.gz43_zz /2o4 


M00056423 C :G05 


T? O 1 O A 

ES 184 


644723 


1 TO 1 TVT1A ^^Al TOTOOO 

1791, IN 14.gz43_2z /392 


M 0005 6423 C :H03 


T7C 1 O A 

ES 184 


651053 


1791.1N 15.gz43_ZZ/40<S 


M00056423D:B06 


T7C* 1 O A 

Eb 184 


TO A AO A 

/24U24 


1 TO 1 XT IT ftr,/!! 11H AA(\ 

1 /9 1 . IN 1 / .gz4i_ZZ /44U 


M00056423D:F10 


ES 184 


O O O 1 O A 

288134 


nAi "XTT A AO TOTCCO 

1 79 1 .N24.gz43_227552 


M00056423D.H07 


ES 184 


a i o 

477718 


ITOI AA1 ^AO OOTOO 1 

1791. U02 .gz43_z2720 1 


M00056424A:F05 


ES 184 


733490 


nm AAO , AO TOTOOT 

1 79 1 .008.gz43_227297 


M00056424A:F12 


ES 184 


f A rt««A 

649722 


TTOI AAA ~- AO O O TO 1 O 

1791 .009 .gz43 2273 1 3 


M00056424B:A1 1 


ES 184 


736893 


t TO 1 /"1 1 O AO TOT'JTT 

179 1 .0 1 3 .gz43z27377 


M00056424C:B10 


ES 184 


*70 C A AO 

725408 


ITOI /~\10 A O OOT A TO 

1 79 1 .U 1 9.gz43 227473 


M00056424C.F02 


ES 184 


555359 


ITOI nil AO OjOTCO€ 

1 79 1 .02 1 .gz43 227505 


M00056424C.H04 


ES 184 


437450 


iToi oi a a o incci 

1791.024.gz43_227553 


M00056424D:C08 


ES 184 


736632 


1 TO t T»OC — AO TO TO CO 

1791 .P05 .gz43_227250 


M00056424D:C12 


ES 184 


674574 


1 TO t T>0^ „ A O TOTO/T/C 

1791.P06.gz43 227266 


M00056425B:B02 


ES 184 


723963 


ITOI Til O ~. AO O O TO TO 

179 1 .P 1 3 .gz43_227378 


M00056425D:D08 


ES 184 


to) a n a 

724220 


1 TO t T»0 O ^_AO O O T C O O 

1791.P22.gz43_227522 


M00056425D:H01 


T" C 1 O A 

ES 184 


726768 


ITOI TiO O ^ AO 

1791.P23.gz43_22 /53o 


M00056426B:G12 


ES 184 


T} t 1 CO 

731 158 


1 792.A09.gz4i_ZZ /oVD 


M00056426C:G05 


ES 184 


452981 


1 TOT A 1 1 ~— A ^2 TTTTTT 

179Z.A1 l.gz43_ZZ fill 


TV/f (\C\C\ ^ A/17 ♦ T7 ft A 
iVlUUUJO'fZ / V^.tiUO 


1 84 
CO 1 o't 


/ J4-OZ, / 


179? A?1 (T741 227887 


M00056428A:F10 


ES 184 


592186 


1792.B09.gz43_227696 


M00056428B:B01 


ES 184 


710362 


1792.Bll.gz43_227728 


M00056429D-.E02 


ES 184 


480005 


1792.Cll.gz43_227729 


M00056432A:A01 


ES 184 


556115 


1792.D06.gz43_227650 


M00056432A:C08 


ES 184 


472073 


1792.D08.gz43_227682 


M00056433B:A09 


ES 184 


724400 


1792.E03.gz43_227603 
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ES No 


CiusterlD 


SequenceName 


M00056433D:A09 


ES 184 


554398 


1792.E12.gz43_227747 


M00056433D:D08 


ES 184 


570928 


1792.E14.gz43_227779 


M00056434C:B01 


ES 184 


734287 


1792.F06.gz43_227652 


M00056435B.E06 


ES 184 


455972 


1792.F20.gz43_J227876 


M00056435C.D04 


ES 184 


492089 


1792.F22.gz43_227908 


M00056476C:E05 


ES 184 


725238 


1792.G10.gz43_227717 


M00056476D:H11 


ES 184 


647375 


1792.G16.gz43_227813 


M00056477A:B11 


ES 184 


736751 


1792.G17.gz43_227829 


M00056477C:G09 


ES 184 


725454 


1 792 .H 1 2 .gz43_22775 0 


M00056478C:H01 


ES 184 


725584 


1792.107.gz43_227671 


M00056478D:G02 


ES 184 


729584 


1792.112.gz43_227751 


M00056479C:E04 


ES 184 


645476 


1792.JO5.gz43_227640 


M00056480B:D06 


ES 184 


482461 


1792.K02.gz43_227593 


M00056481A:F02 


ES 184 


734646 


1792.K19.gz43_227865 


M00056482B.B11 


ES 184 


481594 


1792.L18.gz43_227850 


M00056482B.C09 


ES 184 


453713 


1792.L20.gz43_227882 


M00056482B:H02 


ES 184 


466795 


1792.L22.gz43_227914 










M00056483A:F10 


ES 185 


452618 


1792.M09.gz43_227707 


M00056483B:E04 


ES 185 


724183 


1792.M13.gz43__227771 


M00056483B:F04 


ES 185 


724390 


1792.M14.gz43_227787 


M00056483C:D06 


ES 185 


724183 


1792.M20.gz43_227883 


M00056483D:F06 


ES 185 


730282 


1792M24.gz43_227947 


M00056484B:E11 


ES 185 


725210 


1792.N12.gz43_227756 


M00056484D:D01 


ES 185 


675299 


1792.N18.gz43_227852 


M00056484D:G08 


ES 185 


650940 


1792.N21.gz43_2279O0 


M00056485B:D11 


ES 185 


451404 


1 792.O04.gz43_227629 


M00056486A:C12 


ES 185 


477296 


1792.016.gz43_227821 


M00056486B:G02 


ES 185 


553983 


1792.P01.gz43_227582 


M00056486C:F04 


ES 185 


717743 


1792.P05.gz43_227646 


M00056486D:A12 


ES 185 


725006 


1792.P07.gz43_227678 


M00056486D:F04 


ES 185 


727948 


1792.P10.gz43_227726 


M00056487A:C10 


ES 185 


471931 


1792.Pll.gz43_227742 


M00056487A:D01 


ES 185 


462687 


1792.P12.gz43_227758 


M00056487A:F05 


ES 185 


725348 


1792.P17.gz43_227838 


M00056487C:E03 


ES 185 


731820 


180LA04.gz43J227999 


M00056487C:E04 


ES 185 


449291 


1 80 1 , A05 .gz43_2280 1 5 


M00056488B:E04 


ES 185 


462266 


1801 .B03 .gz43_227984 


M00056488B:G10 


ES 185 


725434 


1801.B05.gz43_228016 


M00056488B:H04 


ES 185 


429191 


1801.B06.gz43_J228032 


M00056491B:B09 


ES 185 


733006 


1801.D01.gz43_227954 


M00056491B:E02 


ES 185 


447785 


1801.D02.gz43_227970 


M00056491B:G05 


ES 185 


472485 


1801.D04.gz43__228002 


M00056491B:G08 


ES 185 


446191 


1801.D05.gz43_228018 
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Table 13 



ClonelD 


"ETC TVT^ 


dusterii-i 


SequenceName 


IV /fAHAC C A A OH) .T~\ A/C 

M0u05o492B:DUo 


T7C 

bo 1<S3 




1QA1 X2C\A t>—.A1 nnOC\(W 

1 oU 1 .bU4.gz4 J_z2oUU3 


M00056495A:A07 


T7C IOC 

CO loo 


/1/fT/CCO 


1 oU 1 .UU3 .gz43_zz /y o9 


M00056495A:CU2 


lib Ioj 


4oUo9U 


1 ol) 1 .OU J .gz4 j_zzoUZ 1 


M00056496D.B 12 


r?c ic<: 
bo Ioj 


nil i c i 

/ O J i J I 


1 OA 1 TA 1 /vt/I'J / >'770^Q 

IoUI.IUI.gZ4j_ZZ lyZ>y 


M00056496D:Cj03 


X7C IOC 

bo Ioj 


04V2U2 


1 oU 1 .IU j .gZ43_zzoUz j 


* it r\r\r\ c s: a r\^j tr^ . t~\a c 

M00056497C.D05 


bo Ioj 


/J4zol 


loUl.JUl.gz4j_zz /you 


a vtaaac /i a r\ r i . i~? a i 

M0005 6497C :bl> 1 


bo Ioj 


CO'JTC'l 


IOAI im rr-»4^ 777Q7A 

lou 1. juz.gz4j_zz /y /o 


\ /TAAAC £LAC\HT\.f^ 1 1 1 

M0u056497D:CH j 


rio Ioj 


Ol lOU'f 


TO^ cr-yAI 7oan74 

loUl .JUJ.gZ4J__ZZoUZ4 


M0u05649oL):Cl>l 


CrO 10J 


c l 41 An 


1 oui .lvui .gZ4j__zz jyo I 


M0005 6499A: A04 


bo loj 


^CQC 1 

OjjyD 1 


1 oUl .JVUJ.gZ4j_ZZ lyyj 


X jTAAAC /T /I AA A . T"l 1 A 

M00056499A:B1U 


bo 1oj 


A A1(\(Y) 


ism vn^ rr«»d.^ 97°.n?s 

1 oU 1 .1Sl.U J .gZ4 J ZZoUZ J 


M00056500A:CjI2 


rrc io< 
bo 1oj 


zro CQC 1 


IoUl.ijUJ.gZ i TJ zzouzo 


ft/TAAAC^CAl O .1">AA 

M000565U1B:BU9 


17Q 1 oc 

to Ioj 


4 / 1Z jZ 


1801 IV^OI cr-yZl^ 777Q63 
1 OU 1 .iviu 1 .gZH J zz / y\jD 


M0005650 1 B:C07 


to Ioj 


/tens'? 
43 1 joj 


ifiHI \AC\1 citA'X 77707Q 
loUl .lVl\JZ.gZ4J__ZZ ly iy 


M00056503B:G11 


bo Ioj ! 


D4UI 10 


1 oU I .\Jw0.gZ4 J ZZOUHJ 


M00056504B:BO 1 


T?C IOC 

bo Ioj 


/ozjyo 


loui . J rU4.gZ4J ZZOv/l^t 


M00056504B:C03 


T?C IOC 

bo Ioj 


/JOOOJ 


xoUl ,l^UJ.gZ4J ^ZZOt/JU 


ft K l\t\t\C £ C £1 A .T TA/T 

M00056567A.H06 


T7C IOC 

bo Ioj 


/Z /41U 


181^ AH cstATK 77Q670 

i o u .a l J .gz4 j_zzyo / > 


M00056568C:D02 


T?C IOC 

bo 185 i 


/lc/ic^n 
4j4jOU 


cvAl 77Q^QA 
I o 1 J .D i 4.gZ4 J^ZZy D!^D 


M00056570A:D09 


r?c i o c I 

bo 185 


C/l QQAO 


1017 m rr-rA7 77Q87^ 
I o 1 j.L/ZZ -gZ4 j_zzy oZ J 


M00056572A:A04 


T^O IOC 

Eo 185 


/3ol94 


ion t^^AI 770^71 

loi j.bUD.gz4j_zzyj / 1 


M00056572C:E03 


T?C IOC 

Eo 185 


A CO 1 O/i 
450lOO 


ion 1717 /v-»A7 77Q977 

1 o 1 j .bzz .gZ4 o_J.ly oZ / 


M00056573C:B09 


rjc IOC 

Eo 185 


CC/1 CCT 


ton T7^A rr-»/17 77Q7Q^ 

lo l j.rzU.gZ4j_zzy /yo 


M00056576A:A04 


Eo 185 


1 341)43 


ioi1 UAC e*-*A1 77Q-^^C 

1 o 1 3 .riU j .gz4 J_zzy j J o 


M00056576A:E01 


T^O 1 OC 

ES 185 


475757 


1 o 1 1 t tap n ~A i mG£.n£. 
I o 1 3 .rluo .gz45_zzyouo 


M00056576C:G01 


T'C IOC 

ES 185 


C 1 ^ C A A 

513540 


ion T Tpn n ~A 1 000070 

Iol3.rlzz.gz43_zzyoJU 


M00056577A:F10 


T?C 1 O C 

Eo 185 


c no l a 


10 17 TA/i nrwAI 770^7^ 

lo i j.iuo.gz4J_zzyj / j 


■» IAnAC/"CT7A T"*AO 

M000565 77D:F08 


"CO IOC 

Eo 185 


/ JJ004 


ion T7A n-yA'X 77Q7QQ 

l o 1 j.izu.gz4J__zzy /yy 


M00056578A.B05 


r?o IOC 
bo 185 




1817 T77 n-yA'X 77Q871 

loi j.izz.gZ4J zzyoji 


M00056578D:A02 


TTC 1 OC 

bo 185 


/zyzoi 


1017 T1A rrTA7 77QAAA 
1 o 1 J.J AU.gZ4J_ZZy04U 


M000565 8 1 D: A08 


r?o toe 

Eo 185 


yi /r c A AC 

4o544o 


10 17 T 17 rrrrA7 770AQA 

1 o 1 j .1-/ 1 j ,gz4 j zzy oyu 


M00056583C:A05 


T7 C IOC 

bo 185 


CI 1 1 c 1 
51 135 1 


1017 \yf17 rtvAl 77Q^\Q1 

l o 1 j . ivl l j .gz4 j_zzy oy i 


M00056584C:A06 


rrc loc 
bo lo5 




1 81 7 "MIA mAI HQf\AA 
lo 1 J.iN lU.gZ4J /Z^OHt 


M00056585C:C08 


IOC 

bo lo5 


/Z /ZOU 


1 8 1 7 OA7 citA'X 770S07 
1 0 1 J .\J\j I .gz*+ J z.z,yjy 1 


ft iTAAAf /T O/Tl. A 1 A 

M00056586B:D10 


r?c ioc 
bo lo5 


A/L 1 

40 IU0Z 


1 8 1 7 fl74 o~rA7 7708A0 
1 0 1 J .V^ZH-gZ** J ZZ^oU7 


ft Jff\f\n Z S £ 1 TO . T7 A 

M0005663 lD:ru6 


CC 1 oc 
bo ioD 




181^A74»r47 77 1007 

L O l\J./\Z t T.gZ < Tj iJlW/ 


ft iAAAC^^TI/^.CAO 

M00056632C.b03 


CC IOC 

bo Ioj 


/ JO JZJ 


1 8 1 6 R70 t>747 9^0944 


M000S6612CH08 


ES 185 


726494 


1816.B22.gz43_230976 


M00056632D:E02 


ES 185 


727944 


1816.B24.gz43_231008 


M00056633D:E05 


ES 185 


726104 


1816C19.gz43_230929 


M00056634A:C06 


ES 185 


736778 


1816C21.gz43_230961 


M00056634A:G1 1 


ES 185 


726448 


1816.C23.gz43_230993 


M00056636C:H05 


ES 185 


482868 


1816.E19.gz43_230931 


M00056636D:F03 


ES 185 


559684 


1816E21.gz43_230963 
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Table 13 



doneijJ 


bb INO 


vJusterlD 


SequenceName 




cc l 9c 
Co lo-> 


/:/17oaq 
O^t /oUo 


1 9 1 A C7/1 ^~*A1 11 1 Al 1 
lolD.cZ4.gZ43_251Ul 1 


a aaaac/c/cio a .CA9 
MUUU5ooJyA.cU / 


CO 1 9* 
Cb LoJ 


OUUZJ.) 


ft-r/ii iinQAQ 
lo lo.\jr2U.gz4J__zJUy4y 


MuuU56o39A.r 1 1 


CO 1Q< 


4iy / i i 


loIo.Cj2Z.gz43_zJU9o 1 


AdTAAAC£/C20 A •uri 7 
MUUU5 do J V A.ri I Z 


cb 1oJ 


1 1 ^O/IQ 

Z 1 jZt+y 


lo io.vjZ3.gz43_zjuyy / 


a /taaac^/I/1 nr.rn 1 
M0U05664UCCU 1 


bb 185 




1 9 1 ^ U1 1 rr<»/l'J 0^AQ^#^ 

lo lo.rlZl.gZ4J_Zjvjyoo 


M0005 664 1 L : LrUy 


r?c ice 
CO 185 


mil'-) 

1 LI SSL 


1 9 1 A Tl O. rr-rAI 11(\Q1^ 

i o i o,i iy .gz4j_z-?uy jd 


M00056642D. CO J 


bb IOJ 


//Oolo 


191^L TOA 1 7'2AQ^7 
lolDJZU.gZ4J_ZJUy3Z 


TV Kf\f\f\C A A .IT) AO 

M00056644C :BUJ 


bb 185 


// /U /o 


1 9 1 V 1 O n-,A1 71(\d17 

Lo io.Jviy.gz4J_zjuyj / 


MUUU56645U.bU6 


bb 183 


/Z / iUo 


1 9 1 (s T 10 rr-yil'? 9*?n0^9 

is lo. l» iy.gz43__zjuyjo 


MUUU56o45D.bU8 


r?C 1 9C 

bb Ioj 


/Z / 1 1U 


19 1^ F 9fl arrdl 71C\Q^d 

lo 10,L.Z\J,gZ4j_ZJUyj4 


M00056645D:O0 1 


re 1 9 * 
lib 185 


/C^Q'TAA 
03V /UU 


19 1^ T 77 crvA.1 71Ci09tf\ 
lo 10.L»ZZ.gZ4j_ZjUyoO 


X jffAAAC _I A .1DA1 

M0U056o4oA.BD 1 


CC 19* 

bb 185 


/ D J J J J 


1 o 1 0.C-Z4.gZ4 j_ZJ> lUlo 


TV K f\f\r\ C /I £L A £L TA . T? A'} 

M00056646D:b03 


CO 

bb lOJ j 


71 A AQ*J 

/Z4Uo3 


lo io.JVizu.gz4j_zjuyj-> 


M00056646D:r(J7 


bb 10 J 


7'jc'JO') 

/ojjyz 


1 9 1 A AA77 cr-rAI 710Q511 
LO 10.lVlZZ.gZ4J_ZJijyo / 


TV Xt\(\f\C££. A1 A TCA^ 

M00056647A:r06 


CC 1 Q* 

bb Ioj 




191^ AA7A rtvAl H^0^Q 
lo 10.1VlZ4.gZ4j_ZJ iuiy 


A /ffAAAC_T _C A O A .TLTAC 

MUU056o48A:riU5 


CC IO< 

bb 185 




1 9 1 fx 1M1Q cttAI 71(\QA(\ 

loio.iN iy .gz4 3_z j uytvj 


x >ff aaac_t_i vi o\~y.i~* no 

M00U56648B:CU8 


CC 10* 

bb loo 


77/i c/:c 


1 0 1 0.INZU.gZ4 D_LJ\jyJO 


A/TAAAC/I/C/1 OTD -CAO 

MUUU5oo48B.bUy 


cc 19* 
CO 153 


1 DJJLL 


lo lO.lNZj.gZH-J^ZJ 


XjffAAAC-CiCC A A ."CAT 

M0UU566 5UA. bU 1 


CC 19* 

cb Ioj 


7 A7CO A 

ZU /JjU 


1 9 1 fx H90 nr^A'* 9^00S7 
lo 10.l M /Zv-/.gZ4J_Z j\jyj 1 


X if AA AC ^/^CAD.r 1 1 

M(J0(J5665UB.C 1 1 


CC 1 9* 

bb Ioj 


7771 7c 
/ Z / 1 / J 


1 9 1 fx c\n ct-rAi h\ nns 

lo lO.v/Z J .gZ4 j Zj iuuj 


X jTA A A r/T/Tf 1 O.T71 1 

M0005665 lB:bl2 


CC 1 

bb ioj 


71 1 

/ s lyoo 


i9i/; V7i nTAi 7i i nn/; 

lo 10.rZJ.gZ4j_^ZJ iUUO 


X K r\(\f\ C //C T» . T"7 A A 

M00056652B:b09 


CC 

bb Ioj 


77QQ1/C 

/LoyjO 


loZ0.A14.gZ4.J_Z.} IZj 1 


M00056653D:E07 


CO 1 QC 

bb 185 


A CI A AO 


1 Q7< 13 1 A niAl 9^Ti19 
15Z5.15iy.gZ4.5__Z-} ij 1Z 


M0005 665 3 D : F07 


CC IOC 

bb 185 


71 


1 9K "D7 1 1 77MAA 
1 oZ5 .X5Z 1 ,gZ4J_Z J 1 J44 


x r r\r\/\ c f f c \ a A 

M00056654A:A07 


"CC IOC 

Eb 185 


/jo415 


ionc Til A n -,A1 71\ "209 

loz5.cz4.gz4j_zj i jyz 


» M f\f~\r\ C S~ /* £ f A TP" A 1 

M00056656A.E01 


Eb 185 


777 1 AO 

/Z /IU8 


loZ5.L>zi.gz43_Z_5 l_54o 


M00056657A:F06 


CO IOC 

bb Ioj 


4 / / / IcS 


199^ PK r»T/l^ 9^19^7 
loZD.Cl0.gZ4j_ZJ 1ZO / 


M00056657C:B04 


T7 O IOC 

bb 185 


CC/f7t 7 

554/13 


107c C7A e**,A1 HMIi^ 
loZJ.cZU.gZ43_ZjlJ^ 1 


M00056658A:E1 1 


T7C IOC 

bb 185 


4o4y O / 


1 99*. CI A avAl 9^19^A 
loZD.r 14.gZ4J_Z-> 1ZJO 


M00056658B:C03 


T7C IOC 

Eb 185 




i 07c C1£ n-*A1 7119^9 
lozD.r 10.gZ4J__Z-> lZOo 


MG0056658C:B 12 


CC IOC 

bb 185 


4oJ /41 


197* C79 r,~rA 1 HMfxA 
loZD.rZZ.gZ4J__ZJ 1-504 


M00056660B:B06 


CC 1 OC 

bb 185 


040JU4 


1 99* Ml O rrrrAI 71 1 1 1 9 

loZO .Jrliy.gZ4j__Zo 1 J lo 


X fAAAC^^^AD./" 1 I T 

M00056660B:O12 


CC IOC 

bb 185 


C^7QO/l 

Dozyo4 


199*. H91 nvdl 9^1^*.H 
loZD.tlZl .gZ4J_Zo UjU 


M00056660C:A06 


CC 1 

bb 185 


1 Ly 1 SL 


1 99* 1-T99 nrrAI 9^1^^^ 
loZJ.rrZZ.gZ4j_ZJ 10OO 


X XAAAC /T /T T TX.T^V A/I 

M0005666 1 D:DU6 


CC 

bb 185 


AA7CY1A 
44 /U /4 


199*. T91 n-jAI 9^1^*.1 
1 oZJ.lZl.gZ4j_Z-) 1 J J 1 


X iff AAA C ££L£L"1 A DAO 

M00056663A.B02 


CC 19^ 

cb Ioj 




1 99*. T1A oT-fi 9^1979 


A >f AAA*/C/C/C2 A .UTAO 

MuUU5ooo3A.riUy 


CC 1 8^ 
cb Loj 


77QA7S 


1S9ST90a74^ 9111^6 


M00056664AF09 


ES 185 


537451 


1825 .K17.gz43_23 1289 


M00056664D.H06 


ES 185 


448104 


1825.L19.gz43_231322 


M00056665A:G08 


ES 185 


727343 


1825.L23.gz43_231386 


M00056666A:C04 


ES 185 


481592 


1 825 ,M14.gz43_23 1243 


M00056666A:D09 


ES 185 


| 726953 


1825.M16.gz43_231275 


M00056666A:D10 


ES 185 


650973 


1825 .M17.gz43_23 1291 


M00056667A:A12 


ES 185 


725607 


1825.N13.gz43_231228 
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CIonelD 


ES No 


CIusterlD 


S equenceName 


M00056667B:E04 


ES 185 


725381 


1825.N17.gz43_231292 


M00056667C:H01 


ES 185 


476477 


1 825 .N21.gz43_23 1356 


M00056667D.E05 


ES 185 


732351 


1 825 .N22.gz43_23 1 372 


M00056668D.E03 


ES 185 


735605 


1825.014.gz43_231245 


M00056669B:E10 


ES 185 


554597 


1825.O24.gz43_231405 


M00056670A:G02 


ES 185 


45934 


1825.P13.gz43_231230 


M00056670B:A12 


ES 185 


734184 


1825.P14.gz43_231246 


M00056670B:G05 


ES 185 


478458 


1825.P17.gz43_231294 


M00056672A:E05 


ES 185 


723914 


1826A13.gz43_231599 


M00056672D:B08 


ES 185 


726722 


1826.A21.gz43_231727 


M00056672D:E04 


ES 185 


546121 


1826.A23.gz43_231759 


M00056674D.E09 


ES 185 


734622 


1826.C14.gz43_231617 


M00056675A:C02 


ES 185 


446575 


1826.C18.gz43_231681 


M00056675A.G02 


ES 185 


513156 


1826.C23.gz43_231761 


M00056676B:G12 


ES 185 


641777 


1826.D16.gz43_231650 


M00056676C:B04 


ES 185 


725899 


1826.D18.gz43_231682 


M00056678A.B02 


ES 185 


482722 


1826.E13.gz43_231603 


M00056678A:H05 


ES 185 


43352 


1826.E16.gz43_231651 


M00056678BJE11 


ES 185 


734828 


1826.E17.gz43_231667 


M00056678B.H02 


ES 185 


736246 


^_ 1826.E20.gz43_231715 


M00056678B:H06 


ES 185 


725266 


1826.E21.gz43_231731 


M00056678C:A12 


ES 185 


730664 


1826.E22.gz43_231747 


M00056679C:F11 


ES 185 


736194 


1826.F22.gz43_231748 


M00056681A:E06 


ES 185 


729387 


1826.G22.gz43_231749 


M00056681B:A11 


ES 185 


728791 


1826.G24.gz43_231781 


M00056682A:F05 


ES 185 


447489 


1826.H17.gz43_231670 


M00056683B:H04 


ES 185 


645925 


1826.114.gz43_231623 


M00056683CH10 


ES 185 


644445 


1826.117.gz43_231671 


M00056683C:H11 


ES 185 


728659 


1826.118.gz43_231687 


M00056684B:B12 


ES 185 


559610 


1826.124 .gz43_23 1783 


M00056685A:H11 


ES 185 


517274 


1826.J17.gz43_231672 


M00056685B:G04 


ES 185 


473238 


1826.J20.gz43_231720 


M00056685CG07 


ES 185 


729205 


1826.J24.gz43_231784 


M00056686D:D07 


ES 185 


733789 


1826.K18.gz43_231689 


M00056686D:E04 


ES 185 


730829 


1826.K20.gz43_231721 


M00056689B:F03 


ES 185 


492094 


1826.M19.gz43_231707 


M00056689C:F05 


ES 185 


729413 


1826.M24.gz43_231787 


M00056692AA05 


ES 185 


492629 
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M00056719B:G04 


ES 186 


732770 


1828.Jll.gz43_232344 
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Lionel u 






SequenccName 


Mnnns67i 9C*rio 


FS 186 


486363 


1878 T18 ot4^ 7^74^6 


M000567 1 9PF06 


ES 186 


778303 


1878J19&743 737477 


Mnnns6770R / no5 

xVxUv/Y/JO / ZUlJ.i-rUJ 


FS 186 


730733 


1878 K06 0743 73776S 


M000S677 1 AC07 

JLYxUUU JO / Z. lrV.V^v / 


FS 186 


777749 


1878 K13 0743 737377 


M0005677 1 RT)03 

mUvUJv; / xxj .xJ\J-s 


FS 186 

i_>o 1 ou 


728002 


1828 K19o?43 737473 


mooo5677 i r-FOS 

1V1UUUJU / 1 . X_/\J-7 


ES 186 


732351 


1878 101 P743 237186 


M0005677 1 PH01 


FS 186 

j_>o low 


555763 


1878 L03 2743 732218 


\4onns677 1 nno 1 

lYlUUUJO I £. 1 LJ .UK) X 


FS 186 


734677 


18781 07 P743 737282 


M0005677 1 OF 1 2 


ES 186 


728178 


1828 L10 ez43 232330 


M00056772AF10 


ES 186 


598746 


1828 L13 ez43 232378 


M00056777AF08 


ES 186 


485899 


1828 L14 ez43 232394 


M00056777RF09 


ES 186 


732242 


1828L19ez43 232474 


M00056777CC09 


ES 186 


730627 


1828 M01 ez43 232187 


M00056777CD1 1 

1VXUUU JU f V> ^XJ X 1 


ES 186 


727878 


1828 M02 ez43 232203 


Monn56773r , *P09 

IVxuUUJO / ^JL'.VjU/ 


FS 186 

X OU 


462687 


1828N02az43 232204 


ivf nnn ^6 77 3 P-Fm 


FS 186 

C/O i OU 




1878 N05 0743 232757 

lOiO.lluJ.gtiT^J Z«-7Z.Z.»7^» 


\a nnn s 677 ^ p • on3 

lYlUUUJO / Z, Jv-'.VJv-) 


FS 186 

C/O 1 OU 




1878 N08 0743 737300 


\yTnnnS6774R-F1 1 

lYIUUuJO /Z*+X>.X>1. 1 


FS 186 


473640 


1878 N70 0743 232492 


iMnnns6774R-on3 

iYlUUUJO /ZH-D.VJUJ 


FS 186 


4471 50 


1878N77o743 232524 


iV/fnnns677AP t-ti i 
iviuuujo /^t.ni i 


FS 186 

XjlJ 1 OU 


776576 


1828 O05P743 232253 


IYlUUUJO / ZJAXvZ, 


FS 186 

LjO 1 OU 


778061 


1878 013 o743 232381 


\yf nnn ^ ^77 s p • a o ^ 

IYlUUUJO /ZJv^.rYUJ 


FS 186 

l_jkJ X OU 


777480 

1 L> 1^ OU 


1878 071 0743 732509 


\>innn^ 677 sp-fto6 
iviuuujo /ZJV/.nuo 


FS 186 

X_/l3 X OU 


778677 


1878 P03 0743 732222 


\jfnnn^6776A-Pi7 

1YIUUUJD /ZOA.V/lZ 


FS 1 86 

CO 1 OU 


735367 


1878P07o743 232286 


TVyfnnn^6776 a fax 


FS 1X6 
no iou 


4497 1 0 


1878 P08O743 737302 


\4 nnn ^ 677 6T* - wn6 

iVlUUUJU /ZuD.xTuO 


F^ 1 86 

Co XOO 


447634 


1878 P10o743 737334 


iVxUUUJO /ZoL/.JtSUj 


FS 1 86 
C/O loo 


697677 

07Z0Z, / 


1878 P17o743 737446 


\zfnnn^6776rYfinR 

iVlUUUJU / ZOU .OUo 


FS 1 86 

XZiO 1 OO 


509678 


1878 P71 0743 732510 


IVxUUUJO /*tOU.JJUO 


FS 186 

Co 1 OO 


779706 


1838 R03 0743 232976 


\>fnnn^6746TYFnQ 

IVlUuUJO /** oi^.iiuy 


FS 186 

Lj 1 OU 


458940 


1838 R05O743 233008 


MYinn56747TY A 03 


FS 186 

Ivij 1 OU 


579356 


1838 C01 ez43 232945 


\a nnn ^ 6 7 s or - hoi 

iviuuujo / juD.riu j 


FS 186 

CO I OU 


735464 


1838 E03ez43 232979 


Mnnns67S^AYr0i 

IVIUUUJO / J J/\.\JU 1 


FS 186 

CO 1 OU 


552613 


1838 G02 ez43 232965 


mooo56753RR09 

IVlUUUJU / J JJJ.XJU-7 


ES 186 


728936 


1838 G06 ez43 233029 


mooo56755R-fo7 

1YJ.UUUJU / JJIJ.IjU / 


ES 186 


728464 


1838 105 ez43 233015 


Mnnns67S6PT)06 

IVxUUUJO /JUV/.L/UU 


ES 186 


736035 


1838 J03 ez43 232984 


mooo56756CF i o 

IVxUUU JU / JUVy .Lilv 


ES 186 


646713 


1838J04.gz43 233000 


M00056758C:B08 


ES 186 


730178 


1838.K05.gz43_233017 


M00056759C:C04 


ES 186 


736210 


1838.L03.gz43_232986 


M00056762B:D06 


ES 186 


481614 


1838.N05.gz43_233020 


M00056763B:G04 


ES 186 


697527 


1 838.006 gz43_233037 


M00056764C:A02 


ES 186 


551693 


1838.P01.gz43_232958 


M00056766D:G09 


ES 186 


728454 


1839.A01.gz43_233327 


M00056767A:F02 


ES 186 


730858 


1839.A07.gz43_233423 
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I ClonelD 


ESNo 


ClusterlD 


SequenceName 


M00056767A:F12 


ES 186 


711325 


1839A08.gz43_233439 


M00056767B:C01 


ES 186 


727737 


1839All.gz43_233487 


M00056767B:G08 


ES 186 


736686 


1839A13.gz43_233519 


M00056767C:A09 


ES 186 


549801 


1839A14.gz43_233535 


M00056768A:C03 


ES 186 


730607 


1839A17.gz43_233583 


M00056768A.C10 


ES 186 


728487 


1839A18.gz43_233599 


M00056768B:F07 


ES 186 


730253 


1839.A21.gz43_233647 


M00056768DA09 


ES 186 


736773 


1839.B03.gz43_233360 


M00056769GC03 


ES 186 


504513 


1839.B09.gz43_233456 


M00056770CA07 


ES 186 


641968 


1839.B15.gz43_233552 


M00056771A:F03 


ES 186 


732345 


1839B23.gz43_233680 


M00056771B:F03 


ES 186 


552432 


1839.C06.gz43_233409 


M00056771C.G06 


ES 186 


640382 


1839.C13.gz43_233521 


M00056771D:D10 


ES 186 


726229 


1839.C18.gz43_233601 


M00056772A.C08 


ES 186 


691229 


1839.C22.gz43_233665 


M00056772A:D03 


ES 186 


726699 


1839.C23.gz43_233681 


M00056773AA04 


ES 186 


735071 


1839.D18.gz43_233602 


M00056773A-.C04 


ES 186 


735872 


1839.D21.gz43_233650 


M00056773A:G10 


ES 186 


727366 


1839.D22.gz43_233666 


M00056773B:G12 


ES 186 


711797 


1839.E03.gz43_233363 


M00056773C:C09 


ES 186 


510596 


1839.E05.gz43_233395 


M00056773C:F12 


ES 186 


135593 


1839.E08.gz43_233443 


M00056774B:G06 


ES 186 


726825 


1839.E19.gz43_233619 


M00056774C.G03 


ES 186 


728350 


1839.E22.gz43_233667 


M00056774D:B02 


ES 186 


631038 


1839E24.gz43_233699 


M00056774D:F06 


ES 186 


734724 


1839.F04.gz43_233380 


M00056775AA05 


ES 186 


727436 


1839.F05.gz43_233396 


M00056775B:H07 


ES 186 


477053 


1839.F12.gz43_233508 


M00056776A:G04 


ES 186 


728464 


1839.G06.gz43_233413 


M00056776D:B02 


ES 186 


523868 


1839.G18.gz43_233605 


M00056776D:H03 


ES 186 


642079 


1839.G22.gz43_233669 


M00056777AA03 


ES 186 


730029 


1839.G23.gz43_233685 


M00056777D:D04 


ES 186 


730484 


1839.H14.gz43_233542 


M00056778C:G08 


ES 186 


609459 


1839.H24.gz43_233702 


M00056780B-.E06 


ES 186 


724183 


1839.J04.gz43_233384 


M00056780B:H04 


ES 186 


493193 


1839.J09.gz43_233464 


M00056780C:H12 


ES 186 


647991 


1839.J14.gz43_233544 


M00056780D:G05 


ES 186 


727216 


1839.J19.gz43_233624 


M00056780D:H10 


ES 186 


724722 


1839.J22.gz43_233672 


M00056781AC05 


ES 186 


513156 


1839.J23.gz43_233688 


M00056781A:D02 


ES 186 


482788 


1839.J24.gz43_233704 


M00056781A:E06 


ES 186 


730505 


1839.K02.gz43_233353 


M00056781B:C03 


ES 186 


733744 


1839.K07.gz43_233433 


M00056781B.C05 


ES 186 


639178 


1839.K08.gz43_233449 
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ClonelD 


ES No 


ClusterlD 


S ftfii i f*n c pNa tyi p 


M00056781B:E01 


ES 186 


728133 


1839 K09 ez43 233465 


M00056781B:F05 


ES 186 


727005 


1839.K10.gz43 233481 


M00056782B.G05 


ES 186 


449010 


1839.L06.gz43 233418 


M00056782B:H11 


ES 186 


643522 


1839.L07.gz43 233434 


M00056782D:F02 


ES 186 


483549 


1839.L13.gz43 233530 


M00056782D:F08 


ES 186 


490393 


1839.L14.gz43 233546 


M00056782D:F10 


ES 186 


726261 


1839.L15.gz43 233562 










M00056783A:C08 


ES 187 


577305 


1839.L18.gz43 233610 


M00056783B:B01 


ES 187 


47461 


1839.L19.gz43 233626 


M00056783C.D01 


ES 187 


591449 


1839.M01.gz43_233339 


M00056783CE03 


ES 187 


730352 


1839.M04.gz43 233387 


M00056783DA02 


ES 187 


460023 


1839.M06.gz43 233419 


M00056783DB07 


ES 187 


556458 


1839.M07.gz43 233435 


M00056784BA01 


ES 187 


733891 


1839.M15.gz43_233563 


M00056784BC02 


ES 187 


730296 


1839 M16 ez43 233579 


M0005 6784B D06 

iviv/ vy vy *j vy t vy ~ i A-' vy vy 


ES 187 


733149 


1839.M17.gz43 233595 


M00056784CC06 


ES 187 


725784 


1839.M22.gz43 233675 


M00056784DC06 


ES 187 


675768 


1839.N0 l.gz43_233340 


M00056784DG 10 


ES 187 


726344 


1839.N03.gz43 233372 


M00056785AC12 


ES 187 


646688 


1839.N05.gz43 233404 


M0005 6785 A G06 

lVAVy V7 Vy— ' vy / <J — ' /i . VJ vy VJ 


ES 187 


228118 


1839.N07.gz43 233436 


M00056785BB07 

l t J. vy vy vy •/ vy / vj — ^ m—j . j— # v/ / 


ES 187 


730845 


1839.N12.gz43_233516 


M00056785C B09 

j, Tl vy vy \y vy / vy — 7 . a-j vy *s 


ES 187 


643968 


1839.N14.gz43 233548 


M00056785DC09 


ES 187 


550780 


1839.N19.gz43 233628 


M00056785DG07 

iY A Vy VJ \y ^y vy / OJiy.VJv/ / 


ES 187 


730592 


1839.N24.gz43 233708 


M00056786DA03 

i ▼ A\y w vy ^ vy i tj \j i^s . jt\.\j ~s 


ES 187 


730022 


1839.015.gz43_233565 


M00056787B C07 


ES 187 


577305 


1839.P01.gz43 233342 


M00056787CB04 


ES 187 


724383 


1839.P08.gz43 233454 


M00056787CG01 

lTlV/V/V/^ v / VJ / V> . VJ V/ X 


ES 187 


726384 


1839.P12.gz43 233518 


M00056788AD06 

1 ▼ v vy vy vy ^y vy / vj vj ^ v . vy vy 


ES 187 


606076 


1839.P21.gz43 233662 


M00056871CD05 

i ya vy vy vy — / \y u » ivy.-i/vy 


ES 187 


735801 


1852.A13.gz43 235742 


M00056873AH06 


ES 187 


735412 


1852.B17.gz43_235807 


M00056873BC09 

iya vy vy vy ~j \j vj / «y mj .v>vy ^ 


ES 187 


726408 


1852.B19.gz43_235839 


M00056874CD05 

1 ▼ A vy vy vy ^y vy vy / ■ . a*' vy — / 


ES 187 


730059 


1852.C19.gz43_235840 


M00056875DC04 

i y a vy vy vy -y vy vy / ji/.v/u^ 


ES 187 


729981 


1852.D16.gz43 235793 


M00056875DE09 

I ▼ A vy vy vy *y vy vj i «y iy,jjuy 


ES 187 


727602 


1852.D18.gz43_235825 


M00056875D:H12 


ES 187 


733040 


1852.D21.gz43_235873 


M00056876A:C08 


ES 187 


724187 


1852.D23.gz43_235905 


M00056876A:E02 


ES 187 


730152 


1852.D24.gz43_235921 


M00056876C:B02 


ES 187 


481641 


1852.E14.gz43_235762 


M00056876C:G10 


ES 187 


732837 


1852.E16.gz43_235794 


M00056877B:H09 


ES 187 


488349 


1852.F14.gz43_235763 


M00056877C:D11 


ES 187 


727975 


1852.F15.gz43_235779 
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ClonelD 


T?C XT^ 

No 


ClusterlD 


SequenceName 


M00056877L.G12 


jbb 18/ 


655327 


1 852.F 1 9gz43_235843 


M00056877G:H03 


bb 187 


730441 


1852.F20.gz43_235859 


M00056879A.D 12 


bb 18/ 


732752 


1852.G13.gz43_235748 


M00056879B:ril 1 


bb 18/ 


73U336 


1852.G24.gz43_235924 


M00056879D:D0 1 


hb 187 


472704 


1852.H13.gz43 235749 


M0005688 1 A:A10 


EC 1 07 

hb 187 


649299 


1852.113.gz43_235750 


A/AAAC^OO 1 A ./^AO 

M0005688 1 A:L02 


bo 18 / 


/35096 


1852.114.gz43 235766 


A/fAAA<^<?0 1 A .T-JYIO 

M0005688 1 A.riOZ 


bb 18/ 


639950 


lorn Tl/C ^.^/# 'j i^c^fiO 

1852.11 6. gz43 23 5 798 


M0005 o 8 8 1 B :G04 


re i 07 

bb 18/ 


/JUJ01 


1 852.122 .gz43 235 8y4 


M00056882B:bl2 


rr 1 on 

bb 18/ 


594434 


1852. J 14.gz43_2357o7 


M00056882D:A06 


bb 187 


471931 


tOC7 TOO ^„ /< -j OOCOO^ 

1 852J22.gz43_235895 


M00056883D:A07 


bo 18/ 


1 511 \Z 


1852.K15.gz43_235 /o4 


M00056883D:F07 


bo 187 


732872 


loro i/o 1 11COOA 

1 852. K21.gz43 235880 


M00056884C:H08 


bo 187 


550673 


1852.L14.gz43_235769 


M00056884C:H11 


bo 187 


472307 


IOC"* TIC /IO oocooc 

1852.L15.gz43_235785 


M00056884D:C07 


ES 187 


724517 


TOO T 1ZT _ /IO T5COA1 

1852.L16.gz43_235801 


M00056884DD06 


ES 187 


561396 


1852.L18.gz43235833 


M00056885A.D 12 


ES 187 


730106 


1852.L23.gz43_235913 


M00056885D:D01 


ES 187 


644843 


loci Ajrirf a~\ iocoio 

1852.M17.gz43_235818 


M00056886A;A09 


ES 187 


732872 


1852. M 19. gz43 235850 


M00056886A:C11 


ES 187 


735326 


1852.M21.gz43_235882 


M00056886B:B10 


ES 187 


650944 


1852.N13.gz43_235755 


M00056886B.C05 


ES 187 


735672 


ATI A A "9 OO C O"? 1 

1852.N14.gz43_JZ35771 


M00056886B:H02 


ES 187 


724223 


l852.Nl7.gz43_235819 


M00056886C:D02 


ES 187 


473512 


1852.N19.gz43_235851 


M00056886C:D11 


ES 187 


A C 1 1 O vl 

451184 


IOO \T1A ^_A*> OOCO^O 

1852.N20.gz43 235867 


M00056887A:E01 


ES 187 


729087 


IOCI XTOO A1 TIC AK 

1852.N23.gz43235915 


M00056887D:H01 


ES 187 


71 A1 AC 

730195 


1 OCO An O OOCQOA 

1852.U17.gz43 235820 


M0005 688 8 A:H04 


ES 187 


649030 


1 O CO AO /I /II OOCAOO 

1 852 . 024. gz43 235932 


A K f\f\C\C f GC\f\ A T"\/\C 

M0005 6890 A.D05 


Eo 187 


450963 


1861.A06.gz43_236014 


M00056891A:G11 


ES 187 


732315 


1 O^l A O A A "J OOZ^OAO 

1 86 1 . A24.gz43_23o3U2 


M00056891C:H08 


ES 187 


730393 


186 1 . B0 8. gz43 23 604 / 


M00056892B:C09 


bo 187 


4 /95 /Z 


1 86 1 .0 1 5.gz43_23o2U / 


M00056893B:G12 


T7C i on 

Eo 187 


724773 


18ol.C16.gz43_23ol /o 


M00056893C:A02 


ES 187 


728640 


1861. CI /.gz43_23o!92 


M00056895B:F12 


T7C" 1 OT 

ES 187 


727596 


10/1 tta-i ^w^/io Tj^tnn 
186 1 .b03 ,gz43_2359 /0 


M00056895C.E11 


Eo 187 


494393 


18ol.b0 / .gz43_z3o054 


iviuuu30oy ju.uu i 


CO 10/ 


/ ZJZJO 




M00056896A.C01 


ES 187 


735834 


1861.E18.gz43_236210 


M00056898C:B06 


ES 187 


676221 


1861.G10.gz43_236084 


M00056898D:D11 


ES 187 


730760 


1861.G17.gz43_236196 


M00056898D:H09 


ES 187 


729060 


1861.G20.gz43_236244 


M00056899A.A11 


ES 187 


732676 


1861.G22.gz43_236276 


M00056899B:D02 


ES 187 


732244 


1861.H04.gz43_235989 
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ClonelD 


ESNo 


ClusterlD 


SequenceName 


M00056899D:B06 


ES 187 


448368 


1861.H12.gz43_236117 


M00056900B:D01 


ES 187 


656667 


1861.H21.gz43_236261 


M00056900B:F07 


ES 187 


730296 


1861.H24.gz43_236309 


M00056900C:B12 


ES 187 


562345 


1861.104.gz43_235990 


M00056901B.C03 


ES 187 


730608 


1861.116.gz43_236182 


M00056902A:G12 


ES 187 


557525 


1861.J14.gz43_236151 


M00056902D:H09 


ES 187 


489001 


1861.K12.gz43_236120 


M00056903A:C08 


ES 187 


642897 


1861K16.gz43_236184 


M00056903A:F03 


ES 187 


733425 


1861.K18.gz43_236216 


M00056903B.D09 


ES 187 


453001 


1861.K24.gz43_236312 


M00056905A:H04 


ES 187 


732486 


1861.M12.gz43_236122 


M00056906D:D11 


ES 187 


639223 


1861.N10.gz43_236091 


M00056908B.D02 


ES 187 


548275 


1861.N16.gz43_236187 


M00056908D :A1 1 


ES 187 


725451 


1861.N24.gz43_236315 


M0OO56909B.E11 


ES 187 


648774 


1861Oll.gz43_236108 


M00056910A.G05 


ES 187 


551602 


1861P02.gz43_235965 


M00056910B:F01 


ES 187 


472226 


1861.P04.gz43_235997 


M00056911B:A01 


ES 187 


732653 


1861.P19.gz43_236237 


M00056934AA12 


ES 187 


729809 


1863A01.gz43_236702 


M00056934A.E07 


ES 187 


446820 


1863A03.gz43_236734 


M00056934C:C04 


ES 187 


492893 


1863A08.gz43_236814 


M00056934C:G09 


ES 187 


555478 


1863A10.gz43_236846 


M00056935A.C02 


ES 187 


731355 


1863A18.gz43_236974 


M00056935A.F04 


ES 187 


735484 


1863.A21.gz43_237022 


M00056935C:G08 


ES 187 


726825 


1863 Bll.gz43_236863 


M00056936C:C06 


ES 187 


524706 


1863.B24.gz43_237071 


M00056936C:E04 


ES 187 


730851 


1863.C01.gz43_236704 


M00056936C:F1 1 


ES 187 


77737 


1863.C02.gz43_236720 


M00056937C.H08 


ES 187 


485880 


1 863. C24.gz43_23 7072 


M00056938A.H09 


ES 187 


451624 


1863.D08.gz43_236817 


M00056938B:C06 


ES 187 


725638 


1863 Dll.gz43_236865 


M00056938B:C09 


ES 187 


733144 


1863 D12.gz43_236881 


M00056938B:H08 


ES 187 


731216 


1863.D15.gz43_236929 


M00056938C:F10 


ES 187 


735306 


1863.D20.gz43_237009 


M00056939A:C01 


ES 187 


734151 


1863.E03.gz43_236738 


M00056939B:E05 


ES 187 


642528 


1863.E12.gz43_236882 


M00056939B:E10 


ES 187 


735477 


1863 E13.gz43_236898 


M00056939D:B02 


ES 187 


171511 


1863.E21.gz43_237026 


M00056940B:B11 


ES 187 


732886 


1863.F12.gz43_236883 


M00056940B.G07 


ES 187 


730564 


1863.F14.gz43_236915 


M00056940C:E05 


ES 187 


730815 


1863.F17.gz43_236963 


M00056941B:B02 


ES 187 


616541 


1863.G10.gz43_236852 


M00056941B:G08 


ES 187 


730375 


1863 G18.gz43_236980 


M00056941C:F07 


ES 187 


732491 


1863.G21.gz43_237028 



780 



Table 13 



CloneTD 


ES No 


CMn«3terTT) 




M0005694 1 D A05 


ES 187 


730452 


1863 G24 ^743 937076 

A OVJ-J .VJ^.^.^Z.^-J 4* J 1 VJ / VJ 


M00056941DD07 

1YJ.VJ VJVJ^J \JJ*T A A-* . AJ VV / 


ES 187 


727596 


1863 H01 ez43 236709 

A OVJ-J .A AVJ A .gitJ £»J\J 1 \Js 


M0005694 1 D G05 

lVJi\JVJVJ-J VJ7*T 1 A-J - VJ \J -J 


ES 187 


456183 


1863 H03<yz43 236741 

A OVJ-J -A 1VJ-J .QCrU Z.-JVJ/*TA 


M0005694 1 DHO 1 

1VAV/ VJ \J -s U7"l 1S.M. AVI 


ES 187 


724162 


1863 H04a 7 43 236757 


M00056942BF04 


ES 187 


485183 


1863 H09 ez43 236837 


M00056942C- A 1 2 

XYAvJ VJ Vj_/ 7"/.V . Zl A X. 


ES 187 


724286 


1863 H12 ez43 236885 


M00056942CB 1 2 

1YAVJ VJVJ-J vj y^z* V> . AJ A z« 


ES 187 


731162 


1863 H14ez43 236917 

lUv/«/ •ill ~ .fS*t*T~J 4*mJ\J *S A. f 


MOOOS6942CC06 

1YI. vJVJ VJ.J VJ 7tZ. . VJVJ 


FS 187 

A->0 AO/ 


733151 


1863 H15&743 236933 


M00056947CF1 1 


ES 187 


732756 


1863 H17ez43 236965 


M00056942DD03 

1VAVJVJ VJ.J 7*T^, JL/ . .L^VJ J 


ES 187 


727517 


1863 H20 ez43 237013 


M000*>6Q47DT)07 

LVIV/VJ VJ_J VJ z*\J . 1/u f 


ES 187 


728076 


1863 H21 ez43 237029 


M00056947DD1 1 

IVluUV/J VJ .j't^A^' . J-J 1 A 


ES 187 


511351 


1863 H22ez43 237045 


M00056943AB04 

1 VAX/ V/ VJ -J VJ s J /a . U VJT" 


ES 187 


734629 


1863 103 ez43 236742 


M000S6943AF01 


ES 187 


729691 


1863 105 ez43 236774 


M00056943C" AO 1 


ES 187 


468015 


1863.I17.gz43 236966 


M00OS6943DB02 


ES 187 


729316 


1863 120 ez43 237014 


M00056943DH08 

lYxvJvJV/-J V/ y^UXJ .A AVJO 


ES 187 


731125 


1863 122 ez43 237046 


M00056944 A D09 

lYAVJvj VJ^ VJ .7 ^TT'.rv. U\J Zf 


ES 187 


733623 


1863.J03.gz43 236743 


M00056944B C02 

1YA V V/ VJ .J VJ J' TT 1 JEJ . V^VJxV 


ES 187 


448233 


1863 J04 ez43 236759 


M000S6944C R03 

1Y1.VJ VJ VJ u VJ ^tT 1 . J-J VJ-J 


ES 187 


735994 


1863 J12 ez43 236887 


MOOOS6944DA06 

IYaVJ VJ VJ ,J VJ ^ "-T*T . .n.vj VJ 


ES 187 


733081 


1863 J 17 ez43 236967 


M00056Q4S AR1 1 


ES 187 


651088 


1863 K04 ez43 236760 

X VJ VJ— » .XVv/T^ . A £*mJ\J 1 W 


Mono s 604 s A fo? 


FS 187 

LJ AO/ 


646314 


1863 K06 ez43 236792 

A UW . A^.V/VJ. ' VJ / ^ 


iv>tnons60dSP- a 1 1 

AVlUUUJO:7 t t , -JV^.J v VA 1 


FS 187 

A_>0 AO/ 


724401 


1863 Kl 2 0743 236888 


M000S6Q46AF07 
iviuvjvj jyjy^yjrx.r vj / 


FS 187 

ivO AO/ 


736293 


1863 L01 ez43 236713 


Moofl < 56Q46Ano6 

lYJLVJ VJ VJ J VJ Z7*T Vj-fY. \J VJ VJ 


FS 187 

JjU lO / 


638983 


1863 L02 ez43 236729 

X VJ VJ -J .IjU^. .KLtJ A* w» VJ f 


ivl W \J VJ J O ^ H- VJ v> . O VJ O 


FS 187 

AJO 1 O / 


552416 

«J — ' Z<*T A VJ 


1863 L08az43 236825 


A/I000S6Q46T)O0Q 

IVl vJ 17 U.J V/ ^ *T VJ J-/ . w VJ 


ES 187 


555484 


1863 L17ez43 236969 


lVlvJ\JvJ_)05' t r / /\.V_/\J-J 


FS 187 

AJ/O AO/ 


551441 


1863 T.70 t>743 237017 


MOOOS 60471^ R04 

IVaVJVJU JVJ-'T^ / V_/ .1J\J^ 


FS 187 

A_/0 AO/ 


736001 

/ >J VJVJVJ A 


1 863 M02 ez43 236730 


1V1vjvJvj^vj!7'+ / u.r Vjf 


FS 187 

A^O AO/ 


736349 


1 863 M 08 t?z43 236826 

A O VJ.-J . AVAVJO .c^Xii^«J X- -J VJ O x* VJ 


M0fi0S6Q4R A 'DOQ 

IVI VJ VJ VJ «J U " *T O t\. . 1-/ VJ j7 


FS 187 

IvJ AO/ 


736129 


1863 M 12 &z43 236890 


ivi u vj U _J vj "*T O A? . D VJ J 


FS 187 

J-slJj AO/ 


449061 


1863 M15 ez43 236938 


TV/fOOOS6048R*n04 

IYaVJVJVJ -JvJ-7*tOJ_> .IJ'VJ't 


ES 187 


600347 


1863 M17 ez43 236970 

A VJVJ— / .XT A A / .JjJ i ■ **mi \J S 1 \J 


MOOO i S6948RG05 

1V1 VJ VJ VJ _J VJ Z7 *T O AJ . VJ VJ ^J 


ES 187 


467803 


1863.M18.gz43 236986 


M000S6948BH06 

1YAVJVJVJ«J U7^01J.l AVJVJ 


ES 187 


490903 


1863.M19.gz43 237002 


M00056948CF03 

lYAvJVJ VJ .7 U7 tOV> . A V/-J 


ES 187 


733910 


1863.N01.gz43 236715 


M00056948D:A11 


ES 187 


733856 


1863.N03.gz43_236747 


M00056949A.A04 


ES 187 


500239 


1863.N05.gz43_236779 


M00056949D:D11 


ES 187 


461486 


1863.O02.gz43_236732 


M00056950A:F01 


ES 187 


685968 


1863.O08.gz43_236828 


M00056950A:H03 


ES 187 


410487 


1863.O10.gz43_236860 


M00056950B:F03 


ES 187 


560252 


1863.016.gz43_236956 


M00056950D.F12 


ES 187 


731196 


1863.P02.gz43_236733 
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ClonelD 


ES No 


a. TT*V 

ClusterlD 


SequenceName 


M00056950D:H09 


bo 18/ 


nnn a o a 

727480 


1863 .P03 .gz43_236749 


A;TAAA<.iCA< 1 D-DHX 

M0005o95 IB.BUO 


EC 1 QTT 
bO 18 / 


4oo44/ 


1863.Pll.gz43_236877 


\ yf AAAC/CA-C 1 D.1TAO 

M0005 695 1 D .r 09 




yf /| OA,!/ 

448U46 


1 863 .P 1 3 .gz43 236909 


lV/rAAA</CO< 1 - A A/t 

M000jo95 1CA04 


to lo / 


nn c q i o 
/ijolo 


1 863 . P 1 7 .gz43_23 6973 


M0005o953B:r05 


bo lo/ 




1864.B04.gz43_237135 


A /f AAAC. AC. A .f~*r\A 

M00056954L:C04 


fco lo/ 


556141 


1 864.C07.gz43_237 1 84 


M00056957B:r 10 


re 1 

bo lo/ 


^ CO AAA 


1 O^ A T7 1 O „ /l 1 T)T5^1 

1 864. E 1 8 .gz43_237362 


M00056959C:B 1 0 


T?0 1 0*7 

ES 187 


642781 


1 864. G12.gz43_ 237268 


M0005 696 1 C : C07 


T70 1 OT 

ES 187 


736197 


1864.103 .gz43_237 126 


X S f\f\f\ C f C\ /~ 1 TV /"< /A ^ 


T7C 1 0*7 

ES 187 


f~ f /'AHA 

656070 


1 864.109.gz43_237222 


■» K f\f\f\C f C\ £ n T"\ . T"T\ A 

M00056962D:F09 


t?C" i on 

ES 187 


736289 


1864.1 17. gz43 237350 


M00056968C:C06 


TTO 1 On 

bo 187 


T5 I AOA 

/31089 


18o4.M04.gz43_z3 /14o 


M00056969A:B07 


ES 187 


73 1 947 


1 O £1 A K 4 1 /I ~ /I") TITIAN 

1864.M14.gz43_237306 


M00056969A.G07 


bS 187 


a a on 1 o 

448 / 12 


1864.M16.gz43 2 5 /iio 


M00056975A:H1 1 


i on 

ES 187 


nnon a a 

728249 


1 873 .A 1 3 ,gz43_237662 


M00056975B:E04 


ES 187 


C A A A 

/3544U 


18 / 3.Alo.gz43_23 / /10 


M00056975C:F09 


ES 187 


477399 


1873.A18.gz43_237742 


M00056976C:F05 


"T"0 i on 

ES 187 


734561 


i o t> T»on An ^nnnnz. 

1 873 .B20.gz43_237775 


Tk IrtAAf /"ATI A /*IA1 

M00056977A:C02 


t?o i on 

ES 187 


733563 


1873.C04.gz43_237520 


M0005 6977 A:H 1 0 


ES 187 


482461 


1873.C 12.gz43_237648 


M00056977B:B06 


i~*c t on 

ES 187 


613029 


1873.C 13.gz43_237664 


M0005 6978 A: A03 


ES 187 


734936 


i oTi r\AO ^. An nnncoz 

1873.D08.gz43237585 


M00056978A:H04 


T7 C 1 o n 

ES 187 


T5 AAO A 

730089 


1873.D1 l.gz43_23 /o33 


-» /AAA? / ATOn O A1 

M00056978B:G02 


r7 o i on 

ES 187 


641658 


1873.D16.gz43 237/l J 










» iTAArtr/ATOA A A 1 

M00056978D:A0 1 


ES 188 


733778 


107-) |-»^> a a 0 ninoAi 
1 873. D24.gz43_23 7841 


M00056978D.B07 


T-> C> 1 OO 

ES 188 


735123 


1873.E02.gz43_237490 


M00056979B:D03 


T~» O 1 O O 

ES 188 


731607 


lOT5 TJAO ~ An iniO£ 

1 873. E08.gz43 237586 


M00056979B:E03 


r-> O 1 OO 

ES 188 


"Til 

725321 


1 873 .E09.gz43_23760z 


Tk f AAA? / A^An T*V 1 1 

M00056979C:Dll 


T""0 1 O O 

ES 188 


^ /I OAO -1 

648034 


1 OT1 1^ 1 O A-5 T57/CA 

1873.E12.gz43 237650 


M00056980A:H06 


ES 188 


732438 


1 873 .F04.gz43_237523 


M00056980D:E07 


ES 188 


727151 


1 onn n f\ a n nnnnna 

1 873. F20.gz43 237779 


M0005698 1D:H02 


TT* 1 OO 

ES 188 


732535 


iot5 \ a An nnn/iOA 

1873.G14.gz43_237684 


A jTAAAT /" AOITA T"> 1 O 

M00056982D:B12 


T7 O 1 OO 

ES 188 


Tl/i /111 

/2441 1 


tonn tja^> ^-.Ai nnnAC\n 
18/3.H02.gz43_zJ /49J 


M00056983D:C 12 


T7C 1 Q Q 

bo 188 


£f AA 1 A 

650919 


1 onn Tjio r*^,Al im/IO 

lo / J.rllo.gz43zo / /4y 


M00056985A:D06 


rc i oo 

bS 188 


/zyo2J 


lo /J.llz.gZ4J_ZJ /OJ4 


M00056985A:G07 


T7C 1 OO 

ES 188 


552254 


107? t 1 a ^„ai nn.nzQ/1 
18 /3.114.gz4i_zi /60D 




CO 1 OO 


J J /too 


TlX 076VK 7^77S0 


M00056985C:C06 


ES 188 


731453 


1873.120.gz43_237782 


M00056986A:E09 


ES 188 


732213 


1873.J06.gz43_237559 


M00056987A:C02 


ES 188 


731592 


1873J24.gz43_237847 


M00056987C:D08 


ES 188 


555423 


1873.K04.gz43_237528 


M00056987D:A09 


ES 188 


731302 


1873.K10.gz43_237624 


M00056988A:B09 


ES 188 


723895 


1873.K17.gz43_237736 
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ClonelD 


ES No 


ClusterlD 


S eni i 6n rpNatn p 

O VA-J Uvllvvl 1 Cu 1 


M00056988A.F06 


ES 188 


642649 


1873.K20.gz43 237784 


M00056988B:A06 


ES 188 


731358 


1873.K22.gz43_237816 


M00056988C:D05 


ES 188 


703978 


1873.L04.gz43_237529 


M00056988D:F05 


ES 188 


732113 


1873.L10.gz43_237625 


M00056989C:H09 


ES 188 


639934 


1873.M03.gz43_237514 


M00056989D:A07 


ES 188 


731476 


1873.M05.gz43_237546 


M00056989D:F07 


ES 188 


728013 


1873.M10.gz43_237626 


M00056989D:H1 1 j 


ES 188 


731317 


1873.M12.gz43_237658 


M00056990B:B03 


ES 188 


729795 


1 873 .M 1 8 .gz43_237754 


M00056990B:H07 


ES 188 


642288 


1873.M20.gz43__237786 


M00056990CE09 


ES 188 


735395 


1 8 73 .N02 .gz43_23 7499 


M00056990D:C11 


ES 188 


725825 


1873.N06.gz43_237563 


M00056991C:H11 


ES 188 


406931 


1873.N18.gz43_237755 


M00056992A:E01 j 


ES 188 


471883 


1873.N22.gz43_237819 


M00056993A:B02 


ES 188 


550973 


1873.O12.gz43_J237660 


M00056993A:B08 


ES 188 


731542 


1873.013.gz43_J237676 


M00056993D:C05 


ES 188 


662617 


1873.P02.gz43_237501 


M00056993D:F05 


ES 188 


732114 


1 873 .P05 .gz43_J237549 


M00056994B:H05 


ES 188 


736401 


1873.P18.gz43_237757 


M00056994C:B04 


ES 188 


572426 


1873.P20.gz43_237789 


M00056994CC01 


ES 188 


483676 


1873.P22.gz43_237821 


M00056995C.H06 


ES 188 


631251 


1874.A15.gz43_238078 


M00056995D:C11 


ES 188 


731686 


1874 AJ9.gz43_238 142 


M00056996D:A02 


ES 188 


731317 


1874.B08.gz43__237967 


M00056997A:H05 


ES 188 


550016 


1874.B18.gz43_238127 


M00056997B:C11 


ES 188 


559053 


1874.B20.gz43_238159 


M00056997D:B04 


ES 188 


737083 


1874.C06.gz43J237936 


M00056998C:B10 


ES 188 


456236 


1874.D0Lgz43_237857 


M00056998D:H08 


ES 188 


726408 


1874.D08.gz43J237969 


M00056999A:G12 


ES 188 


734708 


1874.D12.gz43_238033 


M00056999B:D07 


ES 188 


726696 


1874.D16.gz43_238097 


M00057000A:A05 


ES 188 


733932 


1874E03.gz43_237890 


M00057001D:F02 


ES 188 


448202 


1874.F16.gz43_238099 


M00057003D:F02 


ES 188 


734629 


1874.H16.gz43_238101 


M00057004B:D05 


ES 188 


497233 


1874.H21.gz43_238181 


M00057006A:G10 


ES 188 


730662 


1874J17.gz43_238119 


M00057007B:G02 


ES 188 


561993 


1874.K16.gz43_238104 


M00057007C:A06 


ES 188 


736413 


1874.K17.gz43_238120 


M00057009C:B02 


ES 188 


732792 


1874.N01.gz43_237867 


M00057011C:H03 


ES 188 


724810 


1874.P07.gz43_237965 


M00057011D:F12 


ES 188 


733836 


1874.P13.gz43_238061 


M00057012A:D12 


ES 188 


556637 


1874.P17.gz43_238125 


M00057012D:G03 


ES 188 


732441 


1875.A03.gz43_238270 


M00057012D:G04 


ES 188 


733571 


1875.A04.gz43_238286 
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ESNo 


ClusterlD 


SequenceName 


M00057013B:H07 


ES 188 


481581 


1875A10.gz43_238382 


M00057013C:E09 


ES 188 


726208 


1875A13.gz43_238430 


M00057013C:H01 


ES 188 


733756 


1875.A15.gz43_238462 


M00057013D.E03 


ES 188 


558132 


1875A17.gz43_238494 


M00057014A:B11 


ES 188 


512377 


1875A22.gz43_238574 


M00057014B:A02 


ES 188 


556019 


1875.B02.gz43_238255 


M00057014B:B01 


ES 188 


478448 


1875.B03.gz43_238271 


M00057014B:B06 


ES 188 


451351 


1 875. B04.gz43_23 8287 


M00057014C:C08 


ES 188 


728852 


1875.B07.gz43_238335 


M00057014C:E01 


ES 188 


733354 


1875 B12.gz43_238415 


M00057014C.E03 


ES 188 


730828 


1875.B13.gz43_238431 


M00057014D:E05 


ES 188 


619265 


1875.B19.gz43_238527 


M00057014D:G10 


ES 188 


733664 


1875.B22.gz43_238575 


M00057014D:H01 


ES 188 


557164 


1875.B23.gz43_238591 


M00Q57015A:E02 


ES 188 


732047 


1875.C05.gz43_238304 


M00057015A:G06 


ES 188 


487183 


1875.C07.gz43_238336 


M00057015A:H12 


ES 188 


732550 


1875.C10.gz43_238384 


M00057015B.E01 


ES 188 


484023 


1875.C15.gz43_238464 


M00057016A:B04 


ES 188 


734074 


1875.C21.gz43_238560 


M00057016A:G01 


ES 188 


494450 


1875.C23.gz43_238592 


M00057016BA09 


ES 188 


733723 


1875.D03.gz43_238273 


M00057016B:C01 


ES 188 


554620 


1875.D04.gz43_238289 


M00057016B:E06 


ES 188 


734392 


1875.D08.gz43_238353 


M00057016B.H08 


ES 188 


474009 


1875.D09.gz43_238369 


M00057016C.B05 


ES 188 


733970 


1 875 .Dll.gz43_23 8401 


M00057016C.E04 


ES 188 


731838 


1875.D14.gz43_238449 


M00057016C.E11 


ES 188 


689424 


1875.D15.gz43_238465 


M00057016D:B07 


ES 188 


703298 


1875.D17.gz43_238497 


M00057016D.H03 


ES 188 


640904 


1875.D22.gz43_238577 


M00057017A:A07 


ES 188 


452065 


!875.D23.gz43_238593 


M00057017A:F11 


ES 188 


570573 


1875.E04.gz43_238290 


M00057017AG04 


ES 188 


538582 


1875.E06.gz43_238322 


M00057017C:E03 


ES 188 


559096 


1875.E15.gz43_238466 


M00057018A:C05 


ES 188 


734177 


1875.E21.gz43_238562 


M00057018C-.F02 


ES 188 


732119 


1875E02.gz43_238259 


M00057018D.B10 


ES 188 


734091 


. 1875.F05.gz43_238307 


M00057018D:E05 


ES 188 


557896 


1875.F08.gz43_238355 


M00057019A:G04 


ES 188 


626791 


1875.F12.gz43_238419 


M00057019C.C08 


ES 188 


455148 


1875.F15.gz43_238467 


M00057019C.E03 


ES 188 


558134 


1875.F16.gz43_238483 


M00057019D:C02 


ES 188 


649074 


1 875 .F19.gz43_23 8531 


M00057020A:F09 


ES 188 


639427 


1875.F23.gz43_238595 


M00057020D:A05 


ES 188 


483919 


1875.G07.gz43_238340 


M00057021B:B07 


ES 188 


477797 


1875.G18.gz43_238516 
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M00057021D:F10 


ES 188 


212768 


1875.G24.gz43_238612 


M00057022B:A04 


ES 188 


729731 


1875.H09.gz43_238373 


M00057022B:F03 


ES 188 


639629 


1875.Hll.gz43_238405 


M00057022B.H04 


ES 188 


559699 


1875.H12.gz43_238421 


M00057022C.D12 


ES 188 


726476 


1 875 .H14.gz43_23 8453 


M00057022D:E10 


ES 188 


554693 


1875.H23.gz43_238597 


M00057023A:H09 


ES 188 


726173 


1875.103.gz43_238278 


M00057023D:D05 


ES 188 


390968 


1875.113.gz43_238438 


M00057023D:D08 


ES 188 


466920 


1875.114.gz43_238454 


M00057023D:E11 


ES 188 


616985 


1875.115.gz43_238470 


M00057024A:D08 


ES 188 


727761 


1875.121.gz43_238566 


M00057024B:A03 


ES 188 


735021 


1875.123.gz43_238598 


M00057024BA1 1 


ES 188 


726044 


1875.124.gz43_238614 


M00057024B:F07 


ES 188 


733625 


1875.J01.gz43_238247 


M00057024CA01 


ES 188 


670124 


1 875. J04.gz43_23 8295 


M00057024C:G08 


ES 188 


551485 


1875.J06.gz43_238327 


M00057024D.D12 


ES 188 


735396 


1875J10.gz43_238391 


M00057024D:H1 1 


ES 188 


728797 


1875.J15.gz43_238471 


M00057025CA08 


ES 188 


724296 


1875.K02.gz43_238264 


M00057025C:D11 


ES 188 


655312 


1875.K04.gz43_238296 


M00057026C:H11 


ES 188 


733673 


1875.K21.gz43_238568 


M00057026DA05 


ES 188 


732598 


1 875 .K23 .gz43_23 8600 


M00057027B:B11 


ES 188 


651049 


1 875 .L07.gz43_23 8345 


M00057027B.E04 


ES 188 


89082 


1875.L08.gz43__238361 


M00057027B:F06 


ES 188 


731577 


1875X1 Lgz43_238409 


M00057027DA12 


ES 188 


432159 


1875.L18.gz43_238521 


M00057027D:D07 


ES 188 


733209 


1875.L21,gz43_238569 


M00057027D:G03 


ES 188 


728791 


1875.L24.gz43__238617 


M00057028B:B11 


ES 188 


730296 


1875.Mll.gz43_238410 


M00057028D:D09 


ES 188 


554080 


1875.M19.gz43__238538 


M00057029A:C08 


ES 188 


495241 


1875.M23.gz43_238602 


M00057029B.G10 


ES 188 


735412 


1875.N07.gz43_238347 


M00057029DA06 


ES 188 


732712 


1875.N14.gz43_238459 


M00057029D:F01 


ES 188 


733479 


' 1875.N15.gz43_238475 


M00057030B:B03 


ES 188 


425203 


1875.N22.gz43_238587 


M00057030B:F01 


ES 188 


735989 


1 875 .N23 ,gz43_238603 


M00057030CA05 


ES 188 


562769 


1875.N24.gz43_238619 


M00057030C:B03 


ES 188 


461486 


J 875 .00 1 .gz43_238252 


M00057031A:G09 


ES 188 


594013 


1875.012.gz43_238428 


M0005703 1 A.H02 


ES 188 


471522 


1 875 .0 1 3.gz4 J_z3o444 


M00057031BA01 


ES 188 


561338 


1875.O14.gz43_238460 


M00057032A:C01 


ES 188 


512863 


1875.P08.gz43_238365 


M00057032A:F12 


ES 188 


642693 


1875.P10.gz43_238397 


M00057032DA04 


ES 188 


736385 


1875.P18.gz43_238525 
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ClusterlD 
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M00057033A:D08 


ES 188 


479208 


1875.P24.gz43_238621 


M00057033C:B03 


ES 188 


468296 


1876.A08.gz43_238734 


M00057033D:F10 


ES 188 


456469 


1876.A16.gz43_238862 


M00057034B:B01 


ES 188 


735972 


1876.A23.gz43_238974 


M00057034C:A11 


ES 188 


735221 


1876.A24.gz43_238990 


M00057034C:G12 


ES 188 


736385 


1876.B05.gz43_238687 


M0O057O35C:E10 


ES 188 


452833 


1876.C03.gz43_238656 


M00057036A:C07 


ES 188 


557967 


1876.C14.gz43_238832 


M00057036B:G08 


ES 188 


483959 


1876G18.gz43_238896 


M00057036D:B01 


ES 188 


729813 


1876C24.gz43_238992 


M00057036D:E09 


ES 188 


554734 


1876.D06.gz43_238705 


M00057037D:E08 


ES 188 


727411 


1876.D24.gz43_238993 


M00057038A:H07 


ES 188 


473026 


1876.E04.gz43_238674 


M00057038C:B06 


ES 188 


728353 


1876.E07.gz43_238722 


M00057038C:G08 


ES 188 


454819 


1876.E09.gz43_238754 


M00057038D:A12 


ES 188 


735815 


1876.Ell.gz43_238786 


M00057040B:F01 


ES 188 


483101 


1876.F12.gz43_238803 


M00057040D:H04 


ES 188 


736855 


1876.F18.gz43_238899 


M00057041D:B11 


ES 188 


546632 


1876.G12.gz43_238804 


M00057041D:C08 


ES 188 


492627 


1876.G13.gz43_238820 


M00057042B.A10 


ES 188 


727321 


1876.G22.gz43_238964 


M00057042D:E06 


ES 188 


736881 


1876.H06.gz43_238709 


M00057042D:G02 


ES 188 


733772 


1876.H08.gz43_238741 


M00057043A:G07 


ES 188 


732315 


1876.H12.gz43_238805 


M00057043C:HI1 


ES 188 


638857 


1876.H22.gz43_238965 


M00057044C:B05 


ES 188 


735871 


1876.116.gz43_238870 


M00057045A:C04 


ES 188 


734466 


1876.J05.gz43_238695 


M00057045D:D08 


ES 188 


645803 


1876.J20.gz43_238935 


M00057046A:F02 


ES 188 


732159 


1876.K03.gz43_238664 


M00057046A:G05 


ES 188 


668731 


1876.K05.gz43_238696 


M00057046C:E05 


ES 188 


732042 


1876.K14.gz43_238840 


M00057047C:C07 


ES 188 


725024 


1876.Lll.gz43_238793 


M00057047D:E01 


ES 188 


643933 


1876.L20.gz43_238937 


M00057047D-.H04 


ES 188 


735054 


1876.L23.gz43_238985 


M00057048C:E04 


ES 188 


481293 


1876.M10.gz43_238778 


M00057048C:H1 1 


ES 188 


558573 


1876.M12.gz43_238810 


M00057048D:H10 


ES 188 


732562 


1876.M20.gz43_238938 


M00057049D:F12 


ES 188 


732246 


1876.N07.gz43_238731 


M00057050B:F06 


ES 188 


737087 


1876.N14.gz43_238843 


M00057051B:E09 


ES 188 


466920 


1876.O06.gz43_238716 


M00057051D.F07 


ES 188 


732242 


1876.023.gz43_238988 










M00057052D:A07 


ES 189 


708175 


1876.P18.gz43_238909 


M00057053A:A02 


ES 189 


645262 


1885.A03.gz43_239038 
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FS Nn 


v^iusxerii,/ 


SequenceName 


M00057051AO1 1 


ES 189 


4466 1 6 

*t*t\7V7 I \J 




M00057051CBIO 


ES 189 




1885 A 17 o*rA1 7701 R7 


M00057051CG04 


ES 189 




1885 A 15 fr-741 7707in 


M000570510001 

iViv/V/v/-/ / V/ J JJL/.J-/V/ 1 


FS 189 

I—i\J 1 U7 


677760 


1885 A16fT«7-41 710746 


M00057054AR1 2 


ES 189 


729^0? 


1885 A18a741 71097R 


M00057054AO0 1 

1VX\7VV/J / VJ*T.TY. U \J 1 


ES 189 


7161 1 1 


1885 A10ctt41 710704 

100J.A17.gitJ iJ^i/t 


M00057055RO07 


FS 189 

l_/kJ 11)7 


776180 


1885 R16ot41 710747 


M00057055R Fl 0 


FS 189 


710479 

/ J V7*T / 


1885 R17&741 710961 


M00057055BF05 


ES 189 


567005 


1885 R19&741 919995 


M00057055CF01 


FS 189 


729981 


1885 P09 ^741 919094 


M00057055CH07 


FS 189 


728445 


1885 T06o741 919088 


M00057055OO1 1 


FS 189 


775991 


1885 C07P741 919104 


M00057055OF05 


FS 189 


711417 


1885 C08a741 919190 

1 O O J . V V O , HiT J ZrJ7i.ZV7 


M00057056RP06 


FS 189 


114501 


1885 ri6a741 919948 


Mr>no57056R-oo5 


FS 18Q 


455884 


1885 ri7<7741 919964 

lOOJ.V/l f .gZHJ < Z.«7JTZ.vJ i T 


\>fnnfK7n^6R-oi i 


FS 1 80 

CjO 1 0:7 


73 i r^o 


1RR^ P1R cr-741 930980 

lOOJ.V/ lO.gZtJ ZJ7ZOU 


iv/rnnn^70S6R-F00 


FS 18Q 


715471 

/ J«7*+^ J 


1885 no ot41 910906 


\/rnno^7o<;6RFo i 


FS 18Q 


715471 


18R5 r*71 0741 71Q198 

iOOJ.L'Zl.gZ'TJ ZJ7JZ0 


IVIUUUJ /UjOL>.VJUj 


FS 18Q 

-CO 107 


714741 


18R5 FI07 o^41 710075 

ldOJ.l/UZ.gZ'tJ Z.Ji*UZ«7 


1V1UUIO /VDOiJ.r L l 


FS 180 


717771 


18RSF>06o741 910080 


iVIUUUJ /UJ //\.\jrv/l 


FS 180 
jdo ioy 


654791 
OJH / Zj 


1885 O10O741 910151 


\/fooo57057RF06 


FS 189 

Efij 1 Oy 


499500 


1885 fl11o741 919901 


lV/f fififK 7H^ 7R • T707 


FS 180 

CO 1 07 


4710R7 


1RR5ni4o747 910917 


\ifnnn^7n^7Rrin^ 


PS 1 RO 


71611 R 


1885 015 0741 910711 


A/fnnrK70^arvFnQ 


PS 1X0 


647477 


1 885 F06 rr-741 910000 

1 OOJ.XlUO.gZT'-? -iJ^VJ'^W 


iv/rnnn <s in ^ o. v% - Cif\si 

XVIUUUj /UDaU.yjKJo 


F<1 180 

CO 107 


451711 


1R85F07&-741 910106 


A^nnn^7n^o a *ro4 


FS 1 80 

CO 107 


71 1440 


1885 F10cr741 919154 


lv/rnnfK 70 ^ gr • phi 


FS 180 

JDO 107 


507549 
jy i j*tz 


1885 F15o741 910914 


\/rnoo^70SOP- A04 


FS 180 

IZilj 107 


614455 


1885 F16o741 919950 

lOOJ.IjlU.gAT'J £,JjrZ*~J\J 


mooo^osqpf i n 


FS 180 


507 1 68 


1885 F10o741 910908 


lvT000S7n5QP-1407 


FS 189 

IZnJ I 07 


690469 

LIZ, UtUZ 


1885 F90O741 919114 


A/ioon57osoo- aoo 


FS 189 


476947 


1885 F91 0741 919110 


A/f 000 5 70 ^ on-Hno 


FS 189 

IjJ 107 


715999 


1885 F09a741 219027 

1 OOJ ,JT V7Z..gZi*+ J iJ7ui/ 


lV/rnnns 7060 a ■ c i n 


FS 1 80 

SZiCt 1 07 


471747 


1885 F04 0741 719059 


Mnno^7n60R-oo7 


FS 180 

C/O 107 


557641 


1885 F00o741 919119 
iooj.ru7 .gi"j 


ivtooo^7060R-F06 


FS 189 

E/O 107 


440471 


1885 F10a 7 41 919155 


7VyfOn0^7n60P-005 


FS 189 
no i oy 


711 844 


1885 F16&741 919251 


iwrnoo^nAoo-POO 


FS 189 


450551 


1885 F20&741 219315 


M00057061A:F09 


ES 189 


735216 


1885.F24.gz43_239379 


M00057061A:H10 


ES 189 


641848 


1885.G01.gz43_239012 


M00057061B.F01 


ES 189 


449015 


1885.G02.gz43_239028 


M00057061B:F05 


ES 189 


594013 


1885.G03.gz43_239044 


M00057061B:H02 


ES 189 


733573 


1885.G04.gz43_239060 


M00057061C:D04 


ES 189 


595506 


1885.G06.gz43_239092 
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ClonelD 


ESNo 


ClusterlD 


SequenceName 


M00057061D:D03 


ES 189 


736156 


1885.G09.gz43 239140 


M00057061D:F05 


ES 189 


452623 


1885.G10.gz43 239156 


M00057062B.H04 


ES 189 


447075 


1885.G22.gz43_239348 


M00057062D-.D04 


ES 189 


723853 


1885.H01.gz43_239013 


M00057063A:C08 


ES 189 


728884 


1885.H07.gz43_239109 


M00057063B:F06 


ES 189 


736285 


1885.H14.gz43_239221 


M00057063C:C04 


ES 189 


736023 


1885.H17.gz43_239269 


M00057064B:H10 


ES 189 


481366 


1885. 104 .gz43_239062 


M00057064C:F11 


ES 189 


541793 


1885. 107.gz43_239 110 


M00057064D:C09 


ES 189 


402180 


1885.110.gz43_239158 


M00057064D:G09 


ES 189 


729717 


1885.112.gz43_239190 


M00057065B:D12 


ES 189 


723919 


1885.119.gz43_239302 


M00057065C.B07 


ES 189 


420958 


1885.121.gz43_239334 


M00057066A.A09 


ES 189 


422242 


1885.J13.gz43_239207 


M00057066B:A04 


ES 189 


727130 


1885.J20.gz43_239319 


M00057066C.B02 


ES 189 


572273 


1885.J24.gz43_239383 


M00057066D:B03 


ES 189 


558549 


1885.K03.gz43_239048 


M00057066D:E01 


ES 189 


627515 


1885.K06.gz43_239096 


M00057067B:C11 


ES 189 


550637 


1885.Kll.gz43_239176 


M00057067B:H04 


ES 189 


449996 


1885.K15.gz43_239240 


M00057067C:D04 


ES 189 


736146 


1885.K17.gz43_239272 


M00057067C:H09 


ES 189 


730128 


1885 K19.gz43_239304 


M00057067D:F03 


ES 189 


472704 


1885.K23.gz43_239368 


M00057067D-.H06 


ES 189 


726699 


1885.L02.gz43_239033 


M00057068AC10 


ES 189 


736093 


1885.L03.gz43_239049 


M00057068A:E07 


ES 189 


73846 


1885.L04.gz43_239065 


M00057068A:F05 


ES 189 


559656 


1885.L05.gz43_239081 


M00057068AF07 


ES 189 


730528 


1885.L06.gz43_239097 


M00057068A-.G05 


ES 189 


736415 


1885 L08.gz43_239129 


M00057068D.B03 


ES 189 


724773 


1885.L20.gz43_239321 


M00057068D-.C09 


ES 189 


455248 


1885.L22.gz43_239353 


M00057068D.E05 


ES 189 


736210 


1885.L24.gz43_239385 


M00057068D:F04 


ES 189 


554854 


1885.M01.gz43_239018 


M00057069A-.F09 


ES 189 


560581 


1885.M09.gz43_239146 


M00057069A.H08 


ES 189 


732072 


1885.M10.gz43_239162 


M00057069BA08 


ES 189 


453508 


1885.Mll.gz43_239178 


M00057069B:D07 


ES 189 


656268 


1885.M13.gz43_239210 


M00057069B:E07 


ES 189 


465470 


1885.M15.gz43_239242 


M00057069D.-H09 


ES 189 


730697 


1885.N02.gz43_239035 


M00057070A-.B07 


ES 189 


556385 


1885.N04.gz43_239067 


M00057070C:H10 


ES 189 


706245 


1885.N18.gz43_239291 


M00057070D.B08 


ES 189 


735028 


1885.N20.gz43_239323 


M00057070D:G03 


ES 189 


649349 


1885.N23.gz43_239371 


M00057071AA10 


ES 189 


731262 


1 885.00 l.gz43_239020 
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ESNo 
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M00057071A:B04 


ES 189 


624133 


1885.O02.gz43_239036 


M00057071C:G10 


ES 189 


469852 


1885.015.gz43_239244 


M00057071D:E01 


ES 189 


447758 


1885.O21.gz43_239340 


M00057071D:G01 


ES 189 


732351 


1885.022.gz43_239356 


M00057072A:C06 


ES 189 


456530 


1885.P02.gz43_239037 


M00057072A.G04 


ES 189 


448727 


1885.P04.gz43_239069 


M00057072B:E02 


ES 189 


422687 


1885.P08.gz43_239133 


M00057072C.A03 


ES 189 


452224 


1885.P10.gz43_239165 


M00057072CA09 


ES 189 


735283 


1885.P12.gz43_239197 


M00057072C:C02 


ES 189 


734787 


1885.P14.gz43_239229 


M00057072C:H01 


ES 189 


631526 


1885.P18.gz43_239293 


M00057073A:B12 


ES 189 


620159 


1885.P22.gz43_239357 


M00057073D-.H05 


ES 189 


732487 


1886A18.gz43_239662 


M00057077AA07 


ES 189 


630291 


1886.C24.gz43_239760 


M00057077B-.B06 


ES 189 


639629 


!886.D03.gz43_239425 


M00057077B:D02 


ES 189 


726786 


1886.D06.gz43_239473 


M00057078A.E06 


ES 189 


450563 


1886.D19.gz43_239681 


M00057079A:F05 


ES 189 


556212 


1886.E23.gz43_239746 


M00057082C:G03 


ES 189 


368965 


1886.H07.gz43_239493 


M00057087BA07 


ES 189 


733910 


1 886.L03 .gz43_239433 


M00057087B.G10 


ES 189 


727461 


1 886.L05 .gz43_239465 


M00057087D:B04 


ES 189 


734059 


1886X13.gz43_239593 


M00057088B:E02 


ES 189 


731358 


1886.M02.gz43_239418 


M00057089B-.D01 


ES 189 


538582 


1886.M20.gz43_239706 


M00057089D.E03 


ES 189 


731966 


1886.M24.gz43_239770 


M00057090A-.B02 


ES 189 


473588 


1886.N04.gz43_239451 


M00057090A:C03 


ES 189 


727407 


1886.N05.gz43_239467 


M00057091D:F11 


ES 189 


732131 


1886.O22.gz43_239740 


M00057092A:H02 


ES 189 


729446 


1886.P06.gz43_239485 


M00057092CA05 


ES 189 


419465 


1886.P15.gz43_239629 


M00057092C:B10 


ES 189 


729792 


1886.P16.gz43_239645 


M00057093CA02 


ES 189 


553898 


1887A08.gz43_239903 


M00057093C:E01 


ES 189 


736634 


1887All.gz43_239951 


M00057093DA11 


ES 189 


557606 


1887A17.gz43_240047 


M00057094B:D07 


ES 189 


533689 


1887B05.gz43_239856 


M00057095A:F11 


ES 189 


735113 


1887B21.gz43_240112 


M00057095B.G03 


ES 189 


732873 


1887.C02.gz43_239809 


M00057096B:C05 


ES 189 


477387 


1887.C20.gz43_240097 


M00057096B-.E06 


ES 189 


730697 


1887.C23.gz43_240145 


M00057096C:B08 


ES 189 


731477 


1 887.D04.gz43_239842 


M00057096D:H05 


ES 189 


457842 


1887.Dll.gz43_239954 


M00057097B.E02 


ES 189 


729222 


1887D20.gz43_240098 


M00057098AA04 


ES 189 


! 560885 


1887.Ell.gz43_239955 


M00057099A:C04 


ES 189 


644354 


1887.F09.gz43_239924 
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M00057099A:H12 


ES 189 


645139 


1887 F10 ez43 239940 


M00057099B:A06 


ES 189 


654475 


1887.Fll.gz43 239956 


M00057099B.D02 


ES 189 


733148 


1887.F15.gz43 240020 


M00057099B:H11 


ES 189 


630655 


1 887 .F 1 8 .gz43_240068 


M00057099C:A06 


ES 189 


733972 


1887.F20.gz43 240100 


M00057099D:D11 


ES 189 


732550 


1 887.G02.gz43_2398 1 3 


M00057100C.F02 


ES 189 


735584 


1887.G18.gz43 240069 


M00057100C:F03 


ES 189 


559361 


1887.G19.gz43_240085 


M00057100D:B06 


ES 189 


736409 


1887.H02.gz43_239814 


M00057100D:E09 


ES 189 


735515 


1887.H05.gz43_239862 


M00057102A:F12 


ES 189 


485441 


1887.104.gz43_239847 


M00057102B:E12 


ES 189 


543772 


1887.112.gz43_239975 


M00057102D:C11 


ES 189 


452276 


1 887.11 7.gz43_240055 


M00057103A:F11 


ES 189 


650920 


1 887.12 l.gz43 240119 


M00057103A:G01 


ES 189 


737031 


1887.122.gz43_240135 


M00057104A:H06 


ES 189 


448325 


1887.J19.gz43_240088 


M00057104D.A02 


ES 189 


731697 


1887.K09.gz43_239929 


M00057105C:C06 


ES 189 


516799 


1887.L07.gz43_239898 


M00057105C:G02 


ES 189 


734344 


1887.L12.gz43_239978 


M00057105D:C10 


ES 189 


733209 


1 887 .L 1 4 .gz43_2400 1 0 


M00057106A:H04 


ES 189 


678846 


1887.M06.gz43_239883 


M00057108B:A12 


ES 189 


693869 


1887.N12.gz43_239980 


M00057109A:B02 


ES 189 


729992 


1887.O06.gz43_239885 


M00057109A:F11 


ES 189 


732885 


1 887.0 10.gz43_239949 


M00057109A:H09 


ES 189 


733348 


1 887.012.gz43_23998 1 


M00057109C:D10 


ES 189 


732312 


1 887.0 1 9.gz43_240093 


M00057110A:A03 


ES 189 


729560 


1 887.024 .gz43_240 173 


M00057110A:E12 


ES 189 


651121 


1887.P02.gz43_239822 


M00057110C:A04 


ES 189 


638908 


1887.P06.gz43_239886 


M00057110C:B09 


ES 189 


736009 


1887.P08.gz43_239918 


M00057110DE12 


ES 189 


736220 


1 887.P 1 7.gz43_240062 


M00057112AC12 


ES 189 


415825 


1 888 .AO 1 .gz43_240 175 


M00057112DG08 


ES 189 


724952 


1888.A18.gz43_240447 


M00057113AA08 


ES 189 


733171 


1888 . A20 .gz43_240479 


M00057113B.F03 


ES 189 


551624 


1888.A23.gz43_240527 


M00057114CE07 


ES 189 


735018 


1888.B20.gz43_240480 


M00057114C.F08 


ES 189 


728479 


1888.B21.gz43__240496 


M00057115B.G06 


ES 189 


734737 


1888.C18.gz43_240449 


M00057115C:B11 


ES 189 


643517 


1888.C19.gz43_240465 


M00057115D:C10 


es 189 ; 


733225 


1888.D01.gz43_J240178 


M00057115D:D06 


ES 189 


732113 


1888.D02.gz43__240194 


M00057115D:F06 


ES 189 


602673 


1888.D05.gz43_240242 


M00057116A:B06 


ES 189 


732896 


1888.D07.gz43_240274 


M00057116C:H09 


ES 189 


732476 


1888.D23.gz43_240530 
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Table 13 



ClonelD 


ES No 


ClusterlD 


SequenceName 


M00057116D:B10 


ES 189 


474108 


1888.D24.gz43_240546 


M00057117D:H06 


ES 189 ! 


733802 


1888.E21.gz43_240499 


M00057118B.B04 . 


ES 189 1 


602012 


1888.F02.gz43_240196 


M00057118B:E10 


ES 189 


553264 


1888.F06.gz43_240260 


M00057120A:D01 


ES 189 


555655 


1888.G06.gz43_240261 


M00057120B:E08 


ES 189 


730565 


1888.Gll.gz43_240341 


M00057120C:B09 


ES 189 


453733 


1888.G12.gz43_240357 


M00057120C:F08 


ES 189 


609459 


1888.G14.gz43_240389 


M00057121B:H10 


ES 189 


553338 


1888,H09.gz43_240310 


M00057121C;E08 


ES 189 


552783 


1888.H12.gz43_240358 


M00057122A.A07 


ES 189 


639923 


1888.H17.gz43_240438 


M00057122A:C04 


ES 189 


647374 


1888.H18.gz43_240454 


M00057122A:C11 


ES 189 


733006 


1888.H19.gz43_240470 


M00057122B:F04 


ES 189 


656263 


1888.H23.gz43_240534 










M00057122C:H08 


ES 190 


418482 


1888.106.gz43_240263 


M00057122D.A01 


ES 190 


733365 


1888.107.gz43_240279 


M00057123A:F09 


ES 190 


732937 


1888.112.gz43_240359 


M00057123A:H09 


ES 190 


729299 


1888.115.gz43_240407 


M00057123C:D03 


ES 190 


569256 


1888.118.gz43_240455 


M00057123D:F07 


ES 190 


734606 


1888.122.gz43_240519 


M00057124A:G08 


ES 190 


736539 


1888J04,gz43J240232 


M00057125A:A07 


ES 190 


726575 


1888.J21.gz43_240504 


M00057125A.A12 


ES 190 


449770 


1888J22.gz43_240520 


M00057125A.F07 


ES 190 


727142 


1888J24.gz43_240552 


M00057I25CB11 


ES 190 


736534 


1888.K06.gz43_240265 


M00057125CE02 


ES 190 


730122 


1888.K10.gz43_240329 


M00057125D:B02 


ES 190 


542490 


1888.K12.gz43^240361 


M00057125D:B09 


ES 190 


729519 


1888.K13.gz43_240377 


M00057126C:C05 


ES 190 


662617 


1888.K23.gz43_240537 


M00057126D:A04 


ES 190 


568632 


1888.L03.gz43_240218 


M00057127A.E10 


ES 190 


553087 


1888.L12.gz43_240362 


M00057127A:H10 


ES 190 


735959 


1888.L15.gz43_240410 


M00057127B:D10 


ES 190 


454961 


1888.L18.gz43_240458 


M00057127C:F03 


ES 190 


447692 


1888.L24.gz43_240554 


M00057128A:B04 


ES 190 


556867 


1 888 .M08 .gz43_240299 


M00057128C:H02 


ES 190 


735514 


1888.M24.gz43_240555 


M00057129D.D07 


ES 190 ; 


440284 


1 888.N24.gz43_240556 


M00057129D:F03 


ES 190 


451764 


1888.O06.gz43_240269 


M00057I30A:A02 


ES 190 


736548 


1888.O08.gz43_240301 


M00057130A:A11 


ES 190 


288535 


1888.O10.gz43_240333 


M00057130A:D10 


ES 190 


736810 


1888.O14.gz43_240397 


M00057131D:D02 


ES 190 


726176 


1888.P17.gz43_240446 


M00057131D.D07 


ES 190 


735131 


1888.P18.gz43_240462 
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Table 13 



ClonelD 


ESNo 


ClusterlD 


SequenceName 


M00057132B:H05 


ES 190 


639644 


1897A02.gz43_240575 


M00057132C:C04 


ES 190 


733951 


1897A04.gz43_240607 


M00057133A.B07 


ES 190 


550227 


1897A15.gz43_240783 


M00057133C:B02 


ES 190 


536225 


1897.B05.gz43_240624 


M00057134B:D06 


ES 190 


472068 


1897.C03.gz43_240593 


M00057135A:B02 


ES 190 


735989 


1897.C23.gz43_240913 


M00057135A:H03 


ES 190 


732544 


1897.D01.gz43_240562 


M00057135D.D01 


ES 190 


731476 


1897.D12.gz43_240738 


M00057136A:F01 


ES 190 


726810 


1897.D18.gz43_240834 


M00057136B:F06 


ES 190 


514142 


1897.D21.gz43_240882 


M00057137A.C01 


ES 190 


562008 


1897.E02.gz43_240579 


M00057137A.H12 


ES 190 


225960 


1897.E06.gz43_240643 


M00057137B:C07 


ES 190 


640662 


1897.E12.gz43_240739 


M00057138A:F02 


ES 190 


736288 


1897.F05.gz43_240628 


M00057138B:B02 


ES 190 


642273 


1897.F09.gz43_240692 


M00057138B:H02 


ES 190 


543772 


1897.F12.gz43_240740 


M00057138C.D06 


ES 190 


723853 


1897.F15.gz43_240788 


M00057138D.F03 


ES 190 


736318 


1897.F18.gz43_240836 


M00057138D-.F10 


ES 190 


726440 


1897.F19.gz43_240852 


M00057139A:B10 


ES 190 


489001 


1897.F23.gz43_240916 


M00057139AG08 


ES 190 


568031 


1897.GO2.gz43_240581 


M00057139AG12 


ES 190 


492691 


1897.G04.gz43_240613 


M00057139D.G07 


ES 190 


731317 


1897.G19.gz43_240853 


M00057140B:H01 


ES 190 


655327 


1897.H08.gz43_240678 


M00057140D-.B03 


ES 190 


500758 


1897.H15.gz43_240790 


M00057140D:F02 


ES 190 


567005 


1897.H17.gz43_240822 


M00057141A.D09 


ES 190 


732965 


1897.H20.gz43_240870 


M00057141A.G06 


ES 190 


462779 


1897.H23.gz43_240918 


M00057142A-.H07 


ES 190 


449035 


1897.118.gz43_240839 


M00057142B:F06 


ES 190 


559004 


1 897.122 .gz43_240903 


M00057144B:B07 


ES 190 


735087 


1897.K12.gz43_240745 


M00057144B.D04 


ES 190 


658271 


1897.K13.gz43_240761 


M00057144B:F10 


ES 190 


591449 


1897.K16.gz43_240809 


M00057144B-.H10 


ES 190 


523171 


1897.K17.gz43_240825 


M00057144C.A02 


ES 190 


486076 


1897.K18.gz43_240841 


M00057144C:G04 


ES 190 


567122 


1897.K23.gz43_240921 


M00057144C:G08 


ES 190 


470684 


1897.K24.gz43_240937 


M00057144D:D03 


ES 190 


555960 


1897.L02.gz43_240586 


M00057145B:B07 


ES 190 


735131 


1897.L12.gz43_240746 


M00057145B:E06 


ES 190 


642570 


1897.L14.gz43_240778 


M00057145C:H03 


ES 190 


448202 


1897.L22.gz43_240906 


M00057145D.E01 


ES 190 


462779 


1897.M02.gz43_240587 


M00057146A:H05 


ES 190 


735801 


1897.M12.gz43_240747 


M00057146B:C06 


ES 190 ; 


735283 


1897.M13.gz43_240763 
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Tablel3 



ClonelD 


ES No 


ClusterlD 


SequenceName 


M00057146B:H12 


ES 190 


397515 


1897.M17.gz43_240827 


M00057146D:F05 


ES 190 


549461 


1 897 .M24 gz43_240939 


M00057147A:B07 


ES 190 


728413 


1897.N03.gz43_240604 


M00057147A:Eil 


ES 190 


642936 


1897.N06.gz43_240652 


M00057147A:H07 


ES 190 


735729 


1897.N08.gz43_240684 


M00057147C:B01 


ES 190 


457846 


1897.N12.gz43_240748 


M00057147C:G01 


ES 190 


730190 


1897.N14.gz43_240780 


M00057147D:H09 


ES 190 


718314 


1897.N22.gz43_240908 


M00057148B:G07 


ES 190 


621226 


1897.O05.gz43_240637 


M00057148C.B02 


ES 190 


549285 


1897.O09.gz43_240701 


M00057148C:C09 


ES 190 


736318 


1897.O12.gz43_240749 


M00057149A:A04 


ES 190 


729843 


1897.0 18gz43_240845 


M00057149B:B07 


ES 190 


519378 


1897.P03.gz43_240606 


M00057149B:B08 


ES 190 


448212 


1897.P04.gz43_240622 


M00057149C:H01 


ES 190 


735756 


1897.Pll.gz43_240734 


M00057150D:C04 


ES 190 


447003 


1898.A03.gz43_242227 


M00057150D:F08 


ES 190 


450724 


1898A05.gz43_242259 


M00057151A:B04 


ES 190 


650297 


1898A06.gz43_242275 


M00057152B:H02 


ES 190 


480307 


1898.B05.gz43_242260 


M00057152C:C10 


ES 190 


640603 


1898.B10.gz43_242340 


M00057152C:C12 


ES 190 


527789 


1898.B12.gz43_242372 


M00057153B:A04 


ES 190 


734484 


1898.B22.gz43_242532 


M00057153B.D02 


ES 190 


734808 


1898.B24.gz43_242564 


M00057153B:G07 


ES 190 


596809 


1898.C02.gz43_242213 


M00057153D:H01 


ES 190 


551654 


1898.C15.gz43_242421 


M00057154C:F04 


ES 190 


456816 


1898.C21.gz43_242517 


M00057154D-.H07 


ES 190 


400314 


1898.C23.gz43_242549 


M00057155A:E11 


ES 190 


730661 


1 898 .D04 .gz43_242246 


M00057155A:G11 


ES 190 


730341 


1898.D07.gz43_242294 


M00057155A:H07 


ES 190 


640563 


1898D08.gz43_242310 


M00057155C:B07 


ES 190 


735993 


1898.D12.gz43_242374 


M00057155C:G04 


ES 190 


558477 


1898.D15.gz43_242422 


M00057155C:H07 


ES 190 


448510 


1898.D16.gz43_242438 


M00057155D-.E12 


ES 190 


480142 


1898.D22.gz43_242534 


M00057156B:D10 


ES 190 


491933 


1898.E06.gz43_242279 


M00057156C:E08 


ES 190 


552972 


1898.E10.gz43_242343 


M00057156D:F02 


ES 190 


734928 


1898.E17.gz43_242455 


M00057157D:H08 


ES 190 


727608 


1898.F05.gz43_242264 


M00057158B:C02 


ES 190 


736030 


1898.F10.gz43_242344 


M00057158C:C10 


ES 190 


727976 


1898.F17.gz43_242456 


M00057158C:G05 


ES 190 


736790 


1898.F19.gz43_242488 


M00057159C:EH 


ES 190 


736228 


1898.Gll.gz43_242361 


M00057160A:C02 


ES 190 


567122 


1898.G16.gz43_242441 


M00057160A.F11 


ES 190 


736940 


1898.G18.gz43_242473 
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Table. 13 



ClonelD 


ESNo 


ClusterlD 


SequenceName 


M00057160B:G08 


ES 190 


454073 


1898.G22.gz43_242537 


M00057160D:A11 


ES 190 


461316 


1898.H04.gz43_242250 


M00057161B:D02 


ES 190 


402516 


1898.H12.gz43_242378 


M00057161B:E07 


ES 190 


735756 


1898.H14.gz43_242410 


M00057161B:F04 


ES 190 


448381 


1898.H16.gz43_242442 


M00057161D:H08 


ES 190 


730377 


1898.106.gz43_242283 


M00057162B:E10 


ES 190 


728353 


1898.115.gz43_242427 


M00057162C:C01 


ES 190 


735633 


I898.I21.gz43_242523 


M00057163A:D11 


ES 190 


483529 


1898.J08.gz43_242316 


M00057163A:E09 


ES 190 


607351 


1898.J09.gz43_242332 


M00057163C:D06 


ES 190 


736288 


1898J16.gz43_242444 


M00057165C:E01 


ES 190 


736878 


1898.L21.gz43_242526 


M00057165C:E08 


ES 190 


599714 


1898.L22.gz43_242542 


M00057165C.F05 


ES 190 


723915 


1898.L23.gz43_242558 


M00057165D:H05 


ES 190 


648820 


1898.Mll.gz43_242367 


M00057166B:B07 


ES 190 


736634 


1898.M15.gz43_242431 


M00057166B:F05 


ES 190 


448563 


1898.M20.gz43_242511 


M00057166B:G06 


ES 190 


737042 


1898.M22.gz43_242543 


M00057166C:A10 


ES 190 


449529 


1898.N03.gz43_242240 


M00057167A:D08 


ES 190 


726448 


1898.N13.gz43_242400 


M00057167CA05 


ES 190 


732253 


1898.N22.gz43_242544 


M00057168B.D02 


ES 190 


583625 


1898.012.gz43_242385 


M00057168C:D03 


ES 190 


737006 


1 898.023. gz43_242561 


M00057169A:F05 


ES 190 


649852 


1898,P05.gz43_242274 


M00057169A:F06 


ES 190 


733552 


1898.P06.gz43_242290 


M00057169C:H10 


ES 190 


737006 


1898.P15.gz43_242434 


M00057169C:H12 


ES 190 


734794 


1898.P16.gz43_242450 


M00057170A:D06 


ES 190 


733972 


1899A01.gz43_242579 


M00057170A:D11 


ES 190 


471887 


1898.P24.gz43_242578 


M00057170A:H04 


ES 190 


730220 


1899A06.gz43_242659 


M00057170B-.G01 


ES 190 


734724 


1899All.gz43_242739 


M00057170C.C01 


ES 190 


725691 


1899.A14.gz43_242787 


M00057170D:B08 


ES 190 


480623 


1899.A23.gz43_242931 


M00057172A:B02 


ES 190 


723985 


1899.B19.gz43_242868 


M00057172A:B04 


ES 190 


549128 


1899.B20.gz43_242884 


M00057172A.H06 


ES 190 


639507 


1899.B22.gz43_242916 


M00057172D:F08 


ES 190 


473238 


1899.C09.gz43_242709 


M00057173A:C07 


ES 190 


528404 


1899Cll.gz43_242741 


M00057173CC07 


ES 190 


535866 


1899.C21.gz43_242901 


M00057173D.B12 


ES 190 


562453 


1 899.D02.gz43_242598 


M00057173D:C07 


ES 190 


729039 


1899.D03.gz43_242614 


M00057173D:E04 


ES 190 


422590 


1899.D04.gz43_242630 


M00057174B:C06 


ES 190 


734209 


1899.Dll.gz43_242742 


M00057174B:C11 


ES 190 


561632 


1899.D13.gz43_242774 
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Table 13 



ClonelD 


bb INo 


ClusterlD 


SequenceName 


M00057174B.r 1 1 


T7C i on 


/111 TA/1 

421 /94 


1 O AA TA 1 C a ~) o A"\o r\ r 

1 899.D 15 .gz43_242806 


M00057174B:G03 




TO A T A A 

734744 


1 OAA TA 1 /~ ^4 *> i^oi^ 

1899.D16.gz43_242822 


M0005 7 1 74B :Cr 1 2 




A A 077A 

448770 


1 899.D 17.gz43_242838 


x aa a act i a /""> . z^ 1 m 

M0005 7 1 74C : G07 


T?C 1 AA 


648221 


1 OAA AO 1 A "> OA OA AO 

1 899.D21 .gz43_242902 


a aaaac o i icn.r i O 

M0005 7 1 75 B : u 1 2 


T7C 1 OA 

bb 19U 


732625 


1 OAA r?AO A ^ OAOiCAC 

1 899.E08 ,gz43_242695 


x aaaac o 1 7 c /"* ,nm 

M00057175C:D02 


TTC 1 AA 


73 1370 


1899.bl3.gz43_242/75 


a aaaact i Tcr.Ert i 

M00057175C:r0i 


ETC 1 QA 

bo lyu ! 


451812 


1899.bl6.gz43_242o2i 


M0005 7 J 75D; A 1 2 


T?C 1 AA 

bo 19U 


f -jn AA/I 

532904 


1 OAA TT 1 "7 , /< -j OAOOOA 

1 899,bl7.gz43_242839 


M00057175D:E12 


CC 1 AA ' 

bo 190 


451383 


1 OAA m __A O OAOA1 A 

1 899.b22.gz43_2429 19 


M00057 1 76A: A04 


T7C 1 AA f 

Eo 190 




1 OAA T7A 1 OAOCO/1 

1 899.r0 1 .gz43_2425 84 


M00057176A:C02 


bo 190 \ 


735235 


1 OAA EA 1 ? »^/f O OA O/I 1 /C 

1 899. r 03 .gz43_2426 16 


M0005 7 1 76A:H 1 0 


T7C 1 AA 

bo 190 


735764 


1 OAA T7AO #*r»AO O/IO/COA 

1 899. r 07 .gz43_242680 


M00057 1 76A:H 1 2 


Eo 190 


462986 


1 OAA T7AO 'J O/IO/CA/C 

1899.r08.gz43_242696 


M00057 1 76B:B07 


Eo 190 


^TA77f» 

639779 


1 OAA T71 1 A TJ 1/117/1/1 

1 899. r 1 1 .gz43_242 /44 


M00057176B:F10 


Eo 190 ; 


735605 


1 OAA T7 1 £. A O Oyl O OO /I 

1899.r 16.gz43_242824 


"m A/\n i n/ - /~i T t/"vo 

M00057176C:H08 


T7C 1 C\C\ 

Eo 190 


573733 


1 OAA XT 1 A A O O /I OQIO 

1899.r 19.gz43_242o 11 


Tk fAAAfTI T/""TV A AO 

M0005 7 1 76D : A03 


Eo 190 


625988 


1 OAA fOA ~~vA 1 O/IOQQQ 

1899.r20.gz43_24258o 


M00057177C:D07 


Eo 190 


/CO C AOO 

625988 


i oaa rn „,/n O/ioi/ci 
18y9.Lrl2.gz43_242 / ol 


M00057177C:G11 


T7C 1 AA 

Eo 190 


A O A 1 /II 

480142 


iono rn a i o/iom 
lo99.Crl3.gz4J_242 / / / 


M00057177C:H04 


T^O 1 AA 

Eo 190 


TOn A **l A 

732429 


lOAA/^lC ^-^/n O/IOOAA 

1 899. Cj 1 5 .gz43_242o09 


M00057 177D:G05 


T^O 1 AA ' 

Eo 190 , 


734726 


1 OAA /""'OO ~—A 1 O/IOAO 1 

1 899.(jr22.gz43_24zy2 1 


M00057179C:B05 


T7C "1 AA 

Eo 190 


/I A AC /I O 

449548 


1 OAA T_fAC n —A1 O/IO/^CA 

18y9.rl05.gz43_242o50 


M0005 7 1 79C :G 1 0 


T7C 1 AA 

Eo 190 


482512 


1 OAA T-JAO rv-,/1 1 O/1OAO0 

Ioyy.rl0o.gz43_24zoyo 


M00057179D:B09 


T^O 1 AA 

Eo 190 


AAA yin 

494423 


1 O A A UA A r,~,A 1 O A O T 1 A 

l&y9.ri0y.gz43_Z4Z / 14 


M00057180A:H11 


re i r\A 

Eo 190 


530883 


1 OAA T_T1 C r^^AI 0/1001A 

1 899 .HI 5 .gz43_24zo 1 0 


M00057180B:C06 


T7C 1 AA 

Eo 190 


718314 


1 OAA T_T1 O rv-.A"! O/f TOCO 

1 899 .H 1 o .gZ45_242 85 o 


M00057180B.D01 


T"0 1 AA 

Eo 190 


A TCOT") 

475872 


1 OAA U 1 A n~wA 1 O /I00O7 /I 

1 899. ri 1 9.gz43_z4zo /4 


M00057180B:F05 


T*0 1 AA 

ES 190 


736280 


1 OAA UO 1 1 O/IIQA/C. 

1 899.rl2 1 .gz43_242yUo 


M00057180B:G06 


T7C 1 AA 

ES 190 


674526 


1 OAA TJT2 A ^7 0/HQ"2Q 

18yy.rlz3.gz43 Z42y5o 


M00057180B:H05 


ES 190 


550588 


1 OAA TTO A ,-»._ A TJ 0/10A</1 

1 8yy .rl24.gz43_24zy54 


M00057180C:F09 


t-> o i r\f\ 

Eo 190 


736309 


1 OAA TA/C rt r,A1 0/tO</C7 

1 8yy.l0o.gz43_24zoo / 










M00057180D:C10 


t-> c i r\i 

ES 191 


C70A 

735789 


1 OAA TAA 1 0/10H ^ 

i8yy.ioy.gz43_24z /i5 


M00057180D:G06 


ES 191 


A O O A A T 

488447 


1 OAA T1 1 T> 0/10*7/1'7 

1 89 9.1 1 1 .gz43_Z4z /4 / 


M00057181C:D10 


ES 191 


55422 1 


1 OAA TA 1 nrwAI O/IOCOO 

1 oyyj01.gz43_z4Z5cSo 


M00057181C:G07 


ES 191 


f /A1 OO 

560183 


i OAA TA"3 n-^wAI 0>fO/IOA 

18yy.J03.gz43_Z426Z0 


M00057181D:C09 


T?C 1 A 1 

ES 191 


/35801 


1 OAA IAO r>^.A 1 1A1£LQA 

loyy.JO /.gZ43__Z4Zoo4 


M00057181D:H07 


TTC 1 A 1 

ES 191 


452243 


1 OOQ Tl 1 n*~,A1 O/l 17/1 Q 

1 oyy.J 1 1 .gZ43__Z4Z /4o 


M0005 7 1 82 A:H07 


"CC 1 A 1 

ES 191 


nin i i 
/3 /1 16 


i oyy.J i o .gz4 zoou 




F°* 191 


736773 


1899 J22 ez43 242924 


M00057182C:C03 


ES 191 


642936 


1899.K04.gz43_242637 


M00057I82C:Cll 


ES 191 


373615 


1899.K06.gz43_242669 


M00057182D.A08 


ES 191 


477098 


1899.K07.gz43_242685 


M00057182D-.B11 


ES 191 


736595 


1899.K09.gz43_242717 
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M00057186A:B03 


ES 191 


732244 


1899K14.gz43_242797 


M00057186A.E12 


ES 191 


560568 


1899K17.gz43_242845 


M00057186B-.E07 


ES 191 


636748 


1899.K22.gz43_242925 


M00057189A:A08 


ES 191 


735871 


1899.L05.gz43_242654 


M00057189C:G11 


ES 191 


736354 


1899.L20.gz43_242894 


M00057189D:B08 


ES 191 


733623 


1899.L22.gz43_242926 


M00057189D:G08 


ES 191 


554683 


1899.M02.gz43_242607 


M00057191A:H09 


ES 191 


734031 


1899.M07.gz43_242687 


M00057191B.C06 


ES 191 


735514 


1899.M09.gz43_242719 


M00057191C-.D02 


ES 191 


727523 


1899.M14.gz43_242799 


M00057191D:B08 


ES 191 


463402 


1899.M17.gz43_242847 


M00057191D:G10 


ES 191 


734928 


1899M22.gz43_242927 


M00057192A:B04 


ES 191 


730805 


1899.M23.gz43_242943 


M00057192A.D05 


ES 191 


724061 


1 899.M24.gz43_242959 


M00057192A:D12 


ES 191 


735426 


1899.N01.gz43_242592 


M00057192A:F01 


ES 191 


474346 


1899.N02.gz43_242608 


M00057192A:H05 


ES 191 


730106 


1899.N04.gz43_242640 


M00057192B:D10 


ES 191 


419711 


1899.N07.gz43_242688 


M00057192C:B11 


ES 191 


730899 


1899.N10.gz43_242736 


M00057192D:C10 


ES 191 


734724 


1899.N13.gz43_242784 


M00057192D:G02 


ES 191 


726786 


1899.N16.gz43_242832 


M00057192D:G04 


ES 191 


736402 


1899N17.gz43_242848 


M00057193B:C11 


ES 191 


156329 


1899.N21.gz43_242912 


M00057193C:F11 


ES 191 


640635 


1899.O06.gz43_242673 


M00057193D:F06 


ES 191 


630516 


1899.O09.gz43_242721 


M00057194A.B07 


ES 191 


734061 


1899.01 l.gz43_242753 


M00057194A.C06 


ES 191 


736049 


1899.013.gz43_242785 


M00057194A:F01 


ES 191 


725089 


1899.0 16.gz43_242833 


M00057194A:H01 


ES 191 


724061 


1899.018.gz43_242865 


M00057194B:E05 


ES 191 


721768 


1899.021.gz43_242913 


M00057194B:H08 


ES 191 


728061 


1899.024.gz43_242961 


M00057194C:A03 


ES 191 


454812 


1899.P01.gz43_242594 


M00057194C:F02 


ES 191 


736861 


1899P05.gz43_242658 


M00057194C:F10 


ES 191 


390968 


1899P07.gz43_242690 


M00057194D:C12 


ES 191 


552055 


1899.P10.gz43_242738 


M00057196A:E03 


ES 191 


729173 


1899P15.gz43_242818 


M00057196B:H10 


ES 191 


516729 


1899.P17.gz43_242850 


M00057197D:H10 


ES 191 


735797 


1900.A14.gz43_243171 


M00057198B:C02 


ES 191 


161489 


1900.A20.gz43_243267 


M00057199B:B06 


ES 191 


516729 


1900.B08.gz43_243076 


M00057199C.H08 


ES 191 


483061 


1900.B12.gz43_243140 


M00057200B-.D04 


ES 191 


532904 


1900B22.gz43_243300 


M00057200D:E03 


ES 191 


730308 


1900.C04.gz43_243013 


M00057201A:H03 


ES 191 


725905 


1900.C12.gz43_24314l 
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M00057201B:H10 


ES 191 


494423 


1900.C20.gz43_243269 


M00057202A:D05 


ES 191 


446752 


1 900.D06 .gz43_243046 


M00057203B:F08 


ES 191 


552457 


1900.E02.gz43_242983 


M00057203C:A09 


ES 191 


734993 


1900.E04.gz43_243015 


M00057203D:A09 


ES 191 


689424 


| 1900.E08.gz43_243079 


M00057204A:Fli 


ES 191 


736276 


1900.E15.gz43_243191 


M00057204C.G06 


ES 191 


561626 


1900.E24.gz43_243335 


M00057205D:G06 


ES 191 


734226 


1900.F20.gz43_243272 


M00057206A:C06 


ES 191 


640350 


1900.G01.gz43_242969 


M00057207AA07 


ES 191 


736500 


1900.G20.gz43_243273 


M00057207B.F06 


ES 191 


562320 


19OO.H04.gz43_243O18 


M00057208B:H08 


ES 191 


731531 


1 900.108 .gz43_243083 


M00057208C:E12 


ES 191 


732771 


1900.H4.gz43_243179 


M00057210A:C12 


ES 191 


726449 


1900.K01.gz43_242973 


M00057210C:D09 


ES 191 


736778 


1900K08.gz43_243085 


M00057210CG07 


ES 191 


.730109 


1900.K12.gz43_243149 


M00057211A:D01 


ES 191 


733272 


1900.K20.gz43_243277 


M00057211BA08 


ES 191 


648379 


1900.K22.gz43_243309 


M00057211B-.C09 


ES 191 


653616 


1900.K24.gz43_243341 


M00057211B:G01 


ES 191 


559754 


1900.L04.gz43_243022 


M00057211C-.C06 


ES 191 


736738 


1900.L06.gz43_243054 


M00057211C:F05 


ES 191 


451176 


1900.L09.gz43_243102 


M00057212B.D05 


ES 191 


450284 


1900.L23.gz43_243326 


M00057213C:D06 


ES 191 


648757 


1900.M12.gz43_243151 


M00057214A:B05 


ES 191 


736497 


1900.M19.gz43_243263 


M00057214B:B12 


ES 191 


649490 


1900.M22.gz43_243311 


M00057216C:D12 


ES 191 


194769 


1900.N22.gz43_243312 


M00057216D-.D05 


ES 191 


556656 


1900.O04.gz43_243025 


M00057216D:E12 


ES 191 


642985 


1900.O06.gz43_243057 


M00057216D.F10 


ES 191 


639395 


1900.O07.gz43_243073 


M00057217AA12 


ES 191 


724638 


1900.O10.gz43_243121 


M00057217B:F12 


ES 191 


449078 


1900O19.gz43_243265 


M00057217DA06 


ES 191 


712120 


1900.P10.gz43_243122 


M00057218C:F10 


ES 191 


454129 


1909A04.gz43_243395 


M00057219A:D05 


ES 191 


726251 


1909A09.gz43_243475 


M00057219A:D07 


ES 191 


733151 


1909.A10.gz43_243491 


M00057219A:E11 


ES 191 


733309 


1909.A12.gz43_243523 


M00057219A.H11 


ES 191 


736988 


1909A13.gz43_243539 


M00057219B:B10 


ES 191 


591979 


1909.A14.gz43_243555 


M00057219B.C06 


ES 191 


474869 


1909.A15.gz43_243571 


M00057219D:C02 


ES 191 


737010 


1909.A23.gz43_243699 


M00057219D:G11 


ES 191 


380310 


1909.B03.gz43_243380 


M00057219D:H04 


ES 191 


733868 


1909.B04.gz43_243396 


M00057220A.C06 


ES 191 


472811 


1909.B08.gz43_243460 
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M00057220A.D09 


ES 191 


642631 


1909.B09.gz43_243476 


M00057220BA06 


ES 191 


613067 


1909.B13.gz43_243540 


M00057220B:G01 


ES 191 


476866 


1909B17.gz43_243604 


M00057220B-.G10 


ES 191 


735622 


1909.B18.gz43_243620 


M00057220C:A08 


ES 191 


556852 


1909B20.gz43_243652 


M00057220C-.F08 


ES 191 


735514 


1909.B23.gz43_243700 


M00057220D.E06 


ES 191 


465697 


1909.C03.gz43_243381 


M00057220D-.F02 


ES 191 


735510 


1909.C04.gz43_243397 


M00057220D.F06 


ES 191 


736076 


1909.C05.gz43_243413 


M00057221A:E10 


ES 191 


453587 


1909.C10.gz43_243493 


M00057221B:B01 


ES 191 


631111 


1909.C12.gz43_243525 


M00057221B:E11 


ES 191 


735306 


1909.C15.gz43_243573 


M00057221C:E07 


ES 191 


553850 


1909.C22.gz43_243685 


M00057221C:F02 


ES 191 


418682 


1909.C23.gz43_243701 


M00057222BA06 


ES 191 


398061 


1909.D05.gz43_243414 


M00057222D:C10 


ES 191 


735514 


1909.Dll.gz43_243510 


M00057223A.F06 


ES 191 


732899 


1909.D17.gz43_243606 


M00057223BA07 


ES 191 


734609 


1909.D21.gz43_243670 


M00057223B:B04 


ES 191 


736894 


1909.D22.gz43_243686 


M00057223B:G01 


ES 191 


726892 


1909.E03.gz43_243383 


M00057223CA01 


ES 191 


549578 


1909.E05.gz43_243415 


M00057223C:B01 


ES 191 


727255 


1909.E06.gz43_243431 


M00057223D:H03 


ES 191 


736738 


1909.E13.gz43_243543 


M00057224A.D07 


ES 191 


454355 


1909.E16.gz43_243591 


M00057224B:H02 


ES 191 


727558 


1909.E24.gz43_243719 


M00057224C:B02 


ES 191 


475562 


1909.F02.gz43_243368 


M00057225A:C08 


ES 191 


550121 


1909.F10.gz43_243496 


M00057225A:E03 


ES 191 


602673 


1909Fll.gz43_243512 


M00057225C:F09 


ES 191 


734562 


1909.F23.gz43_243704 


M00057225C:H07 


ES 191 


734828 


1909.G01.gz43_243353 


M00057225D.E01 


ES 191 


734690 


1909.G05.gz43_243417 


M00O57226A:BO4 


ES 191 


646552 


1909.G13.gz43_243545 


M00057226A:E09 


ES 191 


374125 


1909.G16.gz43_243593 


M00057226CA09 


ES 191 


734915 


1909.G23.gz43_243705 


M00057226C:E05 


ES 191 


427113 


1909.H01.gz43_243354 


M00057226C:F05 


ES 191 


175524 


1909.H02.gz43_243370 


M00057226C:F12 


ES 191 


642940 


1909.H04.gz43_243402 


M00057226C.H10 


ES 191 


648140 


1909.H08.gz43_243466 


M00057226D:B03 


ES 191 


735050 


1909.H10.gz43_243498 


M00057226D:C10 


ES 191 


! 735172 


1909.Hll.gz43_243514 


M00057227BA05 


ES 191 


732159 


1909.H20.gz43_243658 


M00057227B:D12 


ES 191 


560399 


1909.H23.gz43_243706 


M00057227B:H04 


ES 191 


607202 


1909.H24.gz43_243722 


M00057229A:B03 


ES 191 


632499 


1909.106.gz43_243435 
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M00057229B-.F11 


ES 191 


647815 


1909.11 l.gz43_243515 


M00057229B:G1 1 


ES 191 


650599 


1909.112.gz43_243531 


M00057230B.B07 


ES 191 


616985 


1 909.12 l.gz43_243675 


M00057230B:F10 


ES 191 


641510 


1909.124.gz43_243723 


M00057230C:C05 


ES 191 


723959 


1909.J03.gz43_243388 


M00057230C:G12 


ES 191 


598087 


1909.J09.gz43_243484 


M00057230D:C05 


ES 191 


456224 


1909.J12.gz43_243532 


M00057231A:D04 


ES 191 


733149 


1909.J17.gz43_2436l2 


M00057231A:G04 


ES 191 


405546 


1909.J22.gz43_243692 


M00057231B.A01 


ES 191 


561877 


1909.K01.gz43_243357 


M00057231C:B04 


ES 191 


735749 


1909.K02.gz43_243373 


M00057231C:E06 


ES 191 


737010 


1909.K06.gz43_243437 


M00057231C:F12 


ES 191 


398061 


1909K09.gz43_243485 


M00057231C.G04 


ES 191 


735140 


1909.K10.gz43_243501 


M00057231DA04 


ES 191 


639565 


1909.K14.gz43_243565 


M00057231DA05 


ES 191 


732736 


1909.K15.gz43_243581 


M00057231D:F10 


ES 191 


486051 


1909.K22.gz43_243693 


M00057232B:G02 


ES 191 


728121 


1909.L06.gz43_243438 


M00057232D:B03 


ES 191 


555336 


1909.L12.gz43_243534 


M00057232D-.B05 


ES 191 


735131 


1909.L13.gz43_243550 


M00057233A.C04 


ES 191 


724417 


1909.L15.gz43_243582 


M00057233B:G04 


ES 191 


454563 


1909.M01.gz43_243359 


M00057233D:G12 


ES 191 


463513 


1909.M09.gz43_243487 


M00057234B:F06 


ES 191 


727532 


1909.M18.gz43_243631 


M00057234C:D11 


ES 191 


664711 


1909.M23.gz43_243711 


M00057234D:A12 


ES 191 


733874 


1909.N03.gz43_243392 


M00057234D.C09 


ES 191 


726760 


1909.N04.gz43_243408 


M00057234D:E04 


ES 191 


601051 


1909 .N05 .gz43_243424 


M00057235B:A07 


ES 191 


731467 


1909.N14.gz43_243568 


M00057235C:C08 


ES 191 


734151 


1909.N21.gz43_243680 


M00057235C.F03 


ES 191 


734553 


1909.N22.gz43_243696 


M00057235DA05 


ES 191 


733160 


1909.O01.gz43_243361 


M00057235D-.C03 


ES 191 


417822 


1909.O03.gz43_243393 


M00057236A:F08 


ES 191 


450340 


1909.O10.gz43_243505 


M00057236B:D11 


ES 191 


725120 


1909.O13.gz43_243553 


M00057236C:C07 


ES 191 


453132 


1 909.0 19gz43_243649 


M00057236D:H09 


ES 191 


625810 


1909.P01.gz43_243362 


M00057237B-.D10 


ES 191 


735817 


1909.P10.gz43_243506 


M00057237D:C11 


ES 191 


724781 


1909.P19.gz43_243650 


M00057237D:D09 


ES 191 


473578 


1909.P22.gz43_243698 


M00057238A:D07 


ES 191 


641680 


1910.A03.gz43_243763 


M00057238B:F05 


ES 191 


551437 


191O.A09.gz43_243859 


M00057239B:F05 


ES 191 


647704 


1910.B07.gz43_243828 


M00057239C:E05 


ES 191 


734466 


1910.B10.gz43_243876 
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M00057239C:G07 


ES 191 


729125 


1910.B13.gz43_243924 


M00057239D:D01 


ES 191 


456753 


1910.B16.gz43_243972 


M00057240A.F03 


ES 191 


730028 


1910.C01.gz43_243733 


M00057240B-.C01 


ES 191 


730046 


1910.C06.gz43_243813 










M00042351A:H03 


ES 192 


499660 


1923A02.gz43_252631 


M00042351C:G01 


ES 192 


498777 


1923.A05.gz43_252679 


M00042351C:G11 


ES 192 


452094 


1923.A06.gz43_252695 


M00042351D:D02 


ES 192 


496446 


1923.A09.gz43_252743 


M00042351D:F08 


ES 192 


451429 


1923.A10.gz43_252759 


M00057240C:A06 


ES 192 


733855 


1910.C13.gz43_243925 


M00057241B:B04 


ES 192 


734094 


1910.D01.gz43_243734 


M00057241D:C04 


ES 192 


734226 


1910.D08.gz43_243846 


M00057241D:G01 


ES 192 


733945 


1910.D14.gz43_243942 


M00057242A:H11 


ES 192 


734808 


1910.D19.gz43_244022 


M00057242B:F07 


ES 192 


735477 


1910.D21.gz43_244054 


M00057242C:G12 


ES 192 


611604 


1910.E01.gz43_243735 


M00057242D-.C07 


ES 192 


650067 


1910.E06.gz43_243815 


M00057242D.F10 


ES 192 


453454 


1910.E09.gz43_243863 


M00057243A:H03 


ES 192 


457846 


1910.E15.gz43_243959 


M00057243C:D01 


ES 192 


733552 


1910.F02.gz43_243752 


M00057243C:H11 


ES 192 


734884 


1910.F06.gz43_243816 


M00057244C:D08 


ES 192 


481273 


1910.F22.gz43_244072 


M00057244C:E06 


ES 192 


455821 


1910.F24.gz43_244104 


M00057245A.F03 


ES 192 


555641 


1910.G07.gz43_243833 


M00057245BA08 


ES 192 


43349 


1910.G10.gz43_243881 


M00057245B:E02 


ES 192 


484964 


1910.G12.gz43_243913 


M00057245D:G02 


ES 192 


476455 


1910.G20.gz43_244041 


M00057246A.G11 


ES 192 


558617 


1910.H01.gz43_243738 


M00057246CB12 


ES 192 


733991 


1910.H12.gz43_243914 


M00057246D.G09 


ES 192 


563313 


1910.H18.gz43_244010 


M00057247C:B11 


ES 192 


734849 


19 10.103 .gz43_243771 


M00057247C.C11 


ES 192 


732859 


1910.104.gz43_243787 


M00057247C-.F10 


ES 192 


550730 


1910.106.gz43_243819 


M00057247D:D10 


ES 192 


734371 


1910I10.gz43_243883 


M00057248A:H10 


ES 192 


734894 


191O.I21.gz43_244059 


M00057248B:D11 


ES 192 


733144 


1910.J01.gz43_243740 


M00057248C:B08 


ES 192 


733989 


1910.J06.gz43_243820 


M00057249A:B05 


ES 192 


733055 


1910J12.gz43_243916 


M00057249A:C06 


ES 192 


555103 


1910.J14.gz43_243948 


M00057249C:C07 


ES 192 


473588 


1910.J21.gz43_244060 


M00057249D:G03 


ES 192 


639779 


1910.K05.gz43_243805 


M00057249D:H09 


ES 192 


449042 


1910.K06.gz43_243821 


M00057250B.A03 


ES 192 


731392 


1910.Kll.gz43_243901 
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ES No 
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M00057250B:D04 


r- > 1 Art 

ES 192 


72601 1 


19 10.K14.gz43_24394y 


M00057250C:G02 


ES 192 


735665 


1 9 1 0.K2 1 .gz43 24406 1 


M00057251A:F02 


ES 192 


514838 


19 10.L03 .gz43_243774 


M00057252A:D10 


ES 192 


731 125 


1A1A T 1A -.^yn O /I vl A"2 f\ 

1 9 1 0 . L 1 9 ,gz43_Z4403 0 


M00057252B:E04 


ES 192 


H A TO A ^ 

647242 


iy lU.MUl.gz43_z43 /43 


M00057252C:D08 


ES 192 


732978 


1 V 1 U . JYLUo .gZ4j z4jojj 


M00057252D:B10 


ES 192 


/TAJ C\A 

639494 


iyiU.MUy.gz43_Z4Jo / 1 


M00057252D:D04 


ES 192 


585976 


1 A1 A "Will n-rA "2 O/IQQI O 

l y l u . m 1 2 .gz4 j_z4^y i y 


M00057253A:C05 


ES 192 


731238 


lyiu.JVii / .gz4 j__^4 jvvv 


M00057253A:H10 


ES 192 


735754 


iaia m^a /i-j O/i/inzlT 
IV lU.IVlZU.gZ4j Z44U4 / 


M00057253B-.C06 


ES 192 


725095 


iy io.Mzz.gz4j_z44u /y 


M00057253CA06 


ES 192 


729428 


iy 10.INUz.gz43_Z4j /OU 


M00057253C.D11 


ES 192 


t*i c a ao 

735403 


iy iU.NUJ.gz43_Z4J / /o 


M00057254A:E12 


ES 192 


477555 


19 10. JN 12.gz4i_z4jyzu 


M00057254A:G07 


ES 192 


557353 


iy 1U.JN 14.gZ4j_Z4->y3Z 


M00057254B:D04 


ES 192 


552598 


1 A1 A XT 1 O n ~wA 1 1 A /l AI A 

lyiO.JN lo.gZ4J_Z44UlD 


M00057255CA07 


ES 192 


558332 


lyiU.Ul / .gZ43_Z44UU 1 


M00057255C:C10 


ES 192 


732962 


iaia ai o n ^A1 1 /I /I A1 7 

iy 10.Ulo.gz43 Z44U1/ 


M00057255D:E02 


ES 192 


449537 


IAIA r^O/l rr^/ll 1 AA1 1 ^ 

iy lU.Uz4.gZ4j__Z441 1 J 


M00057256B:A05 


ES 192 


661194 


iy lU.FUy.gZ4J_Z4J<S /4 


M00057256D:A11 


ES 192 


649390 


iyiU.Fl / .gZ4J_Z44UUZ 


M00057257A:H10 


ES 192 


726081 


iy lU.Fzi.gz4J_Z44Uyo 


M00057257B:C11 


ES 192 


514697 


■IAIA T>0 /I "3 1/1/111/1 

iy lU.Fz4.gZ4J_z441 14 


M00057258C:C09 


ES 192 


731516 


i ai i A^/l ~~.A 1 lAAASfi 

191 l.Az4.gz43_z4448J 


M00057259D:D11 


ES 192 


420504 


1A1 1 DTI Q 1/1/1/1/^9 

1911 .1323 .gz43_Z444oo 


M00057260A:E05 


ES 192 


630348 


1911 .CU2.gz4i_z44133 


M00057260A:E11 


ES 192 


728756 


191 l.C03.gZ4J_Z4414y 


M00057260CA04 


ES 192 


y| A^l O 

734928 


iy 1 1.dz.gz4^_z44zyj 


M00057262B:C03 


ES 192 


482145 


i ai i n^.A 1 lAA'^'KA 
iy 1 1 .JJO / .gz4j_Z44Z 14 


M00057265C:F03 


ES 192 


725951 


lm 1 t\1 /I 1 AAAQ.& 
iyi 1 .jJz4.gZ4->_Z444oO 


M00057265D:B12 


ES 192 


735071 


i mi i rjAyj i O/l/llAT 
iy 1 1 .JiU4.gz43_Z44lo / 


M00057266C:G12 


ES 192 


554703 


1 AI I ~C~) A n-rAI lAAA^n 

iyi 1 .fc»Z4.gZ4J_Z444o / 


M00057266D:B12 


ES 192 


733570 


i a i i cm n ~A 1 OA A 1 *\ £% 
iyi l,rOZ.gZ4o_Z441oo 


M00057267A:H04 


ES 192 


731457 


iyi l.r lU.gZ43_Z44Zt>4 


M00057267C:B12 


ES 192 


650552 


lOl 1 rrrr/f? 7 AA*X*7 & 

iy 1 1 .r 1 / .gZ43_Z44^ /O 


M00057267C:G09 


ES 192 


735687 


iy 1 l.rZ3.gZ4J_Z444 /Z 


M00057268A:H05 


ES 192 


640158 


1 y 1 1 .KJl / ,gZ4 J Z*t*+ J / / 


M00057268B:B03 


ES 192 


652782 


iy 1 1 .LJlo.gZ4j_Z < t £ *O^J 


M00057268D:E04 


ES 192 


446247 


! lOl 1 T-in^ o-T-d^ 86 
1 y 1 1 .IiU J .gZ4 J ZHH I OO 


M00057269C:E01 


ES 192 


*^rt ^ P^Ci A 

725784 


191 1 .rllo.gz43_z44jy4 


M00057269C:H06 


ES 192 


732213 


191LH22.gz43_244458 


M00057269D.F02 


ES 192 


586794 


191LI01.gz43_244123 


M00057271A:E04 


ES 192 


480723 


1911J02.gz43_244140 


M00057271B:D09 


ES 192 


45019S 


) 1911J06.gz43_244204 



801 



Table 13 
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ES No 


ClusterlD 
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M00057272C:D08 


ES 192 


728790 


1911.J23.gz43_244476 


M00057273A:C08 


ES 192 


630655 


1911.K04.gz43_244173 


M00057273B:A12 


ES 192 


735834 


1911.K10.gz43_244269 


M00057273C:F07 


ES 192 


736294 


1911.K14.gz43_244333 


M00057273C:F11 


ES 192 


482985 


191 l.K15.gz43_244349 


M00057273D:A06 


ES 192 


729321 


1911.K19.gz43_244413 


M00057273D:B06 


ES 192 


474691 


191 l.K20.gz43_244429 


M00057274B.C05 


ES 192 


735249 


191 LL06.gz43_244206 


M00057274C:G01 


ES 192 


735676 


1 9 1 1 .L 1 3 .gz43_2443 1 8 


M00057275A:G02 


ES 192 


456011 


1 9 1 1 . L2 1 .gz43_244446 


M00057275B.A12 


ES 192 


546642 


191 l.L24.gz43_244494 


M00057275B.B02 


ES 192 


648710 


1 9 1 1 .MO 1 .gz43_244 127 


M00057277B:C09 


ES 192 


736014 


1 9 1 1 .M 1 1 .gz43_244287 


M00057277B:E10 


ES 192 


642142 


191 LM12.gz43_244303 


M00057279A:G02 


ES 192 


736014 


191 l.N04.gz43_244176 


M00057280C:B08 


ES 192 


734849 


1911 .00 1 .gz43_244 129 


M00057281A:D08 


ES 192 


450692 


1911.011 .gz43_244289 


M00057281A:H02 


ES 192 


456065 


1911.0 12.gz43_244305 


M00057283A:E06 


ES 192 


736860 


1911 .P04.gz43_244 1 78 


M00057283B:D09 


ES 192 


736860 


191 l.P10.gz43_244274 


M00057283D:B12 


ES 192 


734131 


191 l.P23.gz43_244482 


M00057283D:D04 


ES 192 


552249 


1911.P24.gz43_244498 


M00057287A:H06 


ES 192 


730187 


1912.B21.gz43_2 44820 


M00057287C:B12 


ES 192 


734546 


1912.C01.gz43_244501 


M00057290B:A02 


ES 192 


728768 


1 9 1 2 .D08 .gz43_2446 1 4 


M00057290D:G03 


ES 192 


558045 


1 9 1 2 .D 1 6 .gz43_244742 


M00057291B.D08 


ES 192 


732300 


1912.D24.gz43_244870 


M00057291B:H08 


ES 192 


730189 


1 9 1 2 .E03 .gz43_2445 3 5 


M00057292A:B08 


ES 192 


639427 


1 9 1 2 .E 1 9 .gz43_24479 1 


M00057292C:C09 


ES 192 


731910 


1 9 1 2 .F03 .gz43_2445 3 6 


M00057293A.H03 


ES 192 


737109 


1912.F12.gz43_244680 


M00057293B:H04 


ES 192 


733856 


19 1 2 .F 1 6.gz43_244744 


M00057299C:A08 


ES 192 


420402 


1912.H10.gz43_244650 


M00057299D:E04 


ES 192 


424672 


1 9 1 2 .H 1 5 .gz43_24473 0 


M00057300A:A08 


ES 192 


736449 


1 9 1 2.H 1 7.gz43_2 44762 


M00057300A:B06 


ES 192 


148201 


1912.H18.gz43_244778 


M00057301A:A08 


ES 192 


726430 


1 9 1 2 .1 1 1 .gz43244667 


M00057302C:D04 


ES 192 


726874 


1 9 1 2 . J 1 8 .gz43_244780 


M00057305B.B10 


ES 192 


648738 


1 9 1 2 .L05 .gz432445 74 


M00057309B.blU 






i V 1 Z . IN UO .gZ*fJ ZHtD 


M00057314A:A10 


ES 192 


465528 


1921.A01.gz43_244883 


M00057314B:H06 


ES 192 


737114 


1921.A07.gz43_244979 


M00057314D:E09 


ES 192 


726692 


1921.A16.gz43_245123 


M00057314D:F04 


ES 192 


734894 


1921.A17.gz43_245139 
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M00057315D:C06 


ES 192 


736733 


1921.B06.gz43 244964 


M00057316A:A08 


ES 192 


736551 


1 92 l.B10.gz43_245028 


M00057316A:B04 


ES 192 


552623 


1921.Bll.gz43_245044 


M00057316A:D09 


ES 192 


727093 


1 92 1 .B 1 2 .gz43_245060 


M00057316C:A06 


ES 192 


457092 


1921.B20.gz43_245188 


M00057316D:D02 


ES 192 


640341 


1921. C04.gz43_244933 


M00057316D:G04 


ES 192 


734412 


1921.C06.gz43_244965 


M00057318AJB02 


ES 192 


550085 


1921.C08.gz43J244997 


M00057318B:H05 


ES 192 


730997 


1921.C17.gz43_245141 


M00057318C:C12 


ES 192 


480377 


192i.C20.gz43_245189 


M00057318CG04 


ES 192 


655312 


192LC22.gz43_245221 


M00057319D:E06 


ES 192 


556430 


1921.D15.gz43_245110 


M00057320A:C03 


ES 192 


641312 


192i.D21.gz43_245206 


M00057320A.G08 


ES 192 


470199 


1921.E02.gz43__244903 


M00057320B:H03 


ES 192 


710362 


192LE05.gz43_244951 


M00057320D.C02 


ES 192 


447705 


192LEll.gz43_245047 


M00057323A.F01 


ES 192 


51616 


1921.E18.gz43_245159 


M00057323B:G04 


ES 192 


729125 


192LF03.gz43_244920 


M00057323B:H08 


ES 192 


77737 


1921.F04.gz43_244936 


M00057323D:E10 


ES 192 


473225 


1921. F16.gz43_245 128 


M00057324A:A09 


ES 192 


567078 


1921.F18.gz43_245160 


M00057324A:C08 


ES 192 


727231 


1921.F19.gz43_245176 


M00057324B:A06 


ES 192 


513306 


1921.F23.gz43_245240 


M00057324B:E04 


ES 192 


735469 


1921.G04.gz43_244937 


M00O57324C:G05 


ES 192 


731748 


192LGll.gz43_245049 


M00057324D:E10 


ES 192 


727013 


1921.G13.gz43_245081 


M00057324D:H03 


ES 192 


548635 


192LG14.gz43_245097 


M00057325B:B09 


ES 192 


557693 


1921.G17.gz43_245145 


M00057325BD06 


ES 192 


643005 


192LG18.gz43_245161 


M00057325B:H04 


ES 192 


557451 


1921.G24.gz43_245257 


M00057325CF03 


ES 192 


484974 


1 92 1 .H03 .gz43_244922 


M00057326A:E11 


ES 192 


734522 


192 1 .H10.gz43__245034 


M00057326DB10 


ES 192 


735054 


192LH18.gz43_245162 


M00057328A:F02 


ES 192 


733723 


192LH21.gz43_245210 


M00057328A:F10 


ES 192 


697006 


1921.H22.gz43_245226 


M00057328C:F11 


ES 192 


732969 


1921.106.gz43_244971 


M00057328D:G02 


ES 192 


556490 


1921.110.gz43_245035 


M00057331C:E10 


ES 192 


557177 


1921.I2Lgz43_245211 


M00057331C:F10 


ES 192 


452936 


1921.122.gz43_245227 


M00057331D:D08 


ES 192 


549552 


1921J0Lgz43_244892 


M00057332A:C06 


ES 192 


635849 


1921J06.gz43_244972 


M00057332C.F12 


ES 192 


726692 


1921J14.gz43_245100 


M00057333A:D08 


ES 192 


733464 


1921J19.gz43_245180 


M00057333B:F03 


ES 192 


541793 


192U24.gz43_245260 
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ClonelD 
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M00057334A:C12 


ES 192 


726406 


1921.K16.gz43_245133 


M00057334B:F01 


ES 192 


734582 


1921.K21.gz43_245213 


M00057334D.A12 


ES 192 


735425 


1 92 1 .L04.gz43_244942 


M00057334D-.E03 


ES 192 


732114 


1921.L07.gz43_244990 


M00057336B:E01 


ES 192 


727018 


1921.L13.gz43_245086 


M00057336D.F07 


ES 192 


448431 


1921.L21.gz43_245214 


M00057337A:A06 


ES 192 


727132 


1921.L22.gz43_245230 


M00057337AA1 1 


ES 192 


482722 


1921.L23.gz43_245246 


M00057337C:G12 


ES 192 


554647 


1921.M10.gz43_245039 


M00057337C.H07 


ES 192 


496909 


1921.M13.gz43_245087 


M00057337D:F06 


ES 192 


614455 


1921.M16.gz43_245135 


M00057338B:D08 


ES 192 


643909 


!921.M24.gz43_245263 


M00057338C:H01 


ES 192 


466697 


1921.N05.gz43_244960 


M00057339A:E08 


ES 192 


551607 


1921.N12.gz43_245072 


M00057339B:C04 


ES 192 


477688 


1921.N17.gz43_245152 


M00057339D:C01 


ES 192 


448250 


1921.O04.gz43_244945 


M00057339D.H09 


ES 192 


733146 


1921.O06.gz43_244977 


M00057341D:B09 


ES 192 


482788 


1921P08.gz43_245010 


M00057343D:B10 


ES 192 


481273 


1921. P17.gz43_245 154 


M00057344A:G07 


ES 192 


642986 


1921.P24.gz43_245266 










M00042351D:H05 


ES 193 


451429 


1923All.gz43_252775 


M00042352A:G05 


ES 193 


451518 


1923A14.gz43_252823 


M00042352A-.G09 


ES 193 


456672 


1923A15.gz43_252839 


M00042352B:F03 


ES 193 


498194 


1923 A19.gz43_252903 


M00042352B:F10 


ES 193 


451430 


1923.A20.gz43_252919 


M00042352C:G01 


ES 193 


451302 


1923.A23.gz43_252967 


M00042352DA11 


ES 193 


450902 


1923.A24.gz43_252983 


M00042352D:F11 


ES 193 


498504 


1923.B01.gz43_252616 


M00042353BA11 


ES 193 


493575 


1923.B05.gz43_252680 


M00042353B:B02 


ES 193 


494378 


1923.B06.gz43_252696 


M00042353D:B08 


ES 193 


494393 


1923.B13.gz43_252808 


M00042353D:C06 


ES 193 


451043 


1923.B14.gz43_252824 


M00042354B:A07 


ES 193 


450823 


1923.B17.gz43_252872 


M00042354C:F04 


ES 193 


451126 


1923.B19.gz43_252904 


M00042355A.A12 


ES 193 


494133 


1923.B22.gz43_252952 


M00042355A:C03 


ES 193 


451126 


1923.B23.gz43_252968 


M00042355A:H09 


ES 193 


424723 


1923.C01.gz43_252617 


M00042355B:A05 


ES 193 


450875 


1923.C02.gz43_252633 


M00042355B:B07 


ES 193 


451009 


1 923 . C03 .gz43_252649 


M00042355B:E10 


ES 193 


497400 


1923.C04.gz43_252665 


M00042355C:F02 


ES 193 


451383 


1923.C05.gz43_252681 


M00042355C:G09 


ES 193 


451470 


1923.C07.gz43_252713 


M00042442A.A12 


ES 193 


494130 


1923.C23.gz43_252969 
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M00042442A:G04 


ES 193 


499178 


1923.C24.gz43_252985 


M00042442B:A07 


ES 193 


448936 


1923.D02.gz43_252634 


M00042443B.D03 


ES 193 


451176 


1923.Dll.gz43_252778 


M00042443D:E01 


ES 193 


497101 


1923.D15.gz43_252842 


M00042444A:C10 


ES 193 


446263 


1923.D17.gz43_252874 


M00042444A:D04 


ES 193 


451212 


1923.D18.gz43_252890 


M00042444A:H06 


ES 193 


499779 


1923.D19.gz43_252906 


M00042444C:E02 


ES 193 


451124 


1923 E01.gz43_252619 


M00042445A.-B04 


ES 193 


487745 


1923.E06.gz43_252699 


M00042445C.A08 


ES 193 


451544 


1923.E10.gz43_252763 


M00042446B:G02 


ES 193 


450507 


1923.E19.gz43_252907 


M00042446D:F04 


ES 193 | 


450507 


1923.E24.gz43_252987 


M00042447C:H10 


ES 193 i 


448663 


1923.F06.gz43_252700 


M00042447D:E04 


ES 193 


450302 


1923.F08.gz43_252732 


M00042447D:G10 


ES 193 


492110 


1923.F09.gz43_252748 


M00042448B:B02 


ES 193 


450926 


1923.F12.gz43_252796 


M00042448B.C04 


ES 193 


451049 


1923.F13.gz43_252812 


M00042448C:B07 


ES 193 | 


494423 


1923.F18.gz43_252892 


M00042448C:C09 


ES 193 


451054 


1923.F20.gz43_252924 


M00042449A:H10 


ES 193 


448556 


1923.F24.gz43_252988 


M00042449C:D10 


ES 193 I 


450219 


1923.G02.gz43_252637 


M00042449D.C06 


ES 193 


452094 


1923.G04.gz43_252669 


M00042449D:H11 


ES 193 


450765 


1923.G06.gz43_252701 


M00042450A:B01 


ES 193 


450912 


1923.G07.gz43_252717 


M00042450A:D02 


ES 193 j 


495941 


1923.G09.gz43_252749 


M00042450C:B09 


ES 193 


494362 


1923.G18.gz43_252893 


M00042451D-.H10 


ES 193 I 


451618 


1923.H04.gz43_252670 


M00042452CA09 


ES 193 


486912 


1923:H10.gz43_252766 


M00042452C.C10 


ES 193 


449974 


1923.Hll.gz43_252782 


M00042452D:C04 


ES 193 


488680 


1923.H15.gz43_252846 


M00042452D:G06 


ES 193 


492094 


1923.H17.gz43_252878 


M00042453A:D12 


ES 193 


450166 


1923.H20.gz43_252926 


M00042453C:D12 


ES 193 


L 451518 


1923.103.gz43_252655 


M00042454A:F02 


ES 193 


450400 


1923.112.gz43_252799 


M00042454D:H10 


ES 193 


450723 


1923.119.gz43_252911 


M00042455A.C06 


ES 193 


488859 


1923.120.gz43_252927 


M00042455AG12 


ES 193 


492304 


1923.122.gz43_252959 


M00042455B:D05 


ES 193 


454575 


1923.124.gz43_252991 


M00042455B:G09 


ES 193 


492292 


1923.J02.gz43_252640 


M00042455C:D11 


ES 193 


450255 


1923.J03.gz43_252656 


M00042455C:E04 


ES 193 


490890 


1923.J04.gz43_252672 


M00042455D:H08 


ES 193 


446621 


1923.J09.gz43_252752 


M00042456A:C08 


ES 193 


456492 


1923.J10.gz43_252768 


M00042456AF08 


ES 193 


450425 


1923.J12.gz43_252800 
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ES No 


ClusterlD 


S equenceName 


M00049456CH07 


ES 193 


492981 


1923J19.gz43_252912 


M00042456DB06 


ES 193 


453667 


1923J20.gz43_252928 


M000494^6D*D07 


ES 193 


100821 


1 923 . J22 .gz43_252960 


1^4000494^70 D02 ! 


ES 193 


489426 


1923.K07.gz43_252721 


A/T000494S8RR08 


ES 193 


59512 


1923.Kll.gz43_252785 


lV/f000494SRRO0^ 


ES 193 


558729 


1923.K13.gz43_252817 


\4000494SXr*-r , 07 


ES 193 


562353 


1923.K14.gz43_252833 


VI U U U Z H- J o . J-' W O 


ES 193 


395968 


1923.K16.gz43_252865 


\4000494SXPF06 

IVIUvut'Zt J 0\^-l— <VW 


ES 193 


552581 


1923.K17.gz43_252881 


\4000494S8r>F06 


ES 193 


562588 


1923.K20.gz43_252929 


M000494SQAF04 


ES 193 


562587 


1 923 .K23 .gz43_252977 


lV/f000494SQRF01 


ES 193 | 


556916 


- 1 923 .L05 .gz43_252690 


1V4000494SQTVF1 9 


ES 193 


468729 


1 923 .L06.gz43_252706 


M00049459CB1 1 


ES 193 


562274 


1923.L09.gz43_252754 


A/1000494 SQPF06 


ES 193 


562627 


1923.L12.gz43_252802 


M000494S9CG02 


ES 193 


526733 


1923.L13.gz43_252818 


M000494S9DB07 


ES 193 


552236 


1923.L15.gz43_252850 


\/f000494SQTVF01 


ES 193 


560420 


1923.L18.gz43_252898 


Ayf00049 4 S QD O04 


ES 193 


527679 


1923.L20.gz43_252930 


1V4 OO 049 4 60T3 - r*06 


ES 193 


374282 


1 923 .L24.gz43_252994 


TV/tOOO494£0R-r) 1 0 


ES 193 


556804 


1923.M03.gz43_252659 


lV/fO0O4946013*rr1 9 


ES 193 


559575 


1 923 .M08 .gz43_252739 


\zfOOO49460r 1 • A09 


ES 193 


550362 


1923.Mll.gz43_252787 


Ayf00049460P*R09 


ES 193 


452232 


1923.M14.gz43_252835 


\yfOOO494^0PTi0X 


ES 193 


562603 


1923.M22.gz43_252963 




F<s 191 


562543 


1 923 .M23 .gz43_252979 


aa n n o a o zt a on • T-f 0 f% 

1V1U U U^r Zt O \j xJ . ITU \j 


FS 193 


551755 


1 923 .N05 .gz43_252692 


\Ar\f\CiA1 ^ 1 fk A • A 0£ 


F^ 193 


455439 


1 923 .N08 .gz43_252740 


iv/f nnnzto ^ i £ a • A 1 0 


ES 193 


562115 


1923.N09.gz43_252756 


IVAflOOzlO ^ 1 £ A -P0R 


ES 193 


562060 


1923.N10.gz43_252772 


K400049^ 1 fVR-FOl 


ES 193 


558559 


1923.N13.gz43_252820 


\/TOOOA9^ 1 f^C-CCid 


ES 193 


562399 


1 923 .N 1 8 .gz43_252900 


\yT00049^ 1 1 1 


ES 193 


562275 


1923.N22.gz43_252964 


1V/T00049S 1 fVnPOl 


ES 193 


562398 


1923.N23:gz43_252980 


Ayf00049S 1 6TV140R 


ES 193 


553312 


! 1923.001. gz43_252629 


A/100049S 1 fiDHOQ 


ES 193 


638444 


1923.O02.gz43_252645 


K400049S 1 7P-R04 


ES 193 


495074 


1923.005 .gz43_252693 


M00049S 17DA12 


ES 193 


494300 


| 1923.O09.gz43_252757 


\A00049 ^ 1 7TVO04 


ES 193 


211273 


1923.01 l.gz43_252789 


M00042518D:A08 


ES 193 


487522 


1923.O18.gz43_252901 


M00042519D:F09 


ES 193 


456024 


1923.P02.gz43_252646 


M00042519D:H07 


ES 193 


492982 


1923.P04.gz43_252678 


M00042520A:F09 


ES 193 


452833 


1923.P10.gz43__252774 


M00042520C:E12 


ES 193 


449104 


1923.P16.gz43_252870 
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M00043296A:E08 


ES 193 


497517 


1923.P23.gz43_252982 


M00043301D:B12 


ES 193 


450999 


1924.C17.gz43_245558 


M00043303B.E11 


ES 193 


450349 


1924.D15.gz43_245527 


M00043304B.A10 


ES 193 


450805 


1924.E04.gz43_245352 


M00043304C:E01 


ES 193 


496957 


1924.E09.gz43_245432 


M00043305A:H06 


ES 193 


204862 


1924.E13.gz43_245496 


M00043306B:A09 


ES 193 


493746 


1924.E24.gz43_245672 


M00043307B-.F11 


ES 193 


498242 


1924.F18.gz43_245577 


M00043308A:D09 


ES 193 


496752 


1 924.G03 .gz43_245338 


M00043308A:F06 


ES 193 


451456 


1924.G04.gz43_245354 


M00043309A:H06 


ES 193 j 


499693 


1924.G17.gz43_245562 


M00043310AF01 


ES 193 


498509 


1924.H03.gz43_245339 


M00043310C:B04 


ES 193 


495105 


1924H08.gz43_245419 


M00043311B:H08 


ES 193 


499700 


1924.H18.gz43_245579 


M00043312BA10 


ES 193 


494325 


1924.H24.gz43_245675 


M00043312DA02 


ES 193 


494306 


1924.110.gz43_245452 


M00043313D:B04 


ES 193 


492544 


1924Jll.gz43_245469 


M00043315C:D05 


ES 193 


495951 


1924.K14.gz43_245518 


M00043316C:F06 


ES 193 


498951 


1924.L15.gz43_245535 


M00043316D:F04 


ES 193 


479604 


1924.L19.gz43_245599 


M00043316D:F09 


ES 193 


553779 


1924.L21.gz43_245631 


M00043317B.B12 


ES 193 


494625 


1924.M04.gz43_245360 


M00043317D.C02 


ES 193 


451081 


1924.M1 l.gz43_245472 


M00043318A:G05 


ES 193 


454815 


1924.M17.gz43_245568 


M00043319A:D01 


ES 193 


562516 


1924.N19.gz43_245601 


M00043321B-.E05 


ES 193 


490401 


1924.P05.gz43_245379 


M00043322C:F07 


ES 193 


446732 


1924.P23.gz43_245667 


M00043324D:D05 


ES 193 


451245 


1933A19.gz43_245972 


M00043326A:H06 


ES 193 


500040 


1933B12.gz43_245861 


M00043328A:E12 


ES 193 


496909 


1933.C10.gz43_245830 


M00043329B:H07 


ES 193 


492779 


1933.C17.gz43_245942 


M00043329C:D12 


ES 193 


453068 


1933G18.gz43_245958 


M00043330D:G05 


ES 193 


412621 


1933.D06.gz43_245767 


M00043331C:G01 


ES 193 


491933 


1933.D10.gz43_245831 


M00043332A:D06 


ES 193 


454873 


1933.D15.gz43_245911 


M00043332A:E05 


ES 193 


490550 


1933.D16.gz43_245927 


M00043334A.F10 


ES 193 


491212 


1933.E07.gz43_245784 


M00043335A:D04 


ES 193 


450252 


1933.E21.gz43_246008 


M00043335D:E02 


ES 193 


450283 


1933.F05.gz43_245753 


M00043336A:D01 


ES 193 


496678 


1933.F08.gz43_245801 


M00043336C:A04 


ES 193 


450804 


1933.F18.gz43_245961 


M00043337A.C12 


ES 193 


495610 


1933.G03.gz43_245722 


M00043340AB05 


ES 193 


494973 


1933.H02.gz43_245707 


M00043340B:B04 


ES 193 


453078 


1933.H03.gz43_245723 
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M00043340D:C03 


ES 193 


447057 


1933.H09.gz43_245819 


M00043342B:H07 


ES 193 


450727 


1933. 102 .gz43_245708 


M00043342C:G02 


ES 193 


492629 


1933.106.gz43_245772 


M00043342D:D09 


ES 193 


128697 


1933.109.gz43_245820 


M00043343B:B10 


ES 193 


l_ 451307 


1933 I15.gz43_2459I6 


M00043343D:H03 


ES 193 


492887 


1933.J04.gz43_245741 


M00043344C:C11 


ES 193 


450027 


1933.J15.gz43_245917 


M00043346D:E10 


ES 193 


449299 


1933.K07.gz43_245790 


M00043348A.D02 


ES 193 


450129 


1933.K16.gz43_245934 


M00043349A.C08 


ES 193 


448927 


1933.L01.gz43_245695 


M00043351C:A07 


ES 193 


494271 


1933.M05.gz43_245760 


M00043353D:E12 


ES 193 


496870 


1933.N10.gz43_245841 


M00043354A:C12 


ES 193 


529733 


1933.N13.gz43_245889 


M00043354A:E06 


ES 193 


561712 


1933.N14.gz43_245905 


M00043354B:C04 


ES 193 


561480 


1933.N18.gz43_245969 


M00043354B:F12 


ES 193 


561834 


1933.N20.gz43_246001 


M00043354D:C01 


ES 193 


448110 


1933.O05.gz43_245762 


M00043354D:G01 


ES 193 


515328 


1933.O10.gz43_245842 


M00043354D:G02 


ES 193 


552445 


1933.01 l.gz43_245858 


M00043354D:H08 


ES 193 


553594 


1933.012.gz43_245874 


M00043355AD01 


ES 193 


561593 


1933.O18.gz43_245970 


M00043355B:B01 


ES 193 


552687 


1933.O23.gz43_246050 


M00043355B:D12 


ES 193 


517346 


1933.O24.gz43_246066 


M00043355C:G12 


ES 193 ! 


487106 


1933.P08.gz43_245811 


M00043356B.E12 


ES 193 


452586 


1934.A03.gz43_253031 


M00043356C:F03 


ES 193 


448230 


1934A06.gz43_253079 


M00043356C:H07 


ES 193 


447429 


1934A07.gz43_253095 


M00043357AG04 


ES 193 


450583 


1934All.gz43_253159 


M00043357B.B02 


ES 193 


487893 


1934.A12.gz43_253175 


M00043357B:D01 


ES 193 


450189 


1934.A13.gz43_253191 


M00043358AD02 


ES 193 


450242 


1934.A21.gz43_253319 


M00043358B-.D06 


ES 193 


450122 


1934.A23.gz43_253351 


M00043358C:F07 


ES 193 


449061 


1934.B04.gz43_253048 


M00043359BA04 


ES 193 


449795 


1934.B09.gz43_253128 


M00043359B:D06 


ES 193 


450193 


1934.Bll.gz43_253160 


M00043359C.C06 


ES 193 


449994 


1934.B14.gz43_253208 


M00043360C:E07 


ES 193 


452719 


1934.C01.gz43_253001 










M00043360C:F11 


ES 194 


491177 


1934.C03.gz43_253033 


M00043360D:D0l 


ES 194 


489368 


1934.C05.gz43_253065 


M00043361B:F02 


ES 194 


491402 


1934.C08.gz43_253113 


M00043361DA02 


ES 194 


450080 


1934.C10.gz43_253145 


M00043362C.E02 


ES 194 


490846 


1934.C18.gz43_253273 


M00043363A:G03 


ES 194 


492022 


1934.D02.gz43_253018 
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M00043363B:A1 1 


ES 194 


I 450756 


1934.D04.gz43 253050 


M00043363D:F07 


ES 194 


491507 


1934.D12.gz43_253178 


M00043364B:H10 


ES 194 


447355 


1934.D21.gz43_253322 


M00043364D:H11 


ES 194 


450756 


1934.E05.gz43_253067 


M00043365A:C06 


ES 194 


449956 


1934.E08.gz43_253115 


M00043365B:A10 


ES 194 


486833 


1934.Ell.gz43_253163 


M00043365B-.C08 


ES 194 


488613 


1934.E13.gz43_253195 


M00043365C:A09 


ES 194 


449780 


1934.E16.gz43_253243 


M00043365C:F06 


ES 194 


491240 


1934.E19.gz43_253291 


M00043366A:B12 


ES 194 


488023 


1934.E24.gz43_253371 


M00043366D:B07 


ES 194 


488310 


1934F09.gz43_253132 


M00043367C:D10 


ES 194 


450147 


1934.F14.gz43_253212 


M00043368A.F03 


ES 194 


491492 


1934.F16.gz43_253244 


M00043369D:B01 


ES 194 


449842 


1934.G02.gz43_253021 


M00043369D:G10 


ES 194 


450551 


1934.G07.gz43_253101 


M00043370A.C08 


ES 194 


449959 


1934.G08.gz43_253117 


M00043370B.D08 


ES 194 


450207 


1934.G14.gz43_253213 


M0004337IA:D06 


ES 194 


490060 


1934.G19.gz43_253293 


M00043371B:C10 


ES 194 


450080 


1934.G22.gz43_253341 


M00043371C:B02 


ES 194 


449908 


1934.G23.gz43_253357 


M00043372BA07 


ES 194 


43013 


1934.H05.gz43_253070 


M00043372B:B01 


ES 194 


455707 


1934.H06.gz43_253086 


M00043373A.G11 


ES 194 


452710 


1934.H19.gz43_253294 


M00043373B:G12 


ES 194 


450658 


1934.H24.gz43_253374 


M00043373D:G04 


ES 194 


456492 


1934.104.gz43_253055 


M00043374A:E05 


ES 194 


560213 


1934.108.gz43_253119 


M00043374A-.G04 


ES 194 


510272 


1934.110.gz43_253151 


M00043374D:D07 


ES 194 


631526 


1934.115.gz43_253231 


M00043374D.H09 


ES 194 


515423 


1 934.1 17.gz43_253263 


M00043375A.E01 


ES 194 


451292 


1934.120.gz43_253311 


M00043375A.E02 


ES 194 


451294 


1 934.12 l.gz43_253327 


M00043375B:A04 


ES 194 


456103 


1934.124.gz43_253375 


M00043376B.C03 


ES 194 


451144 


1934.J07.gz43_253104 


M00043376B:F06 


ES 194 


450482 


1934J08.gz43_253120 


M00043376D:A04 


ES 194 


493622 


1934.Jll.gz43_253168 


M00043376D:A12 


ES 194 


233814 


1934.J12.gz43_253184 


M00043376D.D12 


ES 194 


451185 


1934.J14.gz43_253216 


M00043377C:A1 1 


ES 194 


449959 


1934.J20.gz43_253312 


M00043377D:E01 


ES 194 


451361 


1934.J22.gz43_253344 


M00043378B:B05 


ES 194 


494450 


1934J24.gz43_253376 


M00043378D:D12 


ES 194 


496084 


1934.K05.gz43_253073 


M00043379C:B09 


ES 194 


451011 


1934.K13.gz43_253201 


M00043379D.A05 


ES 194 


494099 


1934.K16.gz43_253249 


M00043380D:E10 


ES 194 


450193 


1934.L05.gz43_253074 
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M00043380D:E11 


ES 194 


451326 


1934.L06.gz43_253090 


M00043381B:E10 


ES 194 


551380 


1934.L14.gz43_253218 


M00043381C.D08 


ES 194 


561641 


1934.L16.gz43_253250 


M00043381C:E10 


ES 194 


556511 


1934L18.gz43_253282 


M00043381D:F09 


ES 194 


467035 


1934.L24.gz43_253378 


M00043382C:D07 


ES 194 


496586 


l934.M03.gz43_253043 


M00043382C:G09 


ES 194 


499240 


1934.M05.gz43_253075 


M00043383B.F1 2 


ES 194 


456367 


1934.Mll.gz43_253171 


M00043383D:C07 


ES 194 


495143 


1934.M14.gz43_253219 


M00043383D.G07 


ES 194 


451467 


1934.M15.gz43_253235 


M00043384B:A04 


ES 194 


487437 


1934.Ml8.gz43_253283 


M00043384C:A07 


ES 194 


487448 


1934.M20.gz43_253315 


M00043384C:C02 


ES 194 


489207 


1934.M22.gz43_253347 


M00043384C:G01 


ES 194 


492627 


1934.M24.gz43_253379 


M00043384D.D05 


ES 194 


489506 


1934.N02.gz43_253028 


M00043385A.E01 


ES 194 


496760 


1 934.N06.gz43_253092 


M00043385A:G12 


ES 194 


448448 


1934.N08.gz43_253124 


M00043385C:D06 


ES 194 


496234 


1934.Nll.gz43_253172 


M00043386AA11 


ES 194 


450819 


1934.N16.gz43_253252 


M00043387A:E02 


ES 194 


490393 


1934.O03.gz43_253045 


M00043387A:E03 


ES 194 


490395 


1934.O04.gz43_253061 


M00043387B.A03 


ES 194 


486856 


1934.O09.gz43_253141 


M00043387CA11 


ES 194 


487183 


1934.014.gz43_253221 


M00043387C.G08 


ES 194 


455460 


1934.018.gz43_253285 


M00043387DA02 


ES 194 


449802 


1934.02 l.gz43_253333 


M00043387D:B02 


ES 194 


488030 


1934.022.gz43_253349 


M00043387D:D06 


ES 194 


450211 


1934.023. gz43_253365 


M00043388AD05 


ES 194 


453893 


1934.P02.gz43_253030 


M00043388B:C02 


ES 194 


489275 


1934.P04.gz43_253062 


M00043389D:B10 


ES 194 


488349 


1934.P16.gz43_253254 


M00043390B:C04 


ES 194 


449978 


1934.P20.gz43_253318 


M00043391D:D05 


ES 194 


217042 


1935 A19.gz43_246512 


M00043392C:F02 


ES 194 


491448 


1935.B05.gz43_246289 


M00043397B:H07 


ES 194 


335078 


1935.D06.gz43_246307 


M00043397C:G02 


ES 194 


450623 


1935.D08.gz43_246339 


M00043401A:E09 


ES 194 


490805 


1935.E18.gz43_246500 


M00043402C:F12 


ES 194 


456213 


1935.F12.gz43_246405 


M00043403BA12 


ES 194 


450335 


1935.F18.gz43_246501 


M00043406D:C04 


ES 194 


448924 


1935.H08.gz43_246343 


M00043407C:H08 


ES 194 


451456 


1935.H15.gz43_246455 


M00043407D.G06 


ES 194 


498629 


1935.H17.gz43_246487 


M00043409C.C07 


ES 194 


402070 


1935.107.gz43_246328 


M00043410C:C05 


ES 194 


451781 


1935.117.gz43_246488 


M00043501A:D07 


ES 194 


553890 


1935.K06.gz43_246314 
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M00043501D:C01 


ES 194 


562378 


1935.K19.gz43_246522 


M00043502A.H01 


ES 194 


491644 


1935.L06.gz43_246315 


M00043503CF08 


ES 194 


402823 


1935.M10.gz43_246380 


M00043504A:E06 


ES 194 


477674 


1935.M23.gz43_246588 


M00043504B-.C02 


ES 194 


635439 


1935.N06.gz43_246317 


M00043504CE03 


ES 194 


555399 


1935.N16.gz43_246477 


M00043504D:G08 


ES 194 


446964 


1935.N22.gz43_246573 


M00043505B:G03 


ES 194 


562886 


1935.O08.gz43_246350 


M00043505B:G07 


ES 194 


558055 


1935.O09.gz43_246366 


M00043506D:F06 


ES 194 


522703 


1935.P24.gz43_246607 


M00043508A:H02 


ES 194 


456742 


1936.B10.gz43_246753 


M00043508B:G11 


ES 194 


562823 


1936.B18.gz43_246881 


M00043508D.C01 


ES 194 


414739 


1936.C08.gz43_246722 


M00054486B:E09 


ES 194 


562382 


1936.D18.gz43_246883 


M00054486B:H01 


ES 194 


549757 


1936.D21.gz43_246931 


M00054487C:A01 


ES 194 


559574 


1936.E21.gz43_246932 


M00054488A.F01 


ES 194 


556768 


1936F13.gz43_246805 


M00054488C:D04 


ES 194 


564967 


1936.G03.gz43_246646 


M00054492A:D04 


ES 194 


449978 


1936.115.gz43_246840 


M00054493C:E04 


ES 194 | 


489368 


1936.J16.gz43_246857 


M00054494A.H04 


ES 194 


549853 


1936.K05.gz43_246682 


M00054494DA10 


ES 194 


560188 


1936.K13.gz43_246810 


M00054497B:C10 


ES 194 


560275 


1936.M05.gz43_246684 


M00054497C:G12 


ES 194 


450037 


1936.M10.gz43_246764 


M00054497DA04 


ES 194 S 


554908 


1936.Mll.gz43_246780 


M00054498C:B08 


ES 194 


558500 


1936.N04.gz43_246669 


M00054498D:F01 


ES 194 1 


449000 


1936.Nll.gz43_246781 


M00054500A.F04 


ES 194 


559720 


1936.O08.gz43_246734 


M00054501AE11 


ES 194 


552920 


1936.023.gz43_246974 


M00054501A:G12 


ES 194 


488171 


1936.O24.gz43_246990 


M00054501C:E08 


ES 194 


481057 


1936.P05.gz43_246687 


M00054502C.E02 


ES 194 


550571 


1936.P24.gz43_246991 


M00054502C.H10 


ES 194 


449776 


1945.A02.gz43_248938 


M00054503D:E07 


ES 194 


562019 


1945.B03.gz43_248955 


M00054504BA04 


ES 194 


524721 


1945.Bll.gz43_249083 


M00054504D:E02 


ES 194 


551475 


1945.B21.gz43_249243 


M00054504D:G07 


ES 194 


289201 


1945.B23.gz43_249275 


M00054505A-.G12 


ES 194 


572807 


1945.C05.gz43_248988 


M00054506A.D05 


ES 194 


554839 


1945.C24.gz43_249292 


M000545O6BA07 


ES 194 


388055 


1945.D04.gz43_248973 


M00054506B:H01 


ES 194 


550986 


1945.Dll.gz43_249085 


M00054507B:A07 


ES 194 


505907 


1945.E05.gz43_248990 


M00054508B:E08 


ES 194 


557681 


1945.F12.gz43_249103 


M00054508C:B04 


ES 194 


550129 


1945.F15.gz43_249151 
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FS No 


PlnsterTD 


oequenceiNarne 


mooos4S08CC08 


ES 194 


555771 


104SF17or41 7401 »1 


M00054509A-C01 


ES 194 


547866 


1045 F71 ay41 740770 

1 74J.ri.J.^z.4j Z.47Z /7 


mooos4soorfo l 


ES 194 

J— /J 1 7t 


-/-J7 / 


104s nnx »^4i 74.ondn 

1 74.7 .VJUO.gZ4«5 Z47U4U 


Mooos4soor-fioi 


FS 1Q4 


400606 


104S ni 1 o^41 7J.0n«8 


mooos4s i oc-Goi 

IViUv/v/Jt J x V/v/. vJ V/ / 


FS 104 


4S7471 


1 04S FT07 <7741 74007S 


M000S4S1 1 AT>1 1 


FS 1Q4 

LvO 1 74 


/ / «7 


104SH1So741 7401 SI 

l74J.niJ.gA4j Zf7ljj 


\/fnnos4si irpo6 

1V1UUUj4j 1 


FS 104 


J 0 7uUJ 


104SFT10o741 740717 

1 74 J .11 1 7 .g^4 J Z.47Z, 1 / 


iviuuuj4j lZJL^.rivjo 


FS 1Q4 


40 / UJO 


104S T74 0741 74070^ 

l74J.lZ4.g£4J Z.47Z70 


A/fnn0S4S 1 1 A -R08 


FS 1Q4 


JJuUUJ 


104S T01 ar41 74R061 

17tJ.JwJ.gt.tJ A i T07UJ 


m nons4S i i a foo 

IVl Uv/ 1/ J 4 J 1 J.rV..r v/7 


FS 1Q4 


4S5X14 


104S T0S cr741 94890S 

1 7*tJ .J V7J,g*,"Tj atO 77J 


\/tnnnszis 1 irfi i 

1V1UUuj4j 1-3X3. HI 1 


FS 104 


SSI S1 8 

O J uio 


104S T07 ar41 740077 

174J JU/.g£4J Z47Ui / 


N/fn00S4S1 IP- A01 

1V1UUUJ4J 1 


FS 1Q4 




104S TOO &741 7400S0 

1 7tJ .J VJ7.gZ.t-7 At7VJ7 


l\yfnnOS4S 1 1TYF04 

1V1Wv/Uj4 J iJL/.rU'r 


FS 1Q4 


J JV/U / O 


1045 111 Q741 240121 

1 7tJ ,J 1 J .gZ/T-7 At7l£<J 


IV1UUUJ4 J itV^.DU I 


FS 1Q4 


46111'? 


104S T21 ^741 740751 

17tJ JZil.gt.tJ LT7AJ 1 


lvyfnnnszis i srf i i 

IVIUHJU j4 j 1 jxj)..C 1 1 


FS 1Q4 


SS4946 

JJ4^4l/ 


104S Kll oz41 740174 

17TJ.rVlJ.gZ.TJ iT7lLT 


A/fnnnszts i 6P- A04 


F^ 1Q4 


JJ?JtJ 


104S T 14ay41 740141 

17tJ.lvlt.gZ.tJ Zt71tl 


IViUUUjt J lOU.rw 


F<s 1Q4 


J J44J\J 


104ST71 cr741 7407 SI 

1 7t J 1 .gZ«t J Zt7ZJJ 


x/rnnnszis i7A-rni 

iVlUUUJ4j 1 /A.V/Ul 


FS 1Q4 




104S T 71 »741 240785 

17tJ.JjZJ.gZtJ Zt7iOJ 


Avfnnnszis 1 7R-R04 

iVIUUUJ4 j 1 / O.JDU4 


FS 1Q4 


S40170 

J47 li.7 


1045 M05 0741 248998 

1 7t J . lVlV J .gZ*t J £,t0770 


A/fonnszisi 8P*fi i 

1Viuui/j4j i oi^.r 1 1 


FS 104 


S40SX1 

J47J O J. 


1045 N05 0z41 248999 

17tJ,llUJ,gZtJ ZTU777 


m nnos4S i an-noi 

1V1UUUj4j 1 O J^. 1J\J J 


FS 104 

J-/LJ 1 7T 1 


SS700S 

JJA7VJ 


1 945 N00 0741 249063 

1 7t J .11 V7.gZt J Z.t>'V/V7J 


\/f 000S4S 1 0 A -P04 

1Y1VJUUJ4J lynL.VyWT' 


FS 104 


55461 1 


1945 Nil 0z43 249095 


\/rnfinszis7 i n-Hn i 


FS 104 


S79007 


1045 018 0741 249208 

17tJ,vl0.gt.tJ Z.t^Z,V7CJ 


iviuuuj4jz jv^./\i i 


FS 104 

JCikJ 1 7*T 


4 5 »074 


1045 P71 0741 249289 

1 7t J . r Z J .gZt J Zt7L(J7 


iVIUUUjtjZ jU.L/V 1 


F<i 104 


SSR407 


1046 A06 0741 740186 

17tU.AV/U.gZtJ ZT7JOU 


iV1UUUj4jZjJj\1juo 


F<i 104 


ssno?9 


1046 A08 0741 740418 

17tU.rlvO.gZTj Zt7tlO 




LJ 174 


4S47^^ 


1046 A 10 0741 7404S0 

174U.A1 U.gz4J Z.474JV 


JV1UUU j 4j Z j D .rVJ j 


LJ 174 


SSQ£7£ 

JJ70 /O 


1 046 R07 ctt41 740401 

1 74Q.JDVJ / ,gZ4j Z47tUJ 


ja<IUUUj4jZO/V.JqU4 


FQ 104 

LJ%J 174 


SS047S 


1046 R11 0741 740467 

1 740.0 1 1 ,gz4J Z47tU / 


JYIUUUj4jZ013.\^U7 


F^ 1Q4 


JJDOU7 


1 046 FU S 0741 740S1 1 

17tv.DlJ.gZtJ Zt7J J 1 


\/fnnn^/iS7£PFni 

!VlUUUj4jZOvw.rUj 


F<s 104 

C/O 174 


S94066 


1046 R10 0741 740S95 

17tVJ.D17.gZtJ Zt7J7J 


JY1UUUj4jZ / J3./\U / 


FQ 1Q4 

tlo 1 74 


ss?nn^ 


1046 T06 0741 740188 

1 74U.V/v0.gZ4J Z47 JOO 


iviuuuj4 jz 7r\.riu l 


F<s 104 

ClJ 174 


JOJjOv 


1 046 T0 1 0741 749629 

17tVJ.DZl.gZtJ ZT7UA7 




XjlJ 174 


SSI 1 S7 


1046 F06 0741 740190 

1 7tU.lJrVJVy.gZt J Zt7J7V7 


aa n n n ^ a s 7 0 n • f n 1 

JVl U UUj 4j Z7 JLI. EAJ 1 


F^ 104 
iJO 1 74 


t7UJUO 


1046 F10 0741 749454 

1 7TU.D 1 VJ.gZt J Zt7tJt 


IVIUUU J4J j KjU . 1 v 


F<5 1Q4 

CjO 174 




1046 F71 0741 749662 

1 7tU. J-/Z.J .gZt J Zt^VJVJZ 


iv/rnn o ^ a s i nn • t-r n 7 

1V1UUUj4j j\jU.Im\J I 


F^ 104 

C/O 174 


SS100? 


1046 F24 0741 749678 

1 7tVJ. LZt .gZt J ZT7U f O 


AAflCin^AS1 1 TVFOS 
iVlUUUj4 j J IU. rUJ 


F^ 104 

C/O 1 74 


S84071 


1046 F11 0741 749471 

17tVJ.l 1 1 .gZt J Zt7ti 1 


M00054532AA07 


ES 194 


549919 


1946.F13.gz43_249503 


M00054532B:C05 


ES 194 


550204 


1946.F21.gz43_249631 


M00054532D-.A01 


ES 194 


559574 


1946.G06.gz43_249392 


M00054532D.E07 


ES 194 


526984 


| 1946.G08.gz43_249424 


M00054533A:F05 


ES 194 


571899 


| 1946.G12.gz43_249488 


M00054533B:F04 


ES 194 


550714 


1946.G20.gz43_249616 
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ClonelD 


ES No 


ClusterlD 


SequenceName 


M00054533C:B04 


ES 194 


556940 


1946.H01.gz43_249313 


M00054533C:E07 


ES 194 


466020 


1946.H05.gz43_249377 


M00054534A-.B06 


ES 194 


498433 


1946.H15.gz43_249537 


M00054534D:D02 


ES 194 


556216 


1946.106.gz43_249394 


M00054535A:G03 


ES 194 


553338 


1946.114.gz43_249522 


M00054535B:H08 


ES 194 


560205 


1946.122.gz43_249650 


M00054536B:A03 


ES 194 


. 550018 


1946.J07.gz43_249411 


M00054536B:D02 


ES 194 


550370 


1946.J10.gz43_249459 


M00054536B:F08 


ES 194 


550730 


1946Jll.gz43_249475 


M00054536C:B11 


ES 194 


555019 


1946.J15.gz43_249539 










M00054536C:D12 


ES 195 


82864 


1946J17.gz43_249571 


M00054537B.H03 


ES 195 


451778 


1946.K02.gz43_249332 


M00054537C:BO3 


ES 195 


51103 


1946.K06.gz43_249396 


M00054538A:E10 


ES 195 


455821 


1946.K16.gz43_249556 


M00054538B:B05 


ES 195 


550172 


1946.K18.gz43_249588 


M00054538D:F05 


ES 195 


557339 


1946.L07.gz43_249413 


M00054538D:G12 


ES 195 


550830 


1946.Lll.gz43_249477 


M00054538D:H11 


ES 195 


560014 


1946.L13.gz43_249509 


M00054539B:D06 


ES 195 


560519 


1946.L17.gz43_249573 


M0O054539B:GO3 


ES 195 


549734 


1946.L19.gz43_249605 


M00054540A:H07 


ES 195 


464154 


1946.M10.gz43_249462 


M00054541B.A09 


ES 195 


549233 


1946.M22.gz43_249654 


M00054541C:C10 


ES 195 


493575 


1946.N03.gz43_249351 


M00054541C.F1 1 


ES 195 


481594 


1946.N09.gz43_249447 


M00054542B:B01 


ES 195 


409262 


1946.N17.gz43_249575 


M00054542C:B12 


ES 195 


558024 


1946N21.gz43_249639 


M00054543B:E06 


ES 195 


552638 


1946.0 12.gz43_249496 


M00054543C:F01 


ES 195 


552753 


1946.018.gz43_249592 


M00054543D-.G08 


ES 195 


549131 


1946.P01.gz43_249321 


M00054544B:E03 


ES 195 


550618 


1946.P09.gz43_249449 


M00054544C:F04 


ES 195 


560717 


1946.P17.gz43_249577 


M00054545C.B09 


ES 195 


555502 


1947.A10.gz43_253539 


M00054545D.E04 


ES 195 


561406 


1947.A14.gz43_253603 


M00054553D-.E09 


ES 195 


515707 


1947.G22.gz43_253737 


M00054555A-.H09 


ES 195 


550952 


1947.106.gz43_253483 


M00054555D:C03 


ES 195 


550246 


1947.J01.gz43_253404 


M00054566D:G08 


ES 195 


496586 


1947.P21.gz43_253730 


M00054567GB03 


ES 195 


556065 


1948.A04.gz43_249738 


M00054567CD09 


ES 195 


550403 


1948A07.gz43_249786 


M00054568A:GO2 


ES 195 


549716 


1948A14.gz43_249898 


M00054568A:H03 


ES 195 


549858 


1948.A16.gz43_249930 


M00054568BA07 


ES 195 


554793 


1948.A17.gz43_249946 


M00054568CD06 


ES 195 


450963 


1948.A21.gz43_250010 
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M00054568C.G12 


ES 195 


557656 


1948.A23.gz43_250042 


M00054569D.E01 


ES 195 


468613 


1948.C02.gz43_249708 


M00054570A:F02 


ES 195 


549597 


1948.C08.gz43_249804 


M00054571A:B10 


ES 195 


451049 


1948.C21.gz43_250012 


M00054572C:B12 


ES 195 


562805 


1948.E07.gz43_249790 


M00054572C:E09 


ES 195 


561876 


1948.Ell.gz43_249854 


M00054572C:G05 


ES 195 


550035 


1948.E13.gz43_249886 


M00054574C.B11 


ES 195 


562725 


1948.G01.gz43_249696 


M00054574D:F11 


ES 195 


559300 


1948.G10.gz43_249840 


M00054575A:B06 


ES 195 


560080 


1948.G12.gz43_249872 


M00054575B:A07 


ES 195 


562469 


1948.G16.gz43_249936 


M00054576D:C07 


ES 195 


378610 


1948.102.gz43_249714 


M00054577B:A09 


ES 195 


558729 


1948.113.gz43_249890 


M00054577B:F01 


ES 195 


509202 


1948.119.gz43_249986 


M00054579A:G10 


ES 195 


550804 


1948.K03.gz43_249732 


M00054579B:C11 


ES 195 


454205 


1948K07.gz43_249796 


M00054579B:D10 


ES 195 


553749 


1948.K08.gz43_249812 


M00054579C:A10 


ES 195 


552907 


1948.Kll.gz43_249860 


M00054579D:D08 


ES 195 


313600 


1948.K18.gz43_249972 


M00054580A:B11 


ES 195 


528404 


1948.K21.gz43_250020 


M00054580A:C10 


ES 195 


492139 


1948.K22.gz43_250036 


M00054580A:D03 


ES 195 


550318 


1948.K23.gz43_250052 


M00054580A:D04 


ES 195 


570248 


1948.K24.gz43_250068 


M00054581B:A01 


ES 195 


559752 


1948.M02.gz43_249718 


M00054581B:D03 


ES 195 


550397 


1 948 .M04.gz43_24975 0 


M00054581B:G10 


ES 195 


550874 


1948.M05.gz43_249766 


M00054581D:C12 


ES 195 


555000 


1948.M10.gz43_249846 


M00054581D.D01 


ES 195 


556488 


1948.Mll.gz43_249862 


M00054581D:E04 


ES 195 


556336 


1948.M12.gz43_249878 


M00054581D.G02 


ES 195 


550811 


1948.M13.gz43_249894 


M00054582A:A05 


ES 195 


568467 


1948.M14.gz43_249910 


M00054582AA07 


ES 195 


L 549994 


1948.M15.gz43_249926 


M00054583A:B04 


ES 195 


550106 


1948.N13.gz43_249895 


M00054583A.F05 


ES 195 


550694 


1948.N14.gz43_249911 


M00054583D:E04 


ES 195 


394567 


1 948.001. gz43_249704 


M00054584AA07 


ES 195 


549956 


1948 O03.gz43_249736 


M00054584A:B03 


ES 195 


533812 


1948O05.gz43_249768 


M00054584B:A03 


ES 195 


554887 


1948.O10.gz43_249848 


M00054584B:G03 


ES 195 


572249 


1948.013.gz43_249896 


M00054584D-.C01 


ES 195 


466020 


1948.O17.gz43_249960 


M00054585A:E07 


ES 195 


160320 


1948.O21.gz43_250024 


M00054586A:F05 


ES 195 


550662 


1948.P19.gz43_249993 


M00054586C:H02 


ES 195 


560751 


1957.A05.gz43_250138 


M00054586D-A03 


ES 195 


559857 


1957.A06.gz43_250154 
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ES No 


CIusterlD 


S en l i pn ppNji in p 


M00054586D:G01 


ES 195 


559419 


1957.A09.gz43 250202 


M00054587A:A08 


ES 195 


558413 


1957 A13 ez43 250266 


M00054587A:F06 


ES 195 


471181 


1957A16ez43 250314 


M00054587A:F09 


ES 195 


452506 


1957 A18 ez43 250346 


M00054587B:F06 


ES 195 


562174 


1957 A23 ez43 250426 


M00054587C:G02 


ES 195 


535129 


1957.B03.gz43 250107 


M00054587D:D04 


ES 195 


550322 


1957.B05.gz43 250139 


M00054588A:G08 


ES 195 


550855 


1957.Bll.gz43 250235 


M00054588B:B12 


ES 195 


553331 


1957.B13.gz43 250267 


M00054588C:F04 


ES 195 


550217 


1957.B19.gz43_250363 


M00054589A:D09 


ES 195 


555920 


1957.C04.gz43_250124 


M00054589A:E05 


ES 195 


477097 


1957.C05.gz43_250140 


M00054589B:A07 


ES 195 


446164 


1957.C06.gz43_250156 


M00054589B:F05 


ES 195 


551463 


1 95 7.C 1 0.gz43_250220 


M00054589B.G10 


ES 195 


43656 


1957.C13.gz43_250268 


M00054589C:G11 


ES 195 


427723 


1957.C18.gz43_250348 


M00054589D.C06 


ES 195 


556376 


1957.C20.gz43_250380 


M00054590A:A01 


ES 195 


447311 


1957.C23.gz43_250428 


M00054590A:C10 


ES 195 


553755 


1957.D02.gz43 250093 


M00054590A:E02 


ES 195 


550594 


1957.D03.gz43 250109 


M00054590B:B11 


ES 195 


550088 


1957.D06.gz43_250157 


M00054590C:A03 


ES 195 


498827 


1957.D08.gz43_250189 


M00054590D:B01 


ES 195 


550084 


1957.D16.gz43_250317 


M00054590D:C12 


ES 195 


551975 


1957.D18.gz43 250349 


M00054591CA01 


ES 195 


550044 


1957.E04.gz43 250126 


M00054591CH09 


ES 195 


554764 


1957.E06.gz43 250158 


M00054591D.G11 


ES 195 


550886 


1957.ElLgz43 250238 


M00054592A.D09 


ES 195 


550315 


1957.E17.gz43_250334 


M00054592C:A05 


ES 195 


549964 


1957.E20.gz43_250382 


M00054593A:D01 


ES 195 


547509 


1957.F03.gz43_250111 


M00054593B.B03 


ES 195 


473859 


1 95 7. F09.gz43_250207 


M00054593B:E03 


ES 195 


557970 


1957.F12.gz43_250255 


M00054593D.B11 


ES 195 


550153 


1957.F18.gz43_250351 


M00054594A:D04 


ES 195 


561836 


1957.G01.gz43_250080 


M00054594C:E06 


ES 195 


498777 


1957.G08.gz43_250192 


M00054595B:A11 


ES 195 


161489 


1957.G20.gz43_250384 


M00054595B:C12 


ES 195 


560357 


1957.G23.gz43_250432 


M00054595B:H09 


ES 195 


485431 


1957 JH06.gz43_250 161 


M00054595C:G06 


ES 195 


549665 


1957.H12.gz43_250257 


M00054595D:A10 


ES 195 


485029 


1957.H18.gz43_250353 


M00054596A:G11 


ES 195 


549731 


1957.H24.gz43_250449 


M00054596B:C01 


ES 195 


447356 


1957.104.gz43_250130 


M00054596C:A06 


ES 195 


451594 


1957.11 l.gz43_250242 


M00054596C:F09 


ES 195 


549609 


1 957.1 14.gz43_250290 
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M00054596C:F10 


ES 195 


455298 


1957.115.gz43_250306 


M00054596C.G09 


ES 195 


561130 


1957.117.gz43_250338 


M00054597A:A07 


ES 195 


467035 


1957.123.gz43_250434 


M00054597A:C11 


ES 195 


558332 


1957J01.gz43_250083 


M00054597A:D08 


ES 195 


558981 


1957.J02.gz43_250099 


M00054597A:G08 


ES 195 


549781 


1957.J03.gz43_250115 


M00054597B:F09 


ES 195 


493622 


1957.J08.gz43_250195 


M00054597D-.E12 


ES 195 


461718 


1957.J17.gz43_250339 


M00054597D:F08 


ES 195 


449649 


1957J19.gz43_250371 


M00054599BA12 


ES 195 


446783 


1957.K18.gz43_250356 


M00054599B.C06 


ES 195 


549228 


1957.K20.gz43_250388 


M00054599B:F09 


ES 195 


549611 


1957.K23.gz43_250436 


M00054599C:E05 


ES 195 


561593 


1957.L06.gz43_250165 


M00054599D:B07 


ES 195 


559883 


1957.L08.gz43_250197 


M00054600A:G12 


ES 195 


559554 


1957.L17.gz43_250341 


M00054600A:H03 


ES 195 


549816 


1957.L18.gz43_250357 


M00054600C:B10 


ES 195 


459581 


1957.L20.gz43_250389 


M00054600C:D03 


ES 195 


554193 


1957.L22.gz43_250421 


M00054600D.H07 


ES 195 


554869 


1957.M08.gz43_250198 


M00054601A:E08 


ES 195 


555949 


1957.M09.gz43_250214 


M00054601B:D08 


ES 195 


446503 


1957.M12.gz43_250262 


M00054602A:B03 


ES 195 


550085 


1957.M23.gz43_250438 


M00054602A:E06 


ES 195 


416884 


1957.N05.gz43_250151 


M00054602C:B06 


ES 195 


547509 


1957.N15.gz43_250311 


M00054602C:C12 


ES 195 


487176 


1957.N16.gz43_250327 


M00054602D:A06 


ES 195 


562722 


1957.N20.gz43_250391 


M00054603A:G06 


ES 195 


552907 


1957.O07gz43_250184 


M00054603A:G12 


ES 195 


552913 


1957.O09.gz43_250216 


M00054603B:B04 


ES 195 


526733 


1957.Oll.gz43_250248 


M00054603B:C09 


ES 195 


447308 


1957.O13.gz43_250280 


M00054603B.G08 


ES 195 


356058 


1957.O16.gz43_250328 


M00054603C:G09 


ES 195 


408130 


1957.O18.gz43_250360 


M00054603D:B02 


ES 195 


552121 


1957.O20.gz43_250392 


M00054604C:B05 


ES 195 


562529 


L 1957.P07.gz43_250185 


M00054604C:F03 


ES 195 


549599 


1957.P12.gz43_250265 


M00054604D:A04 


ES 195 


563514 


1957.P15.gz43_250313 


M00054605A:A03 


ES 195 


558927 


1957.P18.gz43_250361 


M00054605B:F10 


ES 195 


460493 


1957.P24.gz43_250457 


M00054605B:G01 


ES 195 


549649 


1958.A02.gz43_250474 


M00054605C:A04 


ES 195 


548864 


1958.A05.gz43_250522 


M00054605C:D03 


ES 195 


188753 


1958.A06.gz43_250538 


M00054605C:H02 


ES 195 


| 549810 


1958 A09.gz43_250586 


M00054606A:A03 


ES 195 


449994 


1958.A13.gz43_250650 


M00054606A:D02 


ES 195 


562508 


1958.A16.gz43_250698 
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M00054606C.B06 


ES 195 


549131 


1958.A23.gz43_250810 


M00054606C:E04 


ES 195 


549481 


1958.B01.gz43_250459 


M00054606D:B05 


ES 195 


557190 


1958.B02.gz43_250475 


M00054607A:B06 


ES 195 


560862 


1958.B05.gz43_250523 


M00054607A:G02 


ES 195 


552823 


1958.B07.gz43_250555 


M00054608B-.D08 


ES 195 


490393 


1958B19.gz43_250747 


M00054608C:H04 


ES 195 


549889 


1958.B24.gz43_250827 


M00054609A:D01 


ES 195 


423947 


1958.C05.gz43_250524 


M00054609A:F01 


ES 195 


561892 


1958.C08.gz43_250572 


M00054609A:H04 


ES 195 


549912 


1958.C09.gz43_250588 


M00054609B-.E01 


ES 195 


556530 


1958.C12.gz43_250636 


M00054609B.H1 1 


ES 195 j 


507349 


1958.C13.gz43_250652 


M00054609C:G06 


ES 195 


549779 


1958.C17.gz43_250716 


M00054609D:E12 


ES 195 


490152 


1958.C22.gz43_250796 


M00054609D:H06 


ES 195 


549829 


1958.C24.gz43_250828 


M00054610A:E05 


ES 195 


558332 


1958.D05.gz43_250525 


M00054611B:F12 


ES 195 


549626 


1958.E13.gz43_250654 


M00054611B:G09 


ES 195 


478511 


1958.E14.gz43_250670 


M00054611C:C02 


ES 195 


561144 


1958.E16.gz43_250702 


M00054611C.E01 


ES 195 


555660 


1958.E18.gz43_250734 


M00054612A:D12 


ES 195 


549347 


1958.F08.gz43_250575 


M00054612B:B11 


ES 195 


549114 


1958.F10.gz43_2506O7 


M00054612B:E02 


ES 195 


488108 


1958.F12.gz43_250639 


M00054612D.B12 


ES 195 


552364 


1958.F22.gz43_250799 


M00054613A:D07 


ES 195 


550177 


1958.G06.gz43_250544 


M00054613B-.H04 


ES 195 


550018 


1958.Gll.gz43_250624 


M00054613D:H09 


ES 195 


553028 


1958.G2Lgz43_250784 










M00054614A:G11 


ES 196 


557559 


1958.G24.gz43_250832 


M00054614B:E01 


ES 196 


405042 


1958.H01.gz43_250465 


M00054615B:E03 


ES 196 


497477 


1958.H16.gz43_250705 


M00054615C.D09 


ES 196 


557947 


1958H23.gz43_250817 


M00054616A:H01 


ES 196 


553758 


1958.115.gz43_250690 


M00054616A:H03 


ES 196 


481360 


1958.116.gz43_250706 


M00054616D:C10 


ES 196 


552418 


1958.J01.gz43_250467 


M00054616D.G09 


ES 196 


549739 


1958.J03.gz43_250499 


M00054616D:H06 


ES 196 


513115 


1958J05.gz43_250531 


M00054617A:C07 


ES 196 


553453 


1958J08.gz43_250579 


M00054617BA09 


ES 196 


548965 


1958.J10.gz43_250611 


M00054617B:C05 


ES 196 


549233 


1 95 8 J 1 2 ,gz43_25 0643 


M00054617B:D06 


ES 196 


549388 


1958J13.gz43_250659 


M00054618B:B04 


ES 196 


549122 


1958.K06.gz43_250548 


M00054618C:H02 


ES 196 


555371 


1958.K14.gz43_250676 


M00054618D:D04 


ES 196 


552437 


1958.K16.gz43_250708 
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M00054618D:E06 


ES 196 


490890 


1958.K19.gz43_250756 


M00054618D:E11 


ES 196 


451009 


1958.K20.gz43_250772 


M00054619A:C05 


ES 196 


447913 


1958.K24.gz43_250836 


M00054619C.F04 


ES 196 


554036 


1958.L09.gz43_250597 


M00054619D:C10 


ES 196 


562749 


1958X12.gz43_250645 


M00054620A:C09 


ES 196 


553204 


1958.L15.gz43_250693 


M00054620B:B10 


ES 196 


552194 


1958.L20.gz43_250773 


M00054620C-.C08 


ES 196 


448276 


1958X22.gz43_250805 


M00054620C:C12 


ES 196 


560491 


1958.L23.gz43_250821 


M00054620D:D06 


ES 196 


561116 


1958.M03.gz43_250502 


M00054620D:D1 1 


ES 196 


473111 


1958.M04.gz43_250518 


M00054620D:F11 


ES 196 


556896 


1958.M06.gz43_250550 


M00054620D-.G11 


ES 196 


395411 


1958.M07.gz43_250566 


M00054621B:A10 


ES 196 


548859 


1958.M13.gz43_250662 


M00054621C:G03 


ES 196 


451025 


1958.M20.gz43_250774 


M00054621D:A10 


ES 196 


518049 


1958.M24.gz43_250838 


M00054621D:C06 


ES 196 


558642 


1958.N01.gz43_250471 


M00054621D.D11 


ES 196 


549320 


1958.N02.gz43_250487 


M00054622A:D06 


ES 196 


27480 


1958.N07.gz43_250567 


M00054622A:H01 


ES 196 


561068 


1958.N08.gz43_250583 


M00054622B:F05 


ES 196 


491644 


1958.NI0.gz43__250615 


M00054622B:H09 


ES 196 


556308 


1958.N12.gz43_250647 


M00054622D:C02 


ES 196 


562932 


1958.N18.gz43_250743 


M00054622D.D10 


ES 196 


551463 


1958.N20.gz43_250775 


M00054622D.F05 


ES 196 


485504 


1958.N21.gz43_250791 


M00054622D:G11 


ES 196 


556835 


1958.N22.gz43_250807 


M00054622D:H03 


ES 196 


453864 


1958.N23.gz43_250823 


M00054623B:B11 


ES 196 


556424 


1958.O06.gz43_250552 


M00054623C:E09 


ES 196 


558175 


1958.O09.gz43_250600 


M00054623D:C12 


ES 196 


551305 


1958.O12.gz43_250648 


M00054624A:B11 


ES 196 


550164 


1958.O16.gz43_250712 


M00054624B:G10 


ES 196 


559938 


1958.O21.gz43_250792 


M00054624D:B06 


ES 196 


554810 


1958.O23.gz43_250824 


M00054625A:D07 


ES 196 


558103 


1958.P04.gz43_250521 


M00054625A:E05 


ES 196 


557199 


1958.P05.gz43_250537 


M00054625B.B02 


ES 196 


551250 


1958.P07.gz43_250569 


M00054625D:F06 


ES 196 


562712 


1 958 .P2 1 .gz43_250793 


M00054625D.H07 


ES 196 


461734 


1958.P22.gz43_250809 


M00054627A:B08 


ES 196 


556790 


1959.A20.gz43_254083 


M00054628C:G11 


ES 196 


557559 


1959.C14.gz43_253989 


M00054629C:G06 


ES 196 


555923 


1959.D08.gz43_253894 


M00054630A:D08 


ES 196 


562541 


1959.D17.gz43_254038 


M00054630B:A06 


ES 196 


551975 


1959.D19.gz43_254070 


M00054631D:C02 


ES 196 


552092 


1959.F03.gz43_253816 
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M00054635B:G05 


ES 196 


268197 


1959.H16.gz43 254026 


M00054638D:F02 


ES 196 


555949 


» 1959.K24.gz43 254157 


M00054640B:C05 


ES 196 


5492 1C 


1959.M04.gz43 253839 


M00054642D:F11 


ES 196 


549516 


1959.N22.gz43 254128 


M00054643B:G09 


ES 196 


552618 


1959.O10.gz43 253937 


M00054644B:F02 


ES 196 


557345 


1959.P08.gz43_253906 


M00054644D:F11 


ES 196 


549624 


1959.P20.gz43_254098 


M00054647D:H02 


ES 196 


502683 


1960.B23.gz43_254516 


M00054648C:H10 


ES 196 


i 450867 


1960.C12.gz43_254341 


M00054650A:B08 


ES 196 


410667 


1960.D12.gz43 254342 


M00054651D:D02 


ES 196 


452662 


1960.E24.gz43_254535 


M00054652B:A04 


ES 196 


387728 


; 1960.F04.gz43_254216 


M00054656C:E10 


ES 196 


561590 


1960.107.gz43_254267 


M00054657D:E05 


ES 196 


551531 


1960.Jll.gz43_254332 


M00054661A:B03 


ES 196 


193991 


1960.L03.gz43_254206 


M00054661D:A07 


ES 196 


551065 


1960.L12.gz43_254350 


M00054663D:D09 


ES 196 


466851 


1960.M24.gz43_254543 


M00054664DA01 


ES 196 


264575 


1960.N14.gz43_254384 


M00054668A:D01 


ES 196 


450624 


1969.A10.gz43_254691 


M00054670D:F10 


ES 196 


556424 


1969.B21.gz43_254868 


M00054671A:H07 


ES 196 


579481 


1969C07.gz43_254645 


M00054671DA12 


ES 196 


573733 


1969.C24.gz43_254917 


M00054672C:F01 


ES 196 


140763 


1969.D20.gz43_254854 


M00054673B:G08 


ES 196 


551845 


1969.E09.gz43_254679 


M00054674B:B03 


ES 196 


551269 


1969.F03.gz43_254584 


M00054677D:H08 


ES 196 


556959 


1969.102:gz43_254571 


M00054683D:F01 


ES 196 


551630 


1969.M04.gz43_254607 


M00054685D:D09 


ES 196 


415326 


1969.Nll.gz43_254720 


M00054689C:B11 


ES 196 


557935 


1 970.A03 .gz43_263422 


M00054689D:E12 


ES 196 


551527 


1970.A06.gz43_263470 


M00054690B:B02 


ES 196 


559389 


1970A14.gz43_263598 


M00054690B:D10 


ES 196 


552418 


1970.A16.gz43_263630 


M00054690D:G03 


ES 196 


549388 


1970.B04.gz43_263439 


M00054692B:C06 


ES 196 


. 550330 


1970.B20.gz43_263695 


M00054692B:D01 


ES 196 


420686 


1970B21.gz43_263711 


M00054692C:B02 ! 


ES 196 j 


42994 


1970.B23.gz43_263743 


M00054692D:F09 


ES 196 


479208 


1970.B24.gz43_263759 


M00054693A:C09 


ES 196 


551243 


1970.C05.gz43_263456 


M00054693A:E06 


ES 196 


558938 


1970.C08.gz43_263504 


M00054693B:B01 


ES 196 


559036 


1970.C09.gz43_263520 


M00054693C : A02 


ES 196 


549995 


1970.C14.gz43_263600 


M00054693D:A05 


ES 196 


551150 


1970.C18.gz43_263664 


M00054693D:A08 


ES 196 


448332 


1970.C19.gz43_263680 


M00054693D:C04 


ES 196 


450755 


1970.C20.gz43_263696 
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M00054695A:A12 


ES 196 


552051 


1970.D08.gz43_263505 


M00054696B:H11 


ES 196 


553128 


1970.E06.gz43_263474 


M00054697A.E03 


ES 196 


552649 


1970.E12.gz43_263570 


M00054697A.-G06 


ES 196 


562216 


1970.E14.gz43_263602 


M00054697C:E11 


ES 196 


552581 


1970.E21.gz43_263714 


M00054699AG01 


ES 196 


584499 


1970.F15.gz43_263619 


M00054699B:A05 


ES 196 


551996 


1970.F16.gz43_263635 


M00054699B:F05 


ES 196 


552733 


1970F18.gz43_263667 


M00054699C:A04 


ES 196 


551995 


1970.F21.gz43_263715 


M00054699D.A12 


ES 196 


552055 


1970.G02.gz43_263412 


M00054700A:B03 


ES 196 


552254 


1970.G04.gz43_263444 


M00054700A:F12 


ES 196 


552733 


1970.G06.gz43_263476 


M00054701D:H05 


ES 196 


555255 


1970.G23.gz43_263748 


M00054702A:C06 


ES 196 


556896 


1970H01.gz43_263397 


M00054702A:F03 


ES 196 


483141 


1970.H02.gz43_263413 


M00054702A.H03 


ES 196 


509202 


1970.H03.gz43_263429 


M00054702C:G06 


ES 196 


551754 


1970.H09.gz43_263525 


M00054702D:E07 


ES 196 


389201 


1970H12.gz43_263573 


M00054702D:F05 


ES 196 


452392 


1970H14.gz43_263605 


M00054702D:H10 


ES 196 


549945 


1970.H16.gz43_263637 


M00054703C:F01 


ES 196 


521552 


1970H22.gz43_263733 


M00054703D:E07 


ES 196 


549238 


1970 .101. gz43_263398 


M00054703D:F04 


ES 196 


561434 


1970.102.gz43_263414 


M00054704B:B11 


ES 196 


549038 


1970.106.gz43_263478 


M00054704D:F02 


ES 196 


552682 


1970.112.gz43_263574 


M00054705B:C08 


ES 196 


552314 


1970.114.gz43_263606 


M00054705B:D02 


ES 196 


527679 


1970.116.gz43_263638 


M00054705B:E04 


ES 196 


498454 


1970.118.gz43_263670 


M00054705C:B02 


ES 196 


475730 


1970.121.gz43_263718 


M00054705C:D11 


ES 196 


554477 


1970.124.gz43_263766 


M00054705D.G03 


ES 196 


184995 


1970.J03.gz43_263431 


M00054706AG10 


ES 196 


491827 


1970.J09.gz43_263527 


M00054706B:F10 


ES 196 


562884 


1970J15.gz43_263623 


M00054706C:A04 


ES 196 


551955 


1970J17.gz43_263655 


M00054706C:B12 


ES 196 


550053 


1970.J19.gz43_263687 


M00054706D:B03 


ES 196 


553358 


1970J22.gz43_263735 


M00054707B:B08 


ES 196 


453708 


1970K02.gz43_263416 


M00054707C:D02 


ES 196 


549151 


1970.K06.gz43_263480 


M00054707C:G07 


ES 196 


552894 


1970K09.gz43_263528 


M00054708A:F11 


ES 196 


552686 


!970.K12.gz43_263576 


M00054708B:F04 


ES 196 


391511 


1970.K16.gz43_263640 


M00054709A:A10 


ES 196 


560317 


1970.K24.gz43_263768 


M00054710B.B10 


ES 196 


552197 


1970.L17.gz43_263657 


M00054710C:A12 


ES 196 


558768 


1970.L22.gz43_263737 
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M00054710D:A02 


ES 196 


551941 


1970.M01.gz43_263402 


M00054711A.B05 


ES 196 


553685 


1970.M05.gz43_263466 


M00054711C.A08 


ES 196 


552073 


1970.Mll.gz43_263562 


M00054712C:A04 


ES 196 


558046 


1970.N0 l.gz43_263403 


M00054712C:C07 


ES 196 


549557 


1970.N05.gz43_263467 


M00054713B.B10 


ES 196 


551479 


1970.N14.gz43_263611 


M00054713C:D07 


ES 196 


553938 


1970.N18.gz43_263675 


M00054714A:C05 


ES 196 


430917 


1970.00 l.gz43_263404 


M00054714B:F05 


ES 196 


32021 


1970.O06.gz43_263484 


M00054714C:E01 


ES 196 


552625 


1970.O09.gz43_263532 


M00054715A:C06 


ES 196 


452559 


1970.O15.gz43_263628 


M00054715AG02 


ES 196 


550975 


1970.O17.gz43_263660 


M00054715C.D05 


ES 196 


451032 


1970.O23.gz43_263756 


M00054715C:D11 


ES 196 


419281 


1970.O24.gz43_263772 


M00054715D:E11 


ES 196 


552598 


1970.P07.gz43_263501 


M00054715D:F09 


ES 196 


583641 


1970.P08.gz43_263517 


M00054716B:D06 


ES 196 


490393 


1970.P16.gz43_263645 


M00054716D:D03 


ES 196 


552497 


1970.P23.gz43_263757 


M00054717AA03 


ES 196 


552086 


1971.A01.gz43_246992 


M00054717A:C07 


ES 196 


549550 


1971.A03.gz43_247024 


M00054717A:G09 


ES 196 


450278 


1971.A06.gz43_247072 


M00054717C:G07 


ES 196 


554913 


1971.A18.gz43_247264 


M00054718A:D11 


ES 196 


555571 


1971.A24.gz43_247360 


M00054718B:D03 


ES 196 


555837 


1971.B05.gz43_247057 


M00054719A:A02 


ES 196 


552028 


1971.B13.gz43_247185 


M00054719A:H06 


ES 196 


553012 


1971.B16.gz43_247233 


M00054720C-.A01 


ES 196 


553123 


1971.D01.gz43_246995 


M00054720C.G10 


ES 196 


557714 


1971.D05.gz43_247059 


M00054720C:H01 


ES 196 


561313 


1971.D06.gz43_247075 


M00054721G.D11 


ES 196 


446999 


1971.E05.gz43_247060 


M00054722C:D01 


ES 196 


450410 


1971.F05.gz43_247061 


M00054722D:C08 


ES 196 


553316 


1971.F09.gz43_247125 


M00054724A:G02 


ES 196 


421959 


1971.G14.gz43_247206 


M00054724B:F06 


ES 196 


551826 


1971.G18.gz43_247270 


M00054724D:C05 


ES 196 


561636 


1971.H01.gz43_246999 


M00054724D.G12 


ES 196 


553805 


1971.H07.gz43_247095 


M00054725A:A03 


ES 196 


448136 


1971.H09.gz43_247127 


M00054725AA05 


ES 196 


551096 


1971.H10.gz43_247143 


M00054725A:F09 


ES 196 


555491 


i 1971.Hll.gz43_247159 


M00054725A:H06 


ES 196 


86175 


| 1971.H12.gz43_247175 


M00054725B:G12 


ES 196 


555676 


1971.H19.gz43_247287 


M00054725D:F04 


ES 196 


553731 


1971.104.gz43_247048 


M00054726A:B11 


ES 196 


552933 


1971.107.gz43_247096 


M00054726A:D02 


ES 196 


555818 


1971.109.gz43_247128 
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M00054726A:E01 


ES 197 


551487 


1971.110.gz43_247144 


M00054726B.F08 


ES 197 


553739 


1971.116.gz43_247240 


M00054726B:F09 


ES 197 


557747 


1971.117.gz43_247256 


M00054726C:D10 


ES 197 


449035 


1971.121.gz43_247320 


M00054726C:E07 


ES 197 


524721 


1971.122.gz43_247336 


M00054727A:B12 


ES 197 


553264 


1971J09.gz43_247129 


M00054727D:C06 


ES 197 


496772 


1971. KOI. gz43_247002 


M00054728B.C10 


ES 197 


557356 


1971.K09.gz43_247130 


M00054728C:B08 


ES 197 


559113 


1971.K13.gz43_247194 


M00054728D.B07 


ES 197 


554048 


1971.K18.gz43_247274 


M00054729B:A08 


ES 197 


484043 


1971.L05.gz43_247067 


M00054729B:B03 


ES 197 


557426 


1971.L06.gz43_247083 


M00054729B:E06 


ES 197 


451812 


1971.L09.gz43_247131 


M00054729C:C08 


ES 197 


561830 


1971.L12.gz43_247179 


M00054729C:G07 


ES 197 


562263 


1971.L15.gz43_247227 


M00054729D:D05 


ES 197 


550315 


1971,L18.gz43_247275 


M00054730B:F11 


ES 197 


559380 


1971.Mll.gz43_247164 


M00054731A:D07 


ES 197 


452488 


1971.N05.gz43_247069 


M00054731B.C12 


ES 197 


553310 


1971.N13.gz43_247197 


M00054731B:D04 


ES 197 


448453 


1971.N14.gz43_247213 


M00054731B.G02 


ES 197 


553751 


1971.N17.gz43_247261 


M00054731C.H12 


ES 197 


553869 


1971.N24.gz43_247373 


M00054731D:H11 


ES 197 


215005 


1971.O04.gz43_247054 


M00054732A:B07 


ES 197 


561379 


1971.O06.gz43_247086 


M00054734B:C06 


ES 197 


556654 


1971P10.gz43_247151 


M00054734B:G10 


ES 197 


549288 


1971.P15.gz43_247231 


M00054734CA07 


ES 197 


553108 


1971.P17.gz43_247263 


M00054735A.G09 


ES 197 


552686 


1971.P24.gz43_247375 


M00054736B.H03 


ES 197 


522322 


1972.B13.gz43_247569 


M00Q54737B-.H11 


ES 197 


556167 


1972.C05.gz43_247442 


M00054737C.B01 


ES 197 


454186 


1972.C06.gz43_247458 


M00054738B:E12 


ES 197 


560282 


1972.C21.gz43_247698 


M00054738D-.F01 


ES 197 


558679 


1972.D13.gz43_247571 


M00054738D.G07 


ES 197 


495832 


1972.D15.gz43_247603 


M00054739A:F07 


ES 197 


555773 


1972.D24.gz43_247747 


M00054739C:B12 


ES 197 


466235 


1972.E08.gz43_247492 


M00054739C:E05 


ES 197 


450142 


1972.E12.gz43_247556 


M00054740C:H08 


ES 197 


493122 


1972.F15.gz43_247605 


M00054741C:D08 


ES 197 


493135 


1972.G15.gz43_247606 


M00054741D:C05 


ES 197 


551778 


1972.G19.gz43_247670 


M00054743A:C07 


ES 197 


424723 


1972!03.gz43_247416 


M00054743A:E04 


ES 197 


473455 


1972.104.gz43_247432 


M00054743C:E11 


ES 197 


452257 


1972.113. gz43_247576 
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M00054743D:F04 


ES 197 


555077 


1972.119.gz43_247672 


M00054744A:G10 


ES 197 


553834 


1972.J05.gz43_247449 


M00054744C:D02 


ES 197 


587854 


1972J16.gz43_247625 


M00054744D:G02 


ES 197 


557068 


1972.K03.gz43_247418 


M00054745C:B12 


ES 197 


562793 


1972.K15.gz43_247610 


M00054745C.H02 


ES 197 


557871 


1972.K19.gz43_247674 


M00054745D:G09 


ES 197 


551441 


1972.L04.gz43_247435 


M00054746A:H02 


ES 197 


559494 


1972.L09.gz43_247515 


M00054746D:E05 


ES 197 


503452 


1972.L22.gz43_247723 


M00054747D:B05 


ES 197 


474309 


1972.M24.gz43_247756 


M00054748B:G10 


ES 197 


523753 


1972.N13.gz43_247581 


M00054748B:H09 


ES 197 


59202 


1972.N14.gz43_247597 


M00054750A:E11 


ES 197 


446997 


1972.O06.gz43_247470 


M00054750A:G10 


ES 197 


562323 


1 972.009 .gz43_2475 18 


M00054750B.F02 


ES 197 


557568 


1972.012.gz43_247566 


M00054750C:D01 


ES 197 


553457 


1972.01 8. gz43_247662 


M00054750D:F01 


ES 197 


559215 


1972.P01.gz43_247391 


M00054750D:H12 


ES 197 


499517 


1972.P03.gz43_247423 


M0005475 1 AA05 


ES 197 


86145 


1972.P04.gz43_247439 


M00054751B-.F12 


ES 197 


553702 


,1972.P14.gz43_247599 


M00054751D:G10 


ES 197 


553800 


1972.P24.gz43_247759 


M00054752A:C12 


ES 197 


562451 


1981.A03.gz43_247792 


M00054752B.H06 


ES 197 


495942 


1981.A10.gz43_247904 


M00054753AA05 


ES 197 


554000 


1981.A18.gz43_248032 


M00054753C:H02 


ES 197 


553918 


1981.B08.gz43_247873 


M00054753DA03 


ES 197 


477046 


1981.B09.gz43_247889 


M00054753D:C12 


ES 197 


256179 


1981.Bll.gz43_247921 


M00054753D:H10 


ES 197 


553922 


1981.B13.gz43_247953 


M00054754B:F04 


ES 197 


558609 


1981.B16.gz43_248001 


M00054754C.H09 


ES 197 


550580 


1981.B22.gz43_248097 


M00054754D:F11 


ES 197 


551693 


1981.C04.gz43_247810 


M00054755A:E10 


ES 197 


493135 


1981.C10.gz43_247906 


M00054755C:D04 


ES 197 


561412 


1981.C24.gz43_248130 


M00054755D.E02 


ES 197 


562360 


1981.D02.gz43_247779 


M00054755D:E05 


ES 197 


u 513632 


1981.D03.gz43_247795 


M00054756A:C12 


ES 197 


551289 


1981.D09.gz43_247891 


M00054756C.C08 


ES 197 


551288 


1981.D15.gz43_247987 


M00054756D:F05 


ES 197 


451993 


1981D19.gz43_248051 


M00054757A:H07 


ES 197 


555343 


1981.D21.gz43_248083 


M00054757B:H04 


ES 197 


561433 


1981.E04.gz43_247812 


M00054758A:F03 


ES 197 


554336 


1981.E13.gz43_247956 


M00054758B:C10 


ES 197 


122169 


1981.E15.gz43_247988 


M00054758B:D03 


ES 197 


554352 


1981.E16.gz43_248004 


M00054758B:H03 


ES 197 


554049 


1981E18.gz43_248036 
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M00054758D:D03 


ES 197 


551415 


1981.E24.gz43_248132 


M00054759A.B08 


ES 197 


553158 


1981.F03.gz43_247797 


M00054759C.D07 


ES 197 


553800 


1981.Fll.gz43_247925 


M00054759C:G10 


ES 197 


560529 


1981.F13.gz43_247957 


M00054759D:E01 


ES 197 


556064 


1981.F17.gz43_248021 


M00054760A:A12 


ES 197 


551117 


1981.F22.gz43_248101 


M00054760A:D10 


ES 197 


561535 


1981.F24.gz43_248133 


M00054760BA10 


ES 197 


549588 


1981.G04.gz43_247814 


M00054760D:B03 


ES 197 


263800 


1981.G09.gz43_247894 


M00054761C:E02 


ES 197 


558719 


1981.G24.gz43_248134 


M00054761D:C11 


ES 197 


493604 


1981.H04.gz43_247815 


M00054762A:D09 


ES 197 


556183 


1981.H10.gz43_247911 


M00054762B:F02 


ES 197 


558900 


1981.H14.gz43_247975 


M00054762B:F07 


ES 197 


551617 


1981.H15.gz43_247991 


M00054762CA12 


ES 197 


558503 


1981.H18.gz43_248039 


M00054762D.C06 


ES 197 


551338 


1981.H24.gz43_248135 


M00054763AA10 


ES 197 


472196 


1981.102.gz43_247784 


M00054763C:D07 


ES 197 


554021 


1981.104.gz43_247816 


M00054763C:F10 


ES 197 


558900 


1981. 105 .gz43_247832 


M00054763C:H04 


ES 197 


450840 


1981I06.gz43_247848 


M00054764A:E11 


ES 197 


576803 


1981.114.gz43_247976 


M00054764C.G04 


ES 197 


555754 


1981.122.gz43_248104 


M00054764D:F01 


ES 197 


556019 


1981.J01.gz43_247769 


M00054765B-.C03 


ES 197 


561487 


1981J07.gz43_247865 


M00054765B:C11 


ES 197 


554181 


1981.J09.gz43_247897 


M00054765C:F10 


ES 197 


553131 


1981.J20.gz43_248073 


M00054765D:D05 


ES 197 


554294 


1981.K05.gz43_247834 


M00054766A:H10 


ES 197 


508126 


1981.K17.gz43_248026 


M00054766C:B08 


ES 197 


498662 


1981.L03.gz43_247803 


M00054766C:E01 


ES 197 


552541 


1981.L07.gz43_247867 


M00054766D:H02 


ES 197 


260558 


1981.L15.gz43_247995 


M00054766D-.H12 


ES 197 


554851 


1981.L16.gz43_248011 


M00054767A.F08 


ES 197 


556475 


1981.L22.gz43_248107 


M00054767C:C08 


ES 197 


552535 


1981.M13.gz43_247964 


M00054767C:D03 


ES 197 


455220 


1981M14.gz43_247980 


M00054767C.H06 


ES 197 


549576 


1981.M17.gz43_248028 


M00054767D:G09 


ES 197 


552549 


1981.M22.gz43_248108 


M00054768B:B05 


ES 197 


559369 


1981.N01.gz43_247773 


M00054768B-.D10 


ES 197 


400628 


1981.N05.gz43_247837 


M00054768DA01 


ES 197 


448357 


1981.N10.gz43_247917 


M00054768D-.B11 


ES 197 


451051 


1981.Nll.gz43_247933 


M00054769A.G10 


ES 197 


512432 


1981.N21.gz43_248093 


M00054769B:D12 


ES 197 


550402 


1981.O04.gz43_247822 


M00054769B:F03 


ES 197 


554635 


1981O06.gz43_247854 
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M00054770A:C06 


ES 197 


558949 


1981.O19.gz43_248062 


M00054770B:A12 


ES 197 


! 552733 


1981.024.gz43_248142 


M00054770B:B11 


ES 197 


556918 


1981.P01.gz43_247775 


M00054770B:D09 


ES 197 


448510 


1981.P04.gz43_247823 


M00054770C:A04 


ES 197 


528775 


1981.P07.gz43_247871 


M00054770C:C04 


ES 197 


554161 


1981.P10.gz43_247919 


M00054770C:D05 


ES 197 


555478 


1981.Pll.gz43_247935 


M00054770C.F10 


ES 197 


554581 


1981.P12.gz43_247951 


M00054771A:E01 


ES 197 


470351 


1981.P23.gz43_248127 


M00054771B:F12 


ES 197 


492779 


1982A02.gz43_248160 


M00054771CA11 


ES 197 


551068 


1982 A04.gz43_248 192 


M00054771D:G01 


ES 197 


551718 


1982A08.gz43_248256 


M00054772B:B01 


ES 197 


586600 


1982A15.gz43_248368 


M00054772B:D04 


ES 197 


472672 


1982A17.gz43_248400 


M00054772B:F03 


ES 197 


493085 


1982A18.gz43_248416 


M00054772D.G12 


ES 197 


553774 


1982.B06.gz43_248225 


M00054773AE09 


ES 197 


551169 


1982.B08.gz43_248257 


M00054773A:H05 


ES 197 


402147 


1982.B09.gz43_248273 


M00054773C:D06 


ES 197 


42323 


1982.B15.gz43_248369 


M00054773C.F09 


ES 197 


557834 


1982.B18.gz43_248417 


M00054773C:F10 


ES 197 


448629 


1982.B19.gz43_248433 


M00054774BA07 


ES 197 


555686 


1982.C03.gz43_248178 


M00054774B:G08 


ES 197 


554072 


1982.C06.gz43_248226 


M00054774CA03 


ES 197 


552019 


1982 I C07.gz43_248242 


M00054774C:D12 


ES 197 


552495 


1982.C08.gz43_248258 


M00054774D-.D06 


ES 197 


559050 


1982.C10.gz43_248290 


M00054775A:D07 


ES 197 


555462 


1982.C16.gz43_248386 


M00054775A:G03 


ES 197 


595181 


1982.C17.gz43_248402 


M00054776A:D10 


ES 197 


557269 


1982.D09.gz43_248275 


M00054776A:F01 


ES 197 


560520 


1982.D10.gz43_248291 


M00054776A:F07 


ES 197 


447926 


1982.Dll.gz43_248307 


M00054776A:G01 


ES 197 


412621 


1982.D12.gz43_248323 


M00054776C:G06 


ES 197 


554828 


1982.E06.gz43_248228 


M00054776D:G09 


ES 197 


553743 


1982.Ell.gz43_248308 


M00054778A:D01 


ES 197 


555958 


1982.F01.gz43_248149 


M00054778A:F08 


ES 197 


551003 


1982.F05.gz43_248213 


M00054778BA02 


ES 197 


551080 


1982.F08.gz43_248261 


M00054778G.F09 


ES 197 


548998 


1982.F18.gz43_248421 


M00054779BA07 


ES 197 


465207 


1982.G05.gz43_248214 


M00054779B:B07 


ES 197 


559872 


1982.O06 .gz43_24823U 


M00054779B:B11 


ES 197 


556183 


1982.G07.gz43_248246 


M00054779D.F07 


ES 197 


554627 


1982.G17.gz43_248406 


M00054779D:F08 


ES 197 


551425 


1982.G18.gz43_248422 


M00054780AB06 


ES 197 


550422 


1982.G21.gz43_248470 
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M00054780B.B06 


ES 197 


555524 


1982.H03.gz43_248183 


M00054780B.E03 


ES 197 


533991 


1982.H05.gz43_248215 


M00054780B:G10 


ES 197 


491570 


1982.H06.gz43_248231 


M00054780C:G11 


ES 197 


558519 


1982.H14.gz43_248359 


M00054781A:H09 


ES 197 


505792 


1982H21.gz43_248471 


M00054781D:F10 


ES 197 


556171 


1982.102.gz43_248168 


M00054782B:B02 


ES 197 


551167 


1982.105 .gz43_2482 16 


M00054782B:D09 


ES 197 


551425 


1982.107.gz43_248248 


M00054782D:D12 


ES 197 


575924 


1982.110.gz43_248296 


M00054783C:C02 


ES 197 | 


557039 


1982.116.gz43_248392 


M00054783C:C03 


ES 197 


552325 


1982.117.gz43_248408 


M00054784C:D11 


ES 197 


552535 


1982J07.gz43_248249 


M00054784D:B01 


ES 197 


554582 


1982.J10.gz43_248297 


M00054785B:B07 


ES 197 


552188 


1982.J13.gz43_248345 


M00054785C:C02 


ES 197 


562263 


1982.J15.gz43_248377 


M00054785C:G11 


ES 197 


462511 


1982J17.gz43_248409 


M00054785D:A07 


ES 197 


552005 


1982.J19.gz43_248441 










M00054786A:G1 1 


ES 198 


561422 


1982.J21.gz43_248473 


M00054786C:G01 


ES 198 


553330 


1982.K02.gz43_248170 


M00054786D:F08 


ES 198 


553868 


1982.K05.gz43_248218 


M00054787D:A10 


ES 198 


580179 


1982.K12.gz43_248330 


M00054788C:G04 


ES 198 ! 


552813 


1982.K17.gz43_248410 


M00054789AA02 


ES 198 


490414 


1982.K18.gz43_248426 


M00054790D-.D05 


ES 198 


548874 


1982.L06.gz43_248235 


M00054801C:G01 


ES 198 


549233 


1982.L17.gz43_248411 


M00054802A:G03 


ES 198 


446394 


1982.M01.gz43_248156 


M00054802A:H05 


ES 198 


490507 


1982.M03.gz43_248188 


M00054802C.A07 


ES 198 


374282 


1982.M06.gz43_248236 


M00054802DA09 


ES 198 


555696 


1982.M10.gz43_248300 


M00054802D:C02 


ES 198 


497477 


1982.M12.gz43_248332 


M00054802D-.C03 


ES 198 


456052 


1982.M13.gz43_248348 


M00054803A:D08 


ES 198 


175758 


1982.M17.gz43_248412 


M00054803A:E10 


ES 198 


551553 


1982.M18.gz43_248428 


M00054803B:B12 


ES 198 


554116 


1982.M20.gz43_248460 


M00054803C.G01 


ES 198 


551755 


1982.M24.gz43_248524 


M00054804A.G08 


ES 198 


496570 


1982.N08.gz43_248269 


M00054804A:H04 


ES 198 


539353 


1982.N09.gz43_248285 


M00054804B:E07 


ES 198 


553979 


1982.Nll.gz43_248317 


M00054804C.F04 


ES 198 


553237 


1982.N14.gz43_248365 


M00054804DA11 


ES 198 


559896 


1982.N16.gz43_248397 


M00054804D:D07 


ES 198 


555571 


1982.N18.gz43_248429 


M00054804D:H12 


ES 198 


417259 


1982.N22.gz43_248493 


M00054805A-.E09 


ES 198 


553612 


1982.O03.gz43_248190 
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M00054805A:H04 


ES 198 


552183 


1982.O04.gz43_248206 


M00054805B:E06 


ES 198 


556856 


1982.0 10.gz43_248302 


M00054805B:E11 


ES 198 


497912 


1982.01 l.gz43_2483 18 


M00054805B:G02 


ES 198 


556856 


1982.014.gz43_248366 


M00054805B:G10 


ES 198 


394168 


1982.016.gz43_248398 


M00054806A:G04 


ES 198 


553848 


1982.P02.gz43_248175 


M00054806C:C12 


ES 198 


517146 


1982.P08.gz43_248271 


M00054806D:C01 


ES 198 


553331 


1982.P10.gz43J248303 


M00054811A:C10 


ES 198 


551512 


1983.C10.gz43__255077 


M00054811B:H12 


ES 198 


494471 


1983.C19.gz43_255221 


M00054811D:F01 


ES 198 


551659 


1983.D01.gz43_254934 


M00054812D:H05 


ES 198 ; 


549816 


1983.E06.gz43_255015 


M00054813B:D11 


ES 198 | 


456520 


1983.E19.gz43_255223 


M00054814A:F07 


ES 198 I 


557525 


1983.F09.gz43_255064 


M00054823B:E07 


ES 198 | 


450788 


1983.KlLgz43_255101 


M00054824A:E02 


ES 198 i 


555641 


1983.L07.gz43_255038 


M00054826B.G08 


ES 198 | 


447087 


1983.N07.gz43_255040 


M00054831A:E11 


ES 198 | 


554196 


1984.A12.gz43_255491 


M00054831B.E05 


ES 198 


451081 


1984.A20.gz43_255619 


M00054839D:F08 


ES 198 


562302 


1984.G07.gz43_255417 


M00054840D:B03 


ES 198 


557703 


1984.G21.gz43_J255641 


M00054842B:B12 


ES 198 


554696 


1984.108.gz43_255435 


M00054848B:E02 


ES 198 


533520 


1984.N02.gz43_255344 


M00054851B:E03 


ES 198 


560984 


1984.P06.gz43_2554iq 


M00054852C:G03 


ES 198 


559885 


1993.A04.gz43_263822 


M00054852D:D09 


ES 198 


556715 


1993.A09.gz43_263902 


M00054853A:A10 


ES 198 ! 


556132 


1993.All.gz43_263934 


M00054853B:E07 


ES 198 [ 


522703 


1993.A18.gz43_264046 


M00054853B:E10 


ES 198 


599433 


1993.A19.gz43_264062 


M00054854A:H06 


ES 198 


554524 


1993.B05.gz43_263839 


M00054854B:C04 


ES 198 


548861 


1993.B07.gz43_263871 


M00054854CH02 


ES 198 


450829 


1993.B12.gz43_263951 


M00054855B:E04 


ES 198 


554672 


1993.C05.gz43_263840 


M00054855B:F10 


ES 198 


556918 


1993.C07.gz43_263872 


M00054855C:B06 


ES 198 


496897 


1993.C09.gz43_263904 


M00054855CH08 


ES 198 


557209 


1993.C13.gz43_263968 


M00054855D:G12 


ES 198 


557077 


1993.C14.gz43_263984 


M00054856A:F08 


ES 198 


554613 


1993.C20.gz43_264080 


M00054856D:E11 


ES 198 


560714 


1993.D05.gz43_263841 


M00054857A:B11 


ES 198 


554084 


1993.D09.gz43_263905 


M00054857A:G09 


ES 198 


554756 


1993.D14.gz43_263985 


M00054857A:G12 


ES 198 


554989 


1993.D15.gz43_264001 


M00054857B:D08 


ES 198 


593343 


1993.D19.gz43_264065 


M00054857CG09 


ES 198 


555740 


1993.E02.gz43_263794 
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M00054857D:E12 


ES 198 


554500 


1 993 E07.gz43_263 874 


M00054858A.B05 


ES 198 


554497 


1993.E10.gz43_263922 


M00054858A:D06 


ES 198 


482306 


1993.E14.gz43_263986 


M00054858A:D08 


ES 198 


550714 


1993.E15.gz43_264002 


M00054858B.A10 


ES 198 


451491 


1993.E18.gz43_264050 


M00054858D:C04 


ES 198 


551212 


1993.F02.gz43_263795 


M00054859A:D10 


ES 198 


555968 


1993.F10.gz43_263923 


M00054859A:E02 


ES 198 


555667 


1993.Fll.gz43J263939 


M00054859D:D02 


ES 198 


557719 


1993.F24.gz43_264147 


M00054859D:E01 


ES 198 


594013 


1993.G02.gz43_263796 


M00054859D:E09 


ES 198 


554456 


1993.G03.gz43_263812 


M00054859D:G04 


ES 198 


557852 


1993.G05.gz43_263844 


M00054860B:F11 


ES 198 


549481 


1993.G16.gz43_264020 


M00054860C:C04 


ES 198 


554221 


1993.G19.gz43_264068 


M00054860C:E04 


ES 198 


497365 


1993.G21.gz43_264100 


M00054860C.F01 


ES 198 


490629 


1993.G24.gz43_264148 


M00054860D:D01 


ES 198 


554257 


1993.H04.gz43_263829 


M00054861B:H08 


ES 198 


560259 


1993.H14.gz43_263989 


M00054861C:E10 : 


ES 198 


551811 


1993.H18.gz43_264053 


M00054862C:D05 


ES 198 


522507 


1993.107.gz43_263878 


M00054862D:D10 


ES 198 


476843 


1993.113.gz43_263974 


M00054863A:A11 


ES 198 j 


562962 


1993.115.gz43_264006 


M00054863D:C07 


ES 198 


463060 


1993.123.gz43_264134 


M00054863D.H05 


ES 198 


554900 


1993J01.gz43_263783 


M00054864B.B02 


ES 198 


553295 


1993J05.gz43_263847 


M00054864B:D08 


ES 198 


501534 


1993J08.gz43_263895 


M00054864C:A01 


ES 198 


519109 


1993JlLgz43J263943 


M00054865A:A10 


ES 198 


462767 


1993J20.gz43_264087 


M00054865B:H04 


ES 198 


43642 


1993.K10.gz43_J263928 


M00054865D:F05 


ES 198 


394567 


1993.K16.gz43J264024 


M00054866B:C01 


ES 198 


560254 


1993X01. gz43_263785 


M00054866B:G01 


ES 198 


408840 


1993.L04.gz43_263833 


M00054866C:G07 


ES 198 


595506 


1993.L10.gz43_263929 


M00054866D:C03 


ES 198 


402742 


1993.L14.gz43_263993 


M00054867A.C07 


ES 198 


549320 


1993X21.gz43_264105 


M00054867A:G01 


ES 198 


551591 


1993.L24.gz43__264153 


M00054867B:D02 


ES 198 


493303 


1993.M03.gz43_263818 


M00054867D:H03 


ES 198 


463513 


1993.M13.gz43_263978 


M00054868B:A05 


ES 198 


557974 


1993.M23.gz43_264138 


M00054868C:G11 


ES 198 


559027 


1993.N06.gz43_263867 


M00054869A:A09 


ES 198 


552396 


1993.N13.gz43_263979 


M00054869A:D03 


ES 198 


457825 


1993.N17.gz43_264043 


M00054869C.A05 


ES 198 


182113 


1993.O01.gz43_263788 


M00054869C.H04 


ES 198 


549946 


1993.O06.gz43__263868 
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ESNo 
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M00054869D:F02 


ES 198 


594434 


1993.O10.gz43_263932 


M00054870A:D11 


ES 198 


549666 


1993,O13.gz43_263980 


M00054870BA12 


ES 198 


553072 


1993.O17.gz43_264044 


M00054870B:G12 


ES 198 


555553 


1993.O21.gz43_264108 


M00054870C.C05 


ES 198 


522648 


1993.P03.gz43_263821 


M00054870C:E06 


ES 198 


556382 


1993P04.gz43_263837 


M00054870D:G08 


ES 198 


555702 


1993.P10.gz43_263933 


M00054871A:C04 


ES 198 


390017 


1993.P14.gz43_263997 


M00054871A:E03 


ES 198 


553582 


1993P15.gz43_264013 


M00054871A:E07 


ES 198 


524464 


1993.P18.gz43_264061 


M00054871A.H07 


ES 198 


481641 


1993P21.gz43_264109 


M00054871B.E10 


ES 198 


553586 


1993.P24.gz43_264157 


M00054871B:F06 


ES 198 


556839 


1994A02.gz43_255715 


M00054872A:H10 


ES 198 


559531 


1994A19.gz43_255987 


M00054873C:E09 


ES 198 


553636 


1994.B17.gz43_255956 


M00054877A:F01 


ES 198 


562243 


1994.E15.gz43_255927 


M00054878B:G03 


ES 198 


.447483 


1994.F22.gz43_256040 


M00054885C.G06 


ES 198 


549391 


1994.K24.gz43_256077 


M00054887C.E09 


ES 198 


558564 


1994.M12.gz43_255887 


M00054891D:D03 


ES 198 


556722 


1995A01.gz43_256083 


M00054891D:H05 


ES 198 


557218 


1995A03.gz43_256115 


M00054892C:G05 


ES 198 


555998 


1995A14.gz43_256291 


M00054892D:D06 


ES 198 


454812 


1995A19.gz43_256371 


M00054893A:F08 


ES 198 


550047 


1995.B06.gz43_256164 


M00054893CA06 


ES 198 


562106 


1995.B14.gz43_256292 


M00054893CA07 


ES 198 


554002 


1995.B15.gz43_256308 


M00054893C:B02 


ES 198 


556365 


1 995. B16.gz43_25 6324 


M00054893C-.E04 


ES 198 


551463 


1995.B20.gz43_256388 


M00054893C.G06 


ES 198 


474163 


1995B22.gz43_256420 


M00054893D.D12 


ES 198 


556632 


1995.B24.gz43_256452 


M00054893D:F07 


ES 198 


550204 


1995.C02.gz43_256101 


M00054893D:GO9 


ES 198 


562152 


1995.C03.gz43_256117 


M00054894A-.F05 


ES 198 


469605 


199S.C06.gz43_256165 


M00054894C.B11 


ES 198 


556404 


1995.C12.gz43_256261 


M00054894D:F04 


ES 198 


446186 


1995.C15.gz43_256309 


M00054895BA02 


ES 198 


558779 


1995.C23.gz43_256437 


M00054895B:A08 


ES 198 


596809 


1995.C24.gz43_256453 


M00054895B:D09 


ES 198 


447858 


1995.D05.gz43_256150 


M00054895C:B07 


ES 198 


82864 


1995.Dll.gz43_256246 


M00054895D.B02 


ES 198 


549228 


1995.D16.gz43_256326 


M00054895D:C10 


ES 198 


552122 


1995.D18.gz43_256358 


M00054896B:E09 


ES 198 


562672 


1995.E04.gz43_256135 


M00054896C:D08 


ES 198 


556725 


1995 E09.gz43_256215 


M00054896C.F01 


ES 198 


451049 


1995.E10.gz43_256231 
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M00054896D-.C01 


ES 198 


556499 


1995.E13.gz43_256279 


M00054896D:C11 


ES 198 


557326 


1995.E14.gz43_256295 


M00054896D:E11 


ES 198 


557283 


1995.E16.gz43_256327 


M00054897C.F03 


ES 198 


562679 


1995.F03.gz43_256120 


M00054897D.E08 


ES 198 


556804 


1995.F07.gz43_256184 


M00054898A:G09 


ES 198 


453715 


1995.F13.gz43_256280 


M00054898B:A03 


ES 198 


556328 


1995.Fl6.gz43_256328 


M00054898B:D01 


ES 198 


549997 


1995.F20.gz43_256392 


M00054898B:D04 


ES 198 


458035 


1995.F21.gz43_256408 


M00054898D:H12 


ES 198 


543855 


1995. G03.gz43_256 121 


M00054899A:D09 


ES 198 


460690 


1995.G05.gz43_256153 


M00054899C:D11 


ES 198 


553534 


1995.G16.gz43_256329 


M00054899D:C11 


ES 198 


558011 


1995.G20.gz43_256393 


M00054899D:F07 


ES 198 


555830 


1995.G23.gz43_256441 


M00054899D:G01 


ES 198 


561382 


1995.H01.gz43_256090 


M00054900B:A09 


ES 198 


556362 


1995.H05.gz43_256154 


M00054900B:D08 


ES 198 


525429 


1995.H07.gz43_256186 


M00054900B:D12 


ES 198 


559554 


1995.H08.gz43_256202 


M00054900B:G10 


ES 198 


560668 


1995.H10.gz43_256234 


M00054900C:B04 


ES 198 : 


559554 


1995.Hll.gz43_256250 


M00054900C:C03 


ES 198 


516691 


1995.H12.gz43_256266 


M00054900C:D08 


ES 198 


556753 


1995.H13.gz43_256282 


M00054900D-.F11 


ES 198 


557004 


1995.H16.gz43_256330 


M00054900D.G04 


ES 198 


561115 


1995.H17.gz43_256346 


M00054901A.B04 


ES 198 


559088 


1995.H20.gz43_256394 


M00054901AF01 


ES 198 


555837 


1995.H21.gz43_256410 


M00054901A:H11 


ES 198 


556169 


1995.H22.gz43_256426 


M00054901B:H10 


ES 198 


556165 


1995.103.gz43_256123 


M00054901C:A04 


ES 198 [ 


559088 


1995. 104.gz43_256 139 


M00054901C:G01 


ES 198 


553102 


1995.107.gz43_256187 


M00054901D:B01 


ES 198 


555260 


1995.110.gz43_256235 


M00054902B:G02 


ES 198 


595066 


1995.120.gz43_256395 


M00054902CA12 


ES 198 


452182 


1995 I21.gz43_256411 


M00054903A:G07 


ES 198 


555701 


1995 J03.gz43_256 124 










M00054903B:A02 


ES 199 


559113 


1995J04.gz43_256140 


M00054903C:F03 


ES 199 


555785 


1995.J10.gz43_256236 


M00054903C:G03 


ES 199 


549847 


1995J13.gz43_256284 


M00054903C:G04 


ES 199 


558935 


1995.J14.gz43_256300 


M00054903D:B05 


ES 199 


555184 


1995.J15.gz43_256316 


M00054903D:G01 


ES 199 


558177 


1995.J19.gz43_256380 


M00054903D:G10 


ES 199 


555967 


1995J21.gz43_256412 


M00054904A:F07 


ES 199 


554604 


1995.K02.gz43_256109 


M00054904A.H10 


ES 199 


549376 


1995.K03.gz43_256125 
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ClusterlD 


SequenceName 


M00054904C:A02 


ES 199 


554028 


1995.K07.gz43_256189 


M00054904C:B06 


ES 199 


510309 


1995.K08.gz43_256205 


M00054904CG09 


ES 199 ! 


549822 


1995.K13.gz43_256285 


M00054904D:B01 


ES 199 j 


559036 


1995.K14.gz43_256301 


M00054904D:F07 


ES 199 


411272 


1995.K18.gz43_256365 


M00054904D:G04 


ES 199 


558868 


1995.K20.gz43_256397 


M00054906D:D06 


ES 199 


492256 


1995.L05.gz43_256158 


M00054907A:D01 


ES 199 


554344 


1995.L08.gz43_256206 


M00054907B:E07 


ES 199 


489001 


1995.L13.gz43_256286 


M00054907B:F01 


ES 199 


399766 


1995.L14.gz43_256302 


M00054907C:A12 


ES 199 


553969 


1995.L16.gz43_256334 


M00054907C:D03 


ES 199 


554246 


1995.L18.gz43_256366 


M00054907D.-D01 


ES 199 


554244 


1995.L22.gz43_256430 


M00054908A:F10 


ES 199 


522220 


1995.M03.gz43_256127 


M00054908CA10 


ES 199 


555082 


1995.M17.gz43_256351 


M00054908DA07 


ES 199 


558326 


1995.N02.gz43_256112 


M00054910A:H12 


ES 199 


562492 


1995.N08.gz43_256208 


M00054910B:F07 


ES 199 


561525 


1995.N09.gz43_256224 


M00054910D.F04 


ES 199 


555786 


1995.N13.gz43_256288 


M00054921C-.G01 


ES 199 


554747 


1995.N23.gz43_256448 


M00054921C:G06 


ES 199 


495365 


1995.N24.gz43_256464 


M00054922A:C11 


ES 199 


550710 


1995.O03.gz43_256129 


M00054922BA08 


ES 199 


553975 


1995,O08.gz43_256209 


M00054922B:A10 


ES 199 


150839 


1995.O09.gz43_256225 


M00054922B.F03 


ES 199 


554554 


1995.O10.gz43_256241 


M00054922C :A1 1 


ES 199 


553976 


1995.O14.gz43_256305 


M00054922DA07 


ES 199 


471152 


1995.018.gz43_256369 


M00054923A.H02 


ES 199 


447639 


1995.024.gz43_256465 


M00054923DA08 


ES 199 


562579 


1995.P06.gz43_256178 


M00054923D:D04 


ES 199 


559118 


1995.P07.gz43_256194 


M00054924B:E10 


ES 199 


562989 


1995.P13.gz43_256290 


M00054924B:F02 


ES 199 


448793 


1995.P14.gz43_256306 


M00054924B-.F07 


ES 199 


553691 


1995.P15.gz43_256322 


M00054924D.E01 


ES 199 


562714 


1995.P17.gz43_256354 


M00054925A:B08 


ES 199 


556852 


1995.P19.gz43_256386 


M00054925B:B01 


ES 199 


559728 


1996A04.gz43_256539 


M00054927C.C03 


ES 199 


473512 


1996.B13.gz43_256684 


M00054928A:C11 


ES 199 


550782 


1996.B20.gz43_256796 


M00054930D:D04 


ES 199 


558024 


1996.D13.gz43_256686 


M00054931C.F10 


ES 199 


549171 


1996.E06.gz43_256575 


M00054933A:H09 


ES 199 


44608 


[ 1996.FI8.gz43_256768 


M00054933B:C02 


ES 199 


562106 


1996.F20.gz43_256800 


M00054936B:G02 


ES 199 


555739 


1996.118.gz43_256771 


M00054936C.B08 


ES 199 


549805 


1 996.1 19gz43_256787 
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M00054936CG03 

ITWuUk'" s «J VJ . VJ v/»j 


ES 199 


447585 


1996 17 1 o 7 4^ 7S6X19 

1 7 7V7.XZi X .fcij" J Z.7V70 17 


M00054936DH10 

i y x vj \j YJ ~J I VJXvr . X X X V 


ES 199 


554845 


1996 101 ff74^ 7S6S00 


M00054938AB08 


ES 199 


418512 


1996K02a74^ 7S6^17 


M000S4939A Bl 1 


ES 199 


560088 


1996I08pt4^ 7^6614 

1 7 7U.lvV/0,gZi*tJ Z.-/ VJ VJ 1 ^ 


M00054939DE03 

lVlUwUj" y Jf y X-/ . X_*VJ 


ES 199 


552566 


1996 M08 &741 7^6615 

1 7 7U,lVlV/O.UoT J Z, _J VJ VJ X ^J 


M00OS4940CFF1 2 

IVXv/vJv/ 7*TV/ W .X Hi. 


ES 199 


227777 


1996N13p74^ 756696 


M00054940DE06 

ItX v/ \J \J J " J' *T\SXy . J— < v/ vf 


ES 199 


553535 


1996N16&743 256744 


M000S4941 AA08 


ES 199 


558397 


1996N18cr 7 4^ 7S6776 


M00054941 C-G04 


ES 199 


562550 


1996O06&z43 256585 


M000S4942AG01 


ES 199 


549622 


1996O20ez43 256809 

i7 7v. Viv.tti"*/ X* w' VJ VJ VJ V 


M000S4947CR04 

1 VX \J VJ VJ .7 *T 7 *T Zt V> . XJ Vj*t 


ES 199 


67060 


1996 P05 ez43 256570 

177U.I VJ-J . tit, i ~J £i~J\J*j 1 \J 


M00054943AH1 1 


ES 199 


481166 


1996 P20 ez43 256810 


M00054943DF 1 2 


ES 199 


562053 


2005 A14 ez43 257085 


M000i4945R*G09 


ES 199 

ivO v y y 


554833 


2005 C07 ez43 256975 


M000^4949r-H07 

1VJ.V/UUJH7^7V/.I1V I 


FS 199 

X 7 7 


430194 


2005 F21 ez43 257202 


M0005495 1 AG03 

iyxvjvjvj_/^.7— ' ln.vjvj 


ES 199 


555996 


2005.H14.gz43 257092 


M00054952AB 12 


ES 199 


496870 


2005 110 ez43 257029 


M00054952DA1 1 

iyxvJVJvjw/™7-J-<— . i x 


ES 199 


555018 


2005.J08,gz43 256998 


M00054953BD07 


ES 199 


555526 


2005 J 12 ez43 257062 


M000S4954AF12 


ES 199 


561878 

•J V/ X VJ / VJ 


2005 K03 sz43 256919 


M00054959AA08 


FS 199 


556355 
•j -j \j ~j ~j 


2005 O05 ez43 256955 




FS 199 

XjO 1/7 


456795 


2006 A03 ez43 257293 


lVf 000^4961 AF10 

IVlvJVJV/ J't^vJ 1 xtl.X_/ X V7 


ES 199 


550149 


2006 All ez43 257421 


iv/fnnns4Q6iR-no7 

1V1 v/IJVj Jt/O 1 \J.\J\J 1 


FS 199 


556740 


2006 A17ez43 257517 

x_ VJ VJ VJ . zv X / . J -J 1 -J X f 


1YxUUUJ*t70 lO.VJWVJ 


FS 199 

JLfi^j 177 


562990 


2006 A22 &z43 257597 




FS 199 


450524 


2006 B02 az43 257278 

V/ W VJ . U VJ . fclZ^" -J x- ^/ 1 I \3 


iVIUvJU J *t 7U 1 U ,r\ I v/ 


FS 199 

I-jJ 177 




7006 B03 pz43 257294 


iVxw vj 7 vj il/.IXv/O 


FS 199 

M-jkJ X 77 


557421 


2006 B09 az43 257390 


\a nnn^4QA9 a -nrn7 

IVIUUUJt-^DZ/^.JTxI/ / 


F^s 199 

XjrO 1 77 


17971 S 


7006 B77 $7743 257598 


MnnnsdQfV? A07 


F^s 199 

X-/v3 177 


555135 


2006 B23 ez43 257614 

A VJVJVJ . UfZ**J -f\* tTmJr ±- -J ' VJ X ~ 


1V1U U U J *r 7 DZ. Vw/ - JL/ UZ. 


FS 199 

L k3 177 


599012 


2006 C06 ez43 257343 

^ \J VJ VJ , V^< VJ VJ »J -/ / —J i —J 


Mftons496^ACi7 


FS 199 

JUJ X 77 


531145 


2006C17ez43 257519 

^•vjvjvj , x_< x f . t^/-> ■ — 7 A-**y i s x y 


MOnnSAQ^^ A F07 

IVxvj U VJ J *t 7 VJ -J /Y . XJ v/ JL 


FS 199 

XJO 1 77 


560696 


2006 C20 ez43 257567 

VJVJVJ . V^^VJ -t_t* ~ ~> A»-J f -v/ V* « 


lVlUUv/ J tr 7 vj -J r\ . VJ x Z. 


FS 199 

O 1 77 


553976 

JJJ7 ' vJ 


2006 C22 ez43 257599 

VJ v/ VJ . V_^ ^ .gt. r J i *y y y 


IVX VJ Vj VJ «J *T 7 vj J /TL . X X VJTT 


ES 199 


471257 


2006 C23 ez43 257615 


M000S4963BH01 

lVXVWvJ J^7vJ JXJ.X XV 1 


ES 199 


449537 


2006.D05.gz43 257328 


M000S4963r cos 

1VX VJ v V/ «J *T 7 VJ J . V./ V/ VJ 


ES 199 


555394 


2006.D06.gz43 257344 


M00054963C H06 

iVXV/v/V/-7*T^v/«Jv»/.X XV/vj 


ES 199 


559373 


2006.Dll.gz43 257424 


M00054964A:B09 


ES 199 


561984 


2006.D22.gz43_257600 


M00054964A:C06 


ES 199 


562386 


2006.D23.gz43_257616 


M00054964A:F09 


ES 199 


556954 


2006.E03.gz43_257297 


M00054964C:B07 


ES 199 


553204 


2006.E10.gz43_257409 


M00054965C.C04 


ES 199 


557883 


2006.F18.gz43_257538 


M00054966A:C02 


ES 199 


465339 


2006.G01.gz43_257267 
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ClonelD 


ES No 


ClusterlD 


SequenceName 


M00054966A:C11 


ES 199 


553021 


2006.G03.gz43_257299 


M00054966A:D06 


ES 199 


593166 


2006.G05.gz43_257331 


M00054966A.D09 


ES 199 


593173 


2006.G06.gz43_257347 


M00054966A.-G02 


ES 199 


556126 


20O6.G10.gz43_257411 


M00054966D:C05 


ES 199 


497938 


2006.G22.gz43_257603 


M00054966D:H12 


ES 199 


494306 


2006.H03.gz43_257300 


M00054967AD11 


ES 199 


456203 


2006.H05.gz43_257332 


M00054967D:F08 


ES 199 


208278 


2006.103.gz43_257301 


M00054968A:C11 


ES 199 


592941 


2006.106.gz43_257349 


M00054969A:B08 


ES 199 


436888 


2006J05.gz43_257334 


M00054969A:E05 


ES 199 


556123 


2006J08.gz43_257382 


M00054969A:F12 


ES 199 


554646 


2006Jll.gz43_257430 


M00054969B:F12 


ES 199 


556552 


2006.J19.gz43_257558 


M00054969C:G09 


ES 199 


556951 


2006J22.gz43_257606 


M00054969C:H05 


ES 199 


557080 


2006J23.gz43_257622 


M00054969D:D04 


ES 199 ! 


554379 


2006.K06.gz43_257351 


M00054969D:G11 


ES 199 


450932 


2006.K09.gz43_257399 


M00054970A:G03 


ES 199 


470386 


2006.K18.gz43_257543 


M00054970B:B02 


ES 199 


218113 


2006.K20.gz43_257575 


M00054970C:C08 


ES 199 


504400 


2006.L03.gz43_257304 


M00054971A:D04 


ES 199 


557559 


2006.L20.gz43_257576 


M00054971A:D07 


ES 199 


554275 


2006.L22.gz43_257608 


M00054971C:C11 


ES 199 


554204 


2006.Mll.gz43_257433 


M00054971C:H06 


ES 199 


596152 


2006.M18.gz43_257545 


M00054971D.F04 


ES 199 


554643 


2006.M23.gz43_257625 


M00054972B:E06 


ES 199 


554524 


2006.N12.gz43_257450 


M00054972C.F09 


ES 199 


552669 


2006.N18.gz43_257546 


M00054972D:A10 


ES 199 


553983 


2006.N22.gz43_257610 


M00054973B.A10 


ES 199 


555103 


2006.O06.gz43_257355 


M00054973D.B09 


ES 199 


555155 


2006.O16.gz43_257515 


M00054974C:A04 


ES 199 


557780 


2006.P02.gz43_257292 


M00054974D:C11 


ES 199 


556552 


2006.Pll.gz43_257436 


M00054975A:C08 


ES 199 


559047 


2006.P12.gz43_257452 


M00054975A:E02 


ES 199 


552941 


2006.P13.gz43_257468 


M00054975B:B06 


ES 199 


554365 


2006.P15.gz43_257500 


M00054975C:D08 


ES 199 


549579 


2006.P22.gz43_257612 


M00054975C:E02 


ES 199 


558707 


2007.A01.gz43_257645 


M00054975C:G06 


ES 199 


482509 


2007.A03.gz43_257677 


M00054976A:A03 


ES 199 


551967 


2007.A05.gz43_257709 


M00054976B:C10 


ES 199 


556512 


2007.A08.gz43_257757 


M00054976C:A03 


ES 199 


558670 


2007.All.gz43_257805 


M00054976C.G10 


ES 199 


476517 


2007.A19.gz43_257933 


M00054976D.F06 


ES 199 


523332 


2007.A24.gz43_258013 


M00054977C:A09 


ES 199 


458257 


2007.B13.gz43_257838 
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ClonelD 


ES No 


ClusterlD 


SequenceName 


M00054977C:B08 


ES 199 


556416 


2007.B14.gz43_257854 


M00054977C:D08 


ES 199 


501056 


2007.B15.gz43_257870 


M00054977C:D12 


ES 199 


556690 


2007.B16.gz43_257886 


M00054977C:F09 


ES 199 


561112 


2007.B18.gz43_257918 


M00054977D.B06 


ES 199 


551694 


2007.B20.gz43_257950 


M00054978C:E07 


ES 199 [ 


556768 


2007.C04.gz43_257695 


M00054978D.H09 


ES 199 j 


562750 


2007.C09.gz43_257775 


M00054979A:C09 


ES 199 


556511 


2007 . C 1 0 . gz43 _25 779 1 


M00054979A:H10 


ES 199 


550886 


2007.C 12.gz43_257823 


M00054979B.G12 


ES 199 


557054 


2007 .C 1 8 .gz43_25 79 1 9 


M00054980C:C07 


ES 199 


556603 


2007.D09.gz43_257776 


M00054980C:H08 


ES 199 


550333 


2007.D 1 1 .gz43_25 7808 


M00054980D:H07 


ES 199 


555197 


2007 .D 1 3 .gz43_25 7840 


M00054981B:B09 


ES 199 


483410 


2007.D 1 8 .gz43_25 7920 


M00054981B:H12 


ES 199 


467293 


2007.D21.gz43_257968 


M00054981C:A11 


ES 199 


481243 


2007 .D24.gz43_25 80 1 6 


M00054981D:C03 


ES 199 


549822 


2007.E06.gz43_257729 


M00054981D:C06 


ES 199 


556561 


2007.E08.gz43_257761 


M00054982C.A02 


ES 199 


552437 


2007.E 1 5 .gz43_25 7873 


M00054983A:F08 


ES 199 


562655 


2007.E20 .gz43_25 795 3 


M00054983C:F05 


ES 199 


170450 


2007.F04.gz43_257698 


M00054983C:G09 


ES 199 


554123 


2007.F05.gz43_257714 


M00054983D:D05 


ES 199 


560652 


2007.F09.gz43_257778 


M00054984A:A05 


ES 199 


555512 


2007.F10.gz43_257794 


M00054984A:D12 


ES 199 


549581 


2007.F12.gz43_257826 


M00054985A:D09 


ES 199 


555594 


2007.G10.gz43_257795 


M00054985C:B12 


ES 199 


543429 


2007.G17.gz43_257907 


M00054985C:D04 


ES 199 


598589 


2007 .G 1 8 .gz43_25 7923 


M00054985D:E03 


ES 199 


560748 


2007.G23.gz43_258003 


M00054986B:D07 


ES 199 


555639 


2007 .H07 ,gz43_25 774 8 


M00054986C.D08 


ES 199 


553787 


2007.H12.gz43_257828 


M00054986D:D11 


ES 199 


557615 


2007.H16.gz43_257892 


M00054986D:E03 


ES 199 


554793 


2007.H1 7.gz43_25 7908 


M00054987A:A09 


ES 199 


559053 


2007.H20.gz43_257956 


M00054987B:D06 


ES 199 


555593 


2007.104.gz43_257701 


M00054987B:G05 


ES 199 


550814 


2007.105.gz43_257717 


M00054987C:A11 


ES 199 


454463 


2007 .108 .gz43_257765 


M00054987C.B12 


ES 199 


553615 


2007.109.gz43_257781 


M00054987C.G04 


ES 199 


556598 


2007.110.gz43_257797 


M00054987D:D0 1 


ES 199 


A ZTO A 

475624 


zoo /.iiz.gz4J_z 5 /szy 


M00054988C:B08 


ES 199 


556396 


2007.117.gz43_257909 


M00054988C:G02 


ES 199 


557039 


2007.119.gz43_257941 


M00054989B:C10 


ES 199 


554098 


2007.J02.gz43_257670 


M00054989B:C11 


ES 199 


471827 


2007.J03.gz43_257686 
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ClonelD 


ESNo 


ClusterlD 


SequenceName 


M00054989B:E04 


ES 199 


556839 


2007.J04.gz43_257702 


M00054989C:C12 


ES 199 


559580 


2007J06.gz43_257734 


M00054990A:F10 


ES 199 


552188 


2007.J10.gz43_257798 


M00054990C:A08 


ES 199 


556288 


2007.J17.gz43_257910 


M00054990C:E06 


ES 199 


554818 


2007.J18.gz43_257926 


M00054990D:A06 | 


ES 199 


556286 


2007.J20.gz43_257958 










M00054990D:F04 


ES 200 


503452 


2007 .J21.gz43_25 7974 


M00054991B:E11 


ES 200 


556841 


2007.K03.gz43_257687 


M00054991C:E01 


ES 200 


454463 


2007.K08.gz43_257767 


M00054991D:B05 


ES 200 


549334 


2007.K13.gz43_257847 


M00054992A:C08 


ES 200 


555277 


2007.K19.gz43_257943 


M00054992A:D11 


ES 200 


551798 


2007.K20.gz43_257959 


M00054992D:C12 


ES 200 


597957 


2007.L03.gz43_257688 


M00054992D:F06 


ES 200 


557811 


2007.L05.gz43_257720 


M00054993A:E04 


ES 200 


554885 


2007.L07.gz43_257752 


M00054993B:H06 


ES 200 


555658 


2007.L15.gz43_257880 


M00054993C:C10 


ES 200 


552055 


2007.Ll7.gz43_257912 


M00054993C:D12 


ES 200 


559372 


2007.L20.gz43_257960 


M00054993C:G12 


ES 200 


556019 


2007.L22.gz43_257992 


M00054993C:H05 


ES 200 


562323 


2007.L23.gz43_258008 


M00054993D:F04 


ES 200 


557420 


2007.M02.gz43_257673 


M00054994A:E05 


ES 200 


550833 


2007.M06.gz43_257737 


M00054994B:D11 


ES 200 


452682 


2007.Mll.gz43_257817 


M00054994C:A01 


ES 200 


476398 


2007 .M 1 3 .gz43_257849 


M00054994C:B12 j 


ES 200 


553252 


2007.M14.gz43_257865 


M00054994C:G06 


ES 200 


553797 


2007.M16.gz43_257897 


M00054995B:G12 


ES 200 


554764 


2007.N06.gz43_257738 


M00054995D:D10 


ES 200 


551150 


2007.N13.gz43_257850 


M00054996A:B01 


ES 200 


559514 


2007.N17.gz43_257914 


M00054996A:D10 


ES 200 


549214 


2007.N20.gz43_257962 


M00054996B:C11 


ES 200 


555958 


2007.N24.gz43_258026 


M00054997AC02 


ES 200 


554212 


2007.O12.gz43_257835 


M00054997A:G11 


ES 200 


476732 


2007.O15.gz43_257883 


M00054997B:F10 


ES 200 


1 559096 


2007.O18.gz43_257931 


M00054997C:H03 


ES 200 


560984 


2007.O24.gz43_258027 


M00054997D:E01 


ES 200 


554395 


2007.P06.gz43_257740 


M00055000A:H10 


ES 200 


553915 


[ 2007.Pll.gz43_257820 


M00055000B:B04 


ES 200 


555883 


2007.P12.gz43_257836 


M00055000B:F02 


ES 200 


553732 


2007.P13.gz43_257852 


M00055000C:F08 


ES 200 


549516 


2007.P17.gz43_257916 


M00055000D:C03 


ES 200 


557531 


2007.P19.gz43_257948 


M00055001AA02 


ES 200 


591128 


2007.P24.gz43_258028 


M00055001AB10 


ES 200 


553064 


2008.AO2.gz43_258O47 
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ClonelD 


ES No 


. ClusterlD 


SequenceName 


M00055001A:G05 


ES 200 


554693 


2008 A09.gz43_258 159 


M00055001B:H05 


ES 200 


552613 


2008A14.gz43_258239 


M00055001C:All 


ES 200 


553967 


2008A15.gz43_258255 


M00055001C:C10 


ES 200 


335714 


2008A17.gz43_258287 


M00055001C:G07 


ES 200 


549690 


2008A18.gz43_258303 


M00055002B:E07 


ES 200 


549912 


2008.B03.gz43_258064 


M00055002B:G03 


ES 200 


556042 


2008. B05.gz43_25 8096 


M00055002DA07 


ES 200 


L 554379 


2008.Bll.gz43_258192 


M00055002D:E04 


ES 200 


562550 


2008.B12.gz43_258208 


M00055003A.D05 


ES 200 


553191 


2008.B15.gz43_258256 


M00055003A:D11 


ES 200 


437580 


2008.B16.gz43_258272 


M00055003A-.G04 


ES 200 


555949 


2008.B18.gz43_258304 


M00055003AH01 


ES 200 


601219 


2008. B19.gz43_25 8320 


M00055003B:E07 


ES 200 


555639 


2008.B21.gz43_258352 


M00055003B:G11 


ES 200 


558744 


2008.B23.gz43_258384 


M00055003C:E08 


ES 200 


559011 


2008.C04.gz43_258081 


M00055003D:F09 


ES 200 


134237 


2008.C09.gz43_258161 


M00055004B:C12 


ES 200 


557326 


2008.C16.gz43_258273 


M00055005A:C07 


ES 200 


552006 


2008.D02.gz43_258050 


M00055005A.E02 


ES 200 


555701 


2008.D04.gz43_258082 


M00055005C:G04 


ES 200 


556616 


2008D16.gz43_258274 


MO0O550O5D:BO8 


ES 200 


460445 


2008 ,D17.gz43_25 8290 


M00055005D:C11 


ES 200 


555289 


2008.D18.gz43_258306 


M00055005D-.G04 


ES 200 


553523 


2008.D22.gz43_258370 


M00055006A.D01 


ES 200 


559676 


2008.E02.gz43_258051 


M00055006BA09 


ES 200 


558212 


2008.E05.gz43_258099 


M00055006B:C08 


ES 200 


552674 


2008.E07.gz43_258131 


M00055006B:E05 


ES 200 


347057 


2008.E10.gz43_258179 


M00055006B:G03 


ES 200 


557026 


2008.Ell.gz43_258195 


M00055007C:D01 


ES 200 


34381 


2008.F08.gz43_258148 


M00055007D:D11 


ES 200 


480960 


2008.F13.gz43_258228 


M00055008B:E08 


ES 200 


550497 


2008.F18.gz43_258308 


M00055008B-.F03 


ES 200 


522762 


2008.F19.gz43_258324 


M00055008B.F04 


ES200 


558530 


2008.F20.gz43_258340 


M00055008C:F09 


ES 200 


551444 


2008 .G03.gz43_25 8069 


M00055008C:H10 


ES 200 


554932 


2008.G05.gz43_258101 


M00055008DA02 


ES 200 


554015 


2008.G06.gz43_258117 


M000550O8D:EO2 


ES 200 


556041 


2008.G12.gz43_258213 


M00055008D:F05 


ES 200 


560563 


2008.G13.gz43_258229 


M00055008D:F12 


ES 200 


449314 


2008.G14.gz43_258245 


M00055008D:H11 


ES 200 


22308 


2008.G18.gz43_258309 


M00055009CA07 


ES 200 


554040 


2008.H02.gz43_258054 


M00055009C:F06 


ES 200 


549195 


2008.H08.gz43_258150 


M00055009C:F07 


ES 200 


594994 


2008.H09.gz43_258166 
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ClonelD 


ES No 


ClusterlD 


SequenceName 


M00055009D:Dl2 


ES 200 


558378 


2008.H10.gz43_258182 


M0005 50 1 0A:B07 


ES 200 


ceo r\i*i 

552977 


2008 .H 1 7.gz43_25 8294 


M0005 5 0 1 0 A:H05 


ES 200 


551656 


2008.H20.gz43_258342 


A JTAAAf CA1 rvn . A A^ - 

M00055010B.A06 


ES 200 


A 4? A 1 <r A 

460169 


2008.H22.gz43 258374 


M00055010B:C11 


ES 200 


497513 


2008.H24.gz43_258406 


M00055010C:C10 


ES 200 


597780 


2008.106.gz43_2581 19 


M000550lOD:A02 


ES 200 


555371 


2008.109.gz43_258 167 


M00055010D:D08 


ES 200 


555512 


2008.113.gz43_258231 


M00055010D:E08 


ES 200 


555658 


2008.114.gz43_258247 


X It f\f\f\ C C f\ 1 rvTN T"" 1 1 

M00055010D:F11 


ES 200 


600021 


AAAA TIC A O OCOO/^O 

2008.115.gz43_258263 


M00055011A:B11 


ES 200 


*l ✓"o 1 rvA 

362109 


2008.1 17.gz43 25 8295 


X ifAAAff CA1 1 A 4*^f\£ 

M00055011A:C06 


ES 200 


559464 


2008.118.gz43_2583 1 1 


M00055.011A:F06 


T^O 1AA 

ES 200 


556998 


2008 .12 1 .gz43_258359 


Ik f AAAT C A 1 1 A r'AT 

M000550 1 1 A:G07 


ES 200 


C CT 1 1 C 

5571 15 


OAAO TOO A OCOOO^C 

2008. 122.gz43 258375 


X JAAACCA1 1 A 1 O 

M0005501 1 A;G12 


ES 200 


/I AC AO vl 

. 495984 


OAAO TOO ~ /I O OCOOA1 

2008. 123. gz43_258391 


M00055011B:D08 


ES 200 


549864 


O A/\0 TA 1 y*0 OCOA/IA 

2008 JO 1 ,gz43_25 8040 


M00055011B:F09 


ES 200 


557308 


aaaa t/\o /* o ocorvc/^ 

2008.J02.gz43258056 


M00055011C.E04 


ES 200 


548858 


2008 . J05 .gz43_25 8 1 04 


M00055011D:GO3 


ES 200 


557025 


2008J09.gz43_258168 


M00055012B:A10 


ES 200 


556320 


2008J17.gz43_258296 


M00055012B:H12 


ES 200 


476438 


2008 . J2 1 .gz43_25 8360 


M00055013B:B07 


ES 200 


497086 


2008.K10.gz43_258185 


M00055013B:H01 


ES 200 


516018 


2008.K14.gz43_258249 


M00055014B.C12 


ES 200 


556611 


2008.L04.gz43_258090 


M00055014B:E08 


ES 200 


605117 


2008 .L05 .gz43_25 8 1 06 


M00055014CF05 


ES 200 


554084 


2008 .L08 .gz43_25 8 1 54 


M00055014C:F11 


ES 200 


143207 


2008. L09.gz43_258 170 


M00055014D:A11 


ES 200 


451118 


2008 .L 1 1 .gz43_25 8202 


M000550l5A:C08 


ES 200 


556530 


2008.L12.gz43 258218 


M000550l5A:E04 


ES 200 


143218 


2008 .L 1 3 .gz43 _25 8234 


M00055015B.A04 


ES 200 


556266 


2008.L17,gz43_258298 


M00055015B:E09 


ES 200 


560097 


2008.L2 1 .gz43_258362 


M00055015D:C09 


T^<"1 AAA 

ES 200 


560525 


2008 .M05 .gz4325 8107 


M00055015D:D06 


fO ^ AA 

ES 200 


562945 


OAAO 1W /TAT >f O OCOIOA 

2008.M07.gz43_258139 


M00055015D:G05 


ES 200 


C CI AC A 

557059 


OAAO \yT1 1 ^ A O OCOOAO 

2008 .M 1 1 .gz43 25 8203 


M000550 1 6 A:E04 


fC ^ A A i 

ES 200 : 


S f\ A OCA 

604859 


OAAO A if 1 /I A 1 OCOOC1 

200o.M14.gz43_255Z5 1 


M00055016B:E02 


"CO 1AA 

ES 200 


y| A /I *J A A 

4943U0 


2008. Ml / .gz4i_zj5z9y 


M00055016C:F11 


ES 200 


C C TAA A 

557000 


OAAO Ti/ffOA 1 OCOO/n 

2UUo.MzU.gz4i_z^o34 / 


IVIUUU J 3 U 1 OL, .UU4 




J J f JUO 


9008 M71 a741 


M00055016D:C07 


ES 200 


555967 


2008. NO l.gz43_25 8044 


M00055016D:C11 


ES 200 


549723 


2008.N02.gz43_258060 


M00055017A:A11 


ES 200 


411113 


2008.N06.gz43_258124 


M00055017C:C12 


ES 200 


556616 


2008.N13.gz43_258236 


M00055017C.D05 


ES 200 


450010 


2008 .N14.gz43_25 8252 
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CionelL) 


bo 1NO 


ClusterlLi 


oequenceName 


JV1UUU33U1 /LF.UU3 


pc onn 
Ho zuu 


/iC^QAO 


onnc xtio ^—a i oco^aa 
ZUUtS.iN 1 /.gz43 2383UU 


a./taaac, a i 7TVCA/1 
MUUU33U1 /U.bU4 


DC OAA 

bo zuu 


^^AOOA 

33o/yu 


oaaq xtio /*^/n ocqooo 
zUUo.JN iy.gz43_Z3o33z 


iv/fAAA^^m 7tvcas 
JV1UUU33U1 f\J.E,uo 


CC OfVA 

rSO ZUU 


cc/iO/1^ 
33*fZ4D 


OAAQ XTOA n,/1'5 O^QO/IO 

ZUUo.INzU.gz43_Z3o34o 


aaaaa^^ai cr -cc\£. 
MUUU3 3UloL,.CUo 


EC OAA 

bo zuu 


/lO^O/!0 


OAAQ AA7 «-/n OCQ1/11 

zUUo.UU / .gz43_23o 141 


AiTAAACCAl Q TV TO A 1 

MUUU3 3 U 1 oLI . UK) 1 


bo ZUU 


A A/l 1 7Q 


OAAQ C\t 1 r+r,A~l OCQOAC 

ZVVo.Ui l.gz43_23o2U3 


\/fnnnc< a i qtvcac. 
MUUU J j U 1 o L/. bU 3 


CC OAA 

bo Zuu 


<Oyl QO/7 

DZ4oy / 


OAAQ All f*~A~l O^QOOl 

ZiJVo.ULZ.gz43 23 o ZZi 


Mu0u5j01oD:Hu3 


"CC OAA 

bo ZUU 


CC 1 O/CO 


2UUo.U16.gz43_23o283 


MUUU3 3UiyB,i>l 1 


r?C OAA 

bo ZUU 


Djd4oo 


OAA© DAI *v-»/1*2 O^QA/1/C 

2UUo, JrU 1 ,gz43_z3 cSU4o 


AvTAAACCAl fiD-UI A 

M0005 5 0 1 9B .H 1 U 


T7C OAA 

bo ZUU 


!> J /z4U 


OAAQ DA1 t*-wA1 O^QAOQ 

2UUo.rU3.gz43_z3oU/o 


x jcaaac < a i or , .r i Ai 
MUUU3 3UiyCCUl 


T7C OAA 

bo ZUU 




OAAQ DA/I rv-r/IO O^QAQ/1 

ZUUo.rU4.gZ43 Z3oUy4 


\ yfAAAC C A 1 A/" 1 A/£ 


T?C OAA 

bo ZUU 


<<o 1 O 1 
3D / 121 


OAAQ DAQ rv-wAI O^QI^Q 

2UUo.rUo.gZ43 Z3ol3o 


AvfAAACCAl OA-DAI 

MUUU3 SU A yu. hJUz 


CC OAA 

bo zuu 




OAAQ D1 1 *vrr/tO O^QOAA 
Zuuo.r 1 l.gZ43_Z3oZU0 


A A AAA C CA1 ftA-D 1 1 


CC OAA 
bo ZUU 


^.c, A/1 OA 


OAAQ D 1 0 /vrr/10 O^QOOO 
ZUUo .rlZ .gZ £ fD_ZJOZZZ 


\/TAAA<^ A1A A >ni 1 


bo zuu 


■^iCO 7 /(O 


ZUU5.rZU.gZ43_Z3o33U 


\ji aaac ^moo-r 1 0 
MUUU3 jUzUij.L, 12 


T7C OAA 

bo zuu 


OUoO/J 


ZU1 / .AUZ.gZ43_Z3o433 


MU0U5jU2UD:CjUo 


CC OAA 

bo ZUU 


Cf^A 1 A 

j j /y iu 


OAIO DAI rv-»/11 O^Q/l^/l 

2U 1 / .BUz.gZ43_23o434 


X/fAAAC^AOl A -CAQ 

MUUU33U21A.rUo 


r?C OAA 

bo zuu 


oiuyoo 


ZU1 / .DU3.gZ43_Z3o4oZ 


IV /AAA C C AO 1 T~> . Z"" 1 A A 

MUU033uz lr>:OUy 


T?C OAA 

bo ZUU 


4juujy 


OA! 1 121/1 TCQOA 

ZU1 / .r>14.gZ43_Z3oDZD 


A &C\f\ AC CA*1 1 TO.T7A/C 

MUUU5 j 02 1 JL/.r Uo 


CC OAA 

bo Zuu 


34y i 14 


OAIO" T200 ^rr/l^ O^QO^/1 
ZU1 /.r>ZZ.gZ43_Z3o /34 


\ifAAA??AT)D.rA7 

MUUU j 3U22 d : r U / 


CC OAA 

bo zuu 


CCOOCA 

jj / /^y 


ZU1 / .^Uy.gZ43_Z3o34 / 


A /fAAA? CATIP-D 1 O 

JV1UUU55UZZCB Iz 


CC OAA 

bo zuu 


33 / 33 j 


OA 1 7 \ A r»-r/l^ 0^QA07 
ZU 1 /.C14.gZ43 Z35DZ/ 


AifAAACCATJr'.A 1 1 

MUUU55U23C:vj1 I 


T7 C OAA 

bo ZUU 


3oiyj3 


OA17 TO AO rv-r/IO 0<Q^O.O 
ZU1 /.UUo.gZ43_Z3o33Z 


M000 3 30230.002 


CC OAA 

bo ZUU 


33 /U4y 


OA1 7 T^l A ^v-f/IO O^Q^AA 
ZU1 / .UlU.gZ43_Z3o304 


A /TAAAC CA1 /I A ."DA/1 

MuU035024A:BU4 


CO OAA 

bo ZUU 


A Q 1 Q1A 

4o iy^u 


0A17r>11 cwtA'X O^Q^QH 
ZU1 / .Ul l.gZ43_Z3o35U 


* #aaac cai >i A ./^Ai 

M00055024A:C07 


CC OAA 

bo 2UU 


C/CAO AO 


OAIO T0 1 A n ~A1 O^QAOQ 

2U1 /.L>14.gz43_23ou2o 


a >i a a a c c ao yi n . r? ao 

M0005 5 024B :buz 


CC OAA 

bo Zuu 




oa n nifi n ^wA i o ^ q aoo 
ZU1 / .L#lo.gZ43__Z3ooyZ 


M0005 5 024B : E03 


rfi oaa 

bo 2uu 


361868 


OA 1 7 lO 1 A 0<Q7AQ 

2U1 / .Uly.gz43_23o /Uo 


A iAAAC cn^ /IT"> T7A/T 

M00055024B.E06 


CC OAA 

bo zUU 


3zyJ36 


OA17 001 r*~,A 1 0<Q7/1A 

2U1 /.JJ21.gz43_Z3o /4U 


TV jffAAA^ ^ A 1 "^ /I T> T7AO 

M00055024B:F02 


CC OAA 

bo 2UU 


C C AAOO 


OAIO TOOO rt-,/10 O^Q7^A 

2U1 /. \jZZ. gz43_23 o / 3o 


A * AAA CT C AO /ITN.TT/^A 

M0005 5 U24D : JbU9 


CC OAA 

bo 2UU 


C C 1 O OA 

33 loo4 


OA17 CA^ rt-yll O^Q/IQ^ 

2U1 / .bU3.gZ43_Z3o4o3 


Ik X A A AC C AO A X~\ . T? AO 

M00055024D:r U7 


CC OAA 

bo zUU 


33y44 / 


OAIO CAA /.t/II O^Q^Al 

2U1 /.bUD.gz43__Z3o3Ul 


M0005 5 024D : O09 


CC OAA 

bo zUU 


c c aq i e 

33U813 


O Al O CA7 ft ,/n 

2U1 /.bU/.gz43_23o31 / 


* yf AAA C C AO C A . TO 1 1 


CC 1AA 

bo Zuu 


30UZ3U 


0A1 7 C 1 A n-rAI O^Q^A^ 
ZU1 /.blU.gZ43_Z35303 


A fAAA c c/"\o C Tl . A AO 

M0U055U25B:AU3 


CC OAA 

bo ZUU 


33Uy5o 


O A 1 7 CI 1 ^ 0 < fi ^ Q 1 

ZU1 / .bl l.gZ43_Z353o 1 


A jfAAAC C AO/C A .PAO 

M0UU55U2oA:OUo 


CC OAA 

bo zuu 


ooo i oo 
3ZZ1/J 


0A1 7 CAA rt-rAI O^Q^OO 
ZU1 / .r UD.gZ43_Z3o3UZ 


M00053026CbU / 


CC OAA 

bo ZUU 


33z<$y 1 


0A1 7 CI A rr-yA'J O^Q^AO 
ZU1 / .r lD.gZ43_Z3oOOZ 


A>TAAAC C Al^A C 1 O 

MUUU33U2oD.blZ 


CC OAA 

bo zuu 


330o3O 


zui / .r iy.gZ43 z3o / iu 


AifAAACCAOT A .AAl 

MUUU3 3U2 /A.JDU3 


cc onn 
bo zuu 


AAIA'X Q 


0H17C01 ctvA'X 7S87A7 
ZUI / .rZ l.gZ43 Z30 /M-Z 


A/f nnn s s n? 7 A - F04 

1V1UUU-7JV/Z /rV.jCtV/*t 




494314 


2017 F22 ez43 258758 


M00055027A:H02 


ES 200 


557975 


2017.G01.gz43_258423 


M00055027C:G06 


ES 200 


524100 


2017.G09.gz43_25855l 


M00055027D:E08 


ES 200 


454483 


2017.G16.gz43_258663 


M00055028C:D05 


ES 200 


390017 


2017.H04.gz43_258472 


M00055028D:A08 


ES 200 


556258 


2017.H06.gz43_258504 



838 



Table 13 



CloneTD 


ES No 


ClusterlD 

Vy'LUJlVl XX/ 


S pn 1 1 f*n pj?Na m p 


M00055028D:E10 


ES 200 


560294 


2017,H10.gz43 258568 


M00055029A:A02 


ES 200 


560621 


2017 HI 1 ez43 258584 


M00055029CD05 


ES 200 


557603 

+s «- / / vj VJ *J 


2017 102 ez43 258441 


M00055030BE03 

1T1V VJ VJ ~* VJ mm! VJ lw/ » X«rf Vf *J 


ES 200 


549599 


2017 111 ez43 258585 


M00055030B:H07 


ES 200 


461850 


2017.I14.gz43 258633 


M00055031BE02 


ES 200 


561301 


2017J06.gz43 258506 


M00055031BE05 


ES 200 

X~/ l_J +-* \J VJ 


557733 


2017 J08 ez43 258538 


M00055031BH08 


ES 200 


558004 


2017Jll.gz43 258586 


M00055031CB11 


ES 200 


552848 


2017J14.gz43 258634 


M00055032BD08 


ES 200 

Mmd U X* VJ VJ 


561279 


2017 K06 ez43 258507 


M00055032DB06 


ES 200 


454014 


2017K16ez43 258667 


M00055033B HO 1 


ES 200 

iju x» \y vy 


562590 


2017 LI 2 ez43 258604 


M00055033CA08 


ES 200 


557283 


2017.L13.gz43 258620 


M00055031DD03 

1V1V/UV J JV/J J 1*/ . XV VJ _y 


ES 200 


557010 


2017.L19.gz43 258716 


M00055033DG01 

l.TAvy\yvy.J.JVy_'.J XV » V_J Vy 1. 


ES 200 

j_ (kj ^ vy \y 


557883 


2017.L21.gz43_258748 


M00055034 AGO 1 

lYXVJVJvy.-y-yvy^-y ~yv . VJ vy X 


ES 200 

Juu x» vy vy 


460078 

rv/v vy § vj 


2017.L23.gz43 258780 


TVTOOOi S0^4RG04 


ES 200 

JUtJ x»\y Vy 


523495 


2017 M03 ez43 258461 

VJ X f .1T1 VJ ^J « CLX^ ■ «y Xtf *J VJ I V_/ x 


M00055034DA10 


ES 200 

x^ vy vy 


556458 


2017 M13 ez43 258621 

xw VJ X # .X »X X *J - CjXj I mJ ^— ' — 7 VJ V** -A. 


M00055035BD1 1 


ES 200 

j^ty x» vy vy 


408586 

* vy vy -^y vj vy 


2017 M22 ez43 258765 


M00055035CG10 

lVAV/Vy\J-y JV/J JV/.VJ 1 Vy 


ES 200 


555651 


2017.N07.gz43 258526 


M00055035DE07 


ES 200 


556852 


2017.N09.gz43 258558 


M00055035DF09 

\y -J vj-/~/xv.x v/v 


ES 200 

imjkj ^ vy vy 


558755 


2017.N12.gz43 258606 


IVAVJ vy vy «J J \JJ Vy\rx.X llv 


ES 200 


456183 


2017.N18.gz43 258702 










M000S5036BH02 


ES 201 


561836 


2017.N23.gz43 258782 


MOOOS5036CG1 0 

IVlUuuJ JUJ VJ V> . VJ A V7 


ES 201 


491127 


2017.O02.gz43 258447 


M00055037CD01 

lVx\J\J\J*J -/V/J / V> . XVVJ X 


ES 201 


557578 


2017.O18.gz43 258703 


M0OOSS0^8AH08 

1VX VJ Vy V/ J «J V/«y O/T.. J. XVJ O 


ES 201 


134734 


2017.P07.gz43 258528 


M000SS039AG06 

1V1UUV/J — ' VJ«J vyv. VJ vy VJ 


ES 201 


561438 


2018.A03.gz43 264190 


lYXVJVJ VJ^J _J VJ_y vXV. ±-j\J^ 


ES 201 


555660 

w *J ~J \J V-* VJ 7 


2018.A07.gz43 264254 


A/fOOO^O^QRGl 1 

lVlv/l/UJJUJ7D.VJl 1 


ES 201 

lwkJ X-VJ 1 


555993 


2018.A08.gz43 264270 


M000^ i S019BGl 1 

IVXVJVJ VJ«y «J \J J vXJ . VJ I X 


ES 201 


555993 


2018.A08.gz43 264654 


IVX Vy VJ \J ~J —/ \J -J y XV .X 1.1V 


ES 201 


601365 


2018.A09.gz43_264286 


MOO0 < >5039rB05 

lV±Ks\J\J ~s \J -s y V< . U\J -s 


ES 201 


529733 


20 1 8 .A 1 1 .gz43__2643 1 8 


XVAV/VJIJ «y-J \J«J v V/.XV 1 1 


ES 201 


397338 


20 1 8 . A 1 2.gz43_2647 1 8 


M000 5 5 03 9D • D07 

JvJ7J-/.X/v / 


ES 201 


561259 


2018.A15.gz43_264382 


IVIVJ \J VJ J J U J V XV . \Jf\J t 


ES 201 


561259 


2018.A15.gz43_264766 


M0005 5040 A ■ C02 

iVXvJvy\/.J Ju"wr\. V/V/^. 


ES 201 


555399 


20 1 8. A 1 7.gz43_2644 1 4 


M00055040A:C02 


ES 201 


555399 


2018.A17.gz43_264798 


M00055040A:F01 


ES 201 


555883 


2018.A18.gz43_264430 


M00055040B:F02 


ES 201 


555751 


2018.A22.gz43_264878 


M00055040C.G08 


ES 201 


447815 


2018.A23.gz43_264510 


M00055040D:B05 


ES 201 


555160 


2018.A24.gz43_264910 


M00055040D:G05 


ES 201 


561761 


2018.B02.gz43_264175 
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Table 13 



CIonelD 


bo INo 


ClusterlD 


oequenceName 


\/f aaacca a i A -/^AO 
MUUU33U4 1 A.l^UZ 


Co ZUI 




OA1Q DAC ^^/f"2 O/^/lOOO 

2U 1 o .bU5 .gz43_2o4223 


AAAAAC CAA 1 TD-TUn^ 

MUUU33U41B.BUO 


T7C OAI 

ErO ZUI 


A 1 OOO/l 

41 /Z /4 


OAIO D AO r~—A 1 O/C/1/ICC 

2U 1 o .BUo .g243_2o4o3 3 


aaaaa^c.aa i c-r i A 
MUUU3 3U41d.I^ 1U 


CQ OAI 
lio ZUI 


^1 71 1 
jj 1/11 


OA IS DAQ rr-r/1 1 ^^Af^1\ 

2Ulo.DUy.g243_Z04O / 1 


X/TAAAC CA/I 1 "D -T^ 1 1 

MUUU33U41B.1J1 1 


CC OA 1 
CO ZUI 


^ ^O/l 
DDDDZ4 


O A 1 Q 13 1 A <*»~»A 0 O/CA O AO 

2U 1 o .B lU.gz43_2o43U3 


aaaaa^caa i "Q •Ti i 1 
MUUU33U41B.U1 1 


CC OAI 

Jtio ZUI 


<i^^^0A 

^303Z4 


ZVio.DlV.gZ'+J Z04O5 / 


AAAAACCAA 1 C'CAA 

MUUU33U4lD.rU4 


t?C OAI 
CJ ZUI 


oo>l 


2U 1 o. ox j. gZ4J_Z04 /33 


aa aaac. c a,4 i . i a 
MUUU J 3U4 ICC 1 U 


t?c oa i 
n,o ZUI 


33414V 


zuio.oi /.gz4J zo4/yy 


aa nnn^^^yi i -t_i i o 
MUUU j 3U41CrilZ 


CC OAI 
rSO ZUI 


4 /UOl / 


0A15 P100 rrrr/10 O^AAQ^ 
ZUlo.t>ZZ.gZ43_ZD44y3 


aaaaacca/I l n-Dm 
MUUU33U4 1D..BU / 


r?c tai 
bo ZUI 


^^^O^A 
333Z3U 


ZU 1 o .BZ3 .gZ43_Zo4oy 3 


AAAAACCAAO A .nnO 

MUUU33U4ZA.DUy 


r? c oa i 
CO ZU1 


^ ^ 1 OA 1 

joiyui 


ZU l o . V>U / .gZ43_Z04Z3u 


AAAAACCA/IO A •TTA'7 

MUUU55U42A.r U / 


CC OA! 

bo zui 


^< 1 OOQ 

331 oZo 


OA1Q PAQ r»-rA0 0/CA^^< 
■ ZUlo.\^Uo\gZ43 Z04O3D 


A AAAACC A/1 ID-DfiQ 

MUUU33U42B.BUy 


CC OAI 
fc/O ZUI 


34VUU5 


OA1Q riH rrrr/10 OAjdOO/l 

ZUlo.L/lU.gZ43_ZO^f3U*f 


A AAA AC <AA OC'CAO 

MUUU33U4Zr>.bUZ 


CC 0O1 

Jbo zui 


333 /Uo 


ZU 1 o . CI Z .gZH-0_ZOH3 3 O 


A AAAACC AAOD-CAC 

MUUU55U42B.bU5 


CC 1 A I 

bo zui 


/1/IOAOC 
44oUyo 


OA1Q rn r,™ A 1 1AATZ& 
ZUlo.L/ IJ.gZ'fo^ZO^ /30 


MUU055042B:b0o 


CC OAI 

bo zui 


43U /o3 


oai q ^ y ^ a r»-rA0 o/^aoaq 
ZU lo.d4.gZ43_Z043Oo 


M00055042B:b05 


CC 1A1 

bo 2U1 


43U/D3 


2Ulo.C14.gz43_Zo4 /3Z 


X /fAAACCA/IO P.T)AC 

M00055042C :BU5 


CC OA1 

bo 2U1 


ccci <-jo 
333 1 11 


OA1Q C*1£L ft-zll O/iAAAA 

2U 1 o 1 o.gz43_2o44UU 


X /AAAC C A/1 OP.T7A /I 

M00055042C:.r04 


CC OA 1 

bo 2U1 


CC1 Q AC 

3318U3 


OAI Q n n OAA QOO 

2U1 o. l> 1 y .gz43_2o453Z 


X jf AAAC CIA/1 O T~\ . Z^ 1 A"! 

M0005 5 042D :Cr03 


CC TA1 

bo 2U1 


333y4U 


2U 1 o.CZ 1 .gz43_2o4oo4 


M0005 5 U42D :H02 


CC OA 1 

bo 2U1 


423305 


2Ulo.C22.gz43_2o4ooU 


X Kf\t\r\C C A A O A . "Ti A £ 

M00U55043A:BU6 


CC ^Al 

bo 2U1 


3531 15 


OA1Q rOA r»-»AO O^AQIO 

2U 1 o.L/24.gz43_2o4y 12 


x k t\r\r\ c c r\ a on .to A i 

M00055043B:B01 


CC OA 1 

bo 2U1 


C C CO 1 1 

333213 


oaiq nm (v./ii o/£A£A i 
2U lo.lJU/.gz43 — 2o4o41 


M00055043B:G0 1 


T? C 1A1 

bo 2U1 


C C 1 O 1 A 

551714 


OAIO HAQ ^-zll O/iAOOO 

2Ulo.lJUo.gz43 2o42 A3 


M00055043D:D1U 


CC O A1 

bo 2U1 


ccooc/i 

33o234 


oaiq nn oaaooo 
2U 1 o .U 1 3 .gZ43_204 / 3 / 


M00055P43D.F07 


CC OA 1 

bo 2U1 


33333d 


2U lo.Ul 4.gZ43_204 / 33 


a >rr\r\/\^ c /\ a a a A ao 

M00055044A.A08 


T7 C OA 1 

bo 201 


3ozy4y 


oaiq nn ft-zn oaaai*7 
2Ulo.L/l / .gZ43_2o441 / 


M00055044A:C02 


CC OA 1 

bo 201 


43U/33 


OA 1 O ni O „~A 0 O/i A C 1 7 

2U 1 o .U 1 o .gz43_2o4o 1 / 


M00055044B:F 12 


CC OA1 

bo 2U1 


C AAA A A 

34V444 


OA1Q OOI rrrrAO 0/iAQ<^ 

ZU 1 o. UZ 1 .gZ43_Z04oD3 


M00055045A:C06 


CC O A 1 

bo 201 


c/r i All 

3oiyi i 


OA1Q CAQ rr*»AO OAA/i<;5 
2U 1 o .HUo .gZ43_Z0403 5 


X ifAAACCA/l C A .T7AO 

M0U055045A:rU3 


CC OA1 

bo 2U1 


CCCT7 1 

333 / / 1 


OAI 9 C1A rr-»A0 O/^AOAA 
ZU 1 o .Jti 1 U.gZ43__ZO £ f3UO 


X JTAAAC C A/1 C A .17 1 O 

M00033045A:r 12 


CC OA 1 

bo 201 


^COQCA 

33383U 


OA 19 CI 1 cwtAI ICsA'XT) 
ZUlo.Hl 1 .gZ43_ZO^t3ZZ 


x yf aaac c a ,k n . A A 1 

M00053045B:A04 


CC OA! 

bo 2U1 


c cqaqq 


OAI 9 CIO n-wA'X 0A/10.OSI 
ZUlo.lilZ.gZ43_Z0433o 


X JAAA CCA/I CO. A A A 

M0005 5 045 B : AU4 


CC OA! 

bo 2UI 


33yoyv 


OA IS CIO n-rA'X 0^^1700 
ZUlo.lilZ.gZ43 - _ZO*f /ZZ 


m fAAACCn^C T1 . A 1 1 

M00055045B.A12 


CC OA 1 

bo 2U1 


34/450 


OA 1 C C10 rr-vAl O^A70 8 
ZU lo.lil3.gZ43_ZO^t /3o 


X JAAA C CAylCD.r'AO 

M0U055045B:CUo 


CC OA 1 

bo 2U1 


^/CAOOA 
3oU /ZU 


0A1 51 C 1 A n-rA'X 0£A"07A 
ZUlo.Ill't,gZ'f3__Z0^3 l\) 


X jTAAAC C A /I C T"> .r'AO 

M00055045B:CU5 


CC OA 1 

bo 2U1 


^/CAOO A 

3oU /ZU 


OAI 52 CI A nrrAI OAAl^A 
ZUlo.lil'f.gZ'13_ZD^f /3H- 


X JAAAC C A/1 C/"VT7AA 

M00055045C.r0y 


CC OA1 

bo 2U1 


3335VZ 


OA 1 8 P 1 8 cr-rAI O^AR 1 8 
ZU lO.Cl o.gZH-3 ZO^tolo 


M0005 5 045 C :HU5 


CC OA! 

bo 2U1 


ccr 1 CO 

330135 


0A1 8 C 1 Q citA'X OAAA^O 
ZU 1 o .xi 1 y.gZ^f 3_ZOH-*f 3U 


aa ooo s s 04 s r> • A o i 




108755 


2018 E21 ez43 264482 


M00055045D:A07 


ES 201 


551578 


2018.E22.gz43_264882 


M00055045D:D01 


ES 201 


446664 


2018.E24.gz43_264914 


M00055045D:F10 


ES 201 


561838 


2018.F02.gz43_264179 


M00055046A:D06 


ES 201 


562585 


2018.F05.gz43_264227 


M00055046B:C07 


ES 201 


375380 


2018.F09.gz43_264291 
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Table 13 



ClonelD 


ES No 


ClusterlD 


SequenceName 


M00055046B:C12 


ES 201 


557546 


20 1 8 .F 1 0.gz43_264307 


M00055046B:D02 


ES 201 


559052 


20 1 8 F 1 1 .gz43J264707 


M00055046B.E08 


ES 201 


557420 


20 18.F13.gz43_2 64739 


M00055046B:F06 


ES201 


491799 


2018.F14.gz43_264755 


M00055046C:C05 


ES 201 


558389 


20 1 8 .F 1 8 .gz43_264435 


M00055046C.E07 


ES 201 


488970 


2018 .F2 1 .gz43_2 64867 


M00055046C:E11 


ES 201 


514418 


2018.F23.gz43_264515 


M00055046C:G10 


ES 201 


551641 


20 1 8 ,F24.gz43_2649 1 5 


M00055047A.E07 


ES 201 


557735 


2018.Gll.gz43_264324 


M00055047A:H04 


ES 201 


558007 


20 1 8 .G 1 3 .gz43_264740 


M00055047A:H05 


ES 201 


558120 


20 1 8 .G 14.gz43_264372 


M00055047A:H05 


ES 201 


558120 


2018.G14.gz43_264756 


M00055047B:A10 


ES 201 


557326 


2018.G15.gz43_264388 


M00055047B:B03 


ES 201 


289316 


20 1 8 .G 1 6 .gz43_264404 


M00055047B:B10 


ES 201 


553603 


2018.G17.gz43_264804 


M00055047B:C03 


ES 201 


551793 


2018.G18.gz43_264820 


M00055047B:G06 


ES 201 


556171 


20 1 8 .G22 ,gz43_264884 


M00055047B:G10 


ES 201 


476268 


2018 .G23 .gz43_264900 


M00055047C:D11 


ES 201 


447455 


20 1 8 .H06.gz43_264245 


M00055047C:F07 


ES 201 


554936 


20 1 8 .H07.gz43_26426 1 


M00055047C:F08 


ES 201 


465207 


20 1 8.H08.gz43_264277 


M00055047C:F08 


ES 201 


465207 


2018.H08.gz43_264661 


M00055047D:C12 


ES 201 


555798 


2018,Hll.gz43_264325 


M00055048A:A04 


ES 201 


557279 


20 1 8 .H 1 6 .gz43_2 64405 


M00055048A:B12 


ES 201 


465447 


20 1 8 .H 1 7 .gz43_26442 1 


M00055048A:D12 


ES201 


557606 


2018.H19.gz43_264453 


M00055048A.F04 


ES 201 


453893 


2018.H20.gz43_264469 


M00055048C:C06 


ES 201 


556490 


2018J04.gz43_264214 


M00055048D.D08 


ES 201 


419153 


20 18:I08.gz43_2 64278 


M00055048DJD08 


ES201 


419153 


20l8.I08.gz43_264662 


M00055048D:H04 


ES 201 


349744 


2018.114.gz43264374 


M00055049A:F10 


ES 201 


559762 


2018J19.gz43_264838 


M00055049A:G03 


ES 201 


561046 


20 1 8 .120.gz43 264854 


M00055049B:A01 


ES 201 


557249 


20 1 8 .122 .gz43 2645 02 


M00055049B:F05 


ES 201 


553983 


<^A10 TA1 _ /f O 1^/1 1 ^'T 

20 1 8 JO l .gz43 264 1 67 


M00055049C:H12 


ES 201 


555010 


2018 J 07 .gz43 Zo4zo-5 


M00055049C:H12 


ES 201 


C C C A 1 A 

555010 


ZU 1 o . JU / .gz4i_zo4o4 / 


M00055049D:D09 


ES 201 


561216 


OAIO TAA A "i O/I/nOC 

20 1 8 . J 09 .gz43_zo42y j 


a>taaa<c A/inT~v'r'\i n 


CO ZU 1 


*T*+0 / J" 


70 IX T10 cr741 264695 


M00055050A:D11 


ES201 


449437 


20I8.J15.gz43_264391 


M00055050A.H08 


ES 201 


556169 


2018J16.gz43_264407 


M00055050B:E11 


ES 201 


206098 


2018.J19.gz43_264455 


M00055050B:E11 


ES 201 


206098 


2018.J19.gz43_264839 


M00055050D:C01 


ES 201 


559775 


2018.K06.gz43_264248 
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ClonelD 


ES No 


ClusterlD 


SequenceName 


M00055050D:E03 


ES 201 


486150 


201 8.K07.gz43_264264 


M00055050D:F04 


ES 201 


557834 


2018.K08.gz43_264664 


M00055051A:B02 


ES201 


454810 


2018.Kll.gz43_264328 


M00055051A.C09 


ES 201 


551068 


2018.K12.gz43_264344 


M00055051A:EI1 


ES 201 


432970 


2018.K14.gz43_264760 


M00055051A:G09 


ES 201 


555340 


2018.K15.gz43_264392 


M00055051A:G09 


ES 201 


555340 


2018.K15.gz43_264776 


M00055051A:H10 


ES 201 


551897 


2018.K16.gz43_264408 


M00055051B.B08 


ES 201 


552641 


20 1 8.K 1 7.gz43_264424 


M00055051B:B08 


ES 201 


552641 


2018.K17.gz43_264808 


M00055051B.D07 


ES 201 


557572 


2018.K19.gz43_264840 


M00055051B:G09 


ES 201 


451027 


2018.K21.gz43_264872 


M00055051C-.B05 


ES 201 


553349 


2018.K23.gz43_264904 


M00055051C:F10 


ES 201 


554372 


2018.L04.gz43_264217 


M00055051D:D12 


ES 201 


540000 


2018.L05.gz43_264233 


M00055051D:F01 


ES 201 


560801 


2018.L07.gz43_264265 


M00055051D:G01 


ES 201 


557882 


2018.L08.gz43_264665 


M00055052A:F07 ■ 


ES 201 


559246 


2018.L12.gz43_264345 


M00055052A:H11 


ES 201 


558029 


20I8.LI4.gz43_264761 


M00055052B:E03 


ES 201 


551371 


2018.L17.gz43_264425 


M00055052B:E03 


ES 201 


551371 


2018.L17.gz43_264809 


M00055052C:B12 


ES 201 


454664 


2018.L20.gz43_264857 


M00055052D:B05 


ES 201 


557382 


2018.L24.gz43_264921 


M00055052D:G12 


ES 201 


493261 


20 1 8 .M06.gz43_264250 


M00055053BA02 


ES 201 


553108 


2018.Mll.gz43_264330 


M00055053BA02 


ES 201 


553108 


2018.Mll.gz43_264714 


M00055053B.C02 


ES 201 


557525 


2018.M13.gz43_264362 


M00055053B-.C02 


ES 201 


557525 


2018.M13.gz43_264746 


M00055053B:C11 


ES 201 


558560 


2018.M14.gz43_264762 


M00055053CA12 


ES 201 


557345 


20 1 8.M 1 6.gz43_264794 


M00055053C:B03 


ES 201 


562292 


2018.M17.gz43_264426 


M00055053C:B03 


ES 201 


562292 


2018.M17.gz43_264810 


M00055053C:F06 


ES 201 


551334 


2018.M19.gz43_264842 


M00055053D:G04 


ES 201 


557939 


2018.N01.gz43_264171 


M00055054AA10 


ES 201 


447555 


2018.N03.gz43_264203 


M00055054B.E10 


ES 201 


8997 


2018.N13.gz43_264363 


M00055054B:E10 


ES 201 


8997 


2018.N13.gz43_264747 


M00055054B:F05 


ES 201 


562115 


2018.N15.gz43_264395 


M00055054B:G12 


ES 201 


555082 


2018.N17.gz43_264427 


M00055054C:G10 


ES 201 


551616 


2018.N20.gz43_264859 


M00055054DA02 


ES 201 


557308 


2018.N21.gz43_264491 


M00055054D:E12 


ES 201 


555057 


2018.N22.gz43_264507 


M00055054D:H07 


ES 201 


467081 


2018.N23.gz43_264523 


M00055054D:H07 


ES 201 


467081 


2018.N23.gz43_264907 
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ClonelD 


bo INo 


ClusterlD 


SequenceName 


M00055055A:B03 


CC in 1 

bJs zUl 


f£1 A/CO 


iniO XT1 A A O IZTylCOA 

2018 .jN24.gz43_2 64539 


M00055055B:ril I 


cc oni 
to zUl 


5zo / /5 


20 1 8.U05 .gz43_2 64236 




T7C 1A1 

tio zui 


/IQQ^OCi 

4yoozv 


inio nno **-»/io o/C/i onn 
2Ul5.UUy.gz43_2643U0 


* AAnc cnc c /"* .pno 
MU0055055C.v>0y 


r?c ^a i 
to 2U1 


/tQQ/COQ 

4yoozy 


OniO AAO rt-yio HLA£LQ A 

ZU18.UUy.gz43_z64684 


MU0055055CUU2 


trc oni 

.to ZUl 


315115 


7A1 Q A1A r~~A1 0£/10 1£ 

2Ulo.UlU.gz43_2645 lo 


M0U05 5 05 5 C.DU2 [ 


EO ZUl [ 


5151 15 


om o r\ i n rvwi o o/£/i onn 
ZUl o.L/lU.gZ45 ZD4/UU 


Ti.jtf\r\f\< cn^c-Z^-cno 
MUUU55U55CbU8 


CC TOl 

ej zUl 


jDjV / 0 


OH 19 O10 rr-WlO OA/l^/IQ 

ZU 1 5 X) 1 Z .gZ45_Z0454o 


TV /fAAA? CA^-CP-CAO 

M0U055055Cb08 


T7C on i 
bo zUl 


55jy /5 


2U lo.Ul 2. gZ45_2o4 /5Z 


TiJTAAACCA<C"n.T\1 1 

M00055055D:D1 1 


trc om 
bo zUl 


^ ^ i xon 
55 looU 


onio nK ^,~/t i o^/ioon 
2U 1 8 .LI 1 5 .gZ43_2o4 / 5U 


/nAAf rnrc T"%-C 1 1 

M00U5 5 05 5 D.bl 1 


cc on i 
bo zUl 


/lO/CO/iO 

4 /oJ4z 


OniO /^l/C /v-,/1'2 1 AAA 11 
ZU I o . U 1 0 .gZ45_Z044 1 Z 


A/TAAACCAC/C A -UTAO 

M00055056A.H09 


cc om 
bo ZUl 




Oni 9 niO rr^AI OA4910 
ZU lo.Ul / .gZ4J_Z0451Z 


\jaaaccac£ a .un 

M00055056A:H12 


cc oni 
bo zUl 


4o3J41 


oniQ niQ rw~*A1 1&AAAA 
ZU 1 8 .U 1 8 .gZ43_Zo4444 


M00055056B:GO 1 


bo zUl 


55 15ol 


omo nn o/CvionQ 
2U 1 8 .U23 .gz43_2o4VUo 


TL /TAAAf rACiT/^. A AC 

M00055056C.A05 


ice on i 
bo zUl 


no ^ o 
54yo58 


Oni Q DAI r+~,A O 1AA1 11 

2U18.rUl.gZ43_zo41 /5 


M00055056C:C05 


T7 C OA1 

bo zUl 


557504 


OniO DA/1 n^/H OA/IOOI 

2U 1 8.FU4.gZ43_2o4ZZ 1 


M00055056C:D07 


T?c in i 
bo zUl 


55.3012 


oni Q DA^ rt -/1'5 O/C/IOOO 

2U 1 8 .FU5 .gZ45_Zo4Z5 / 


X if AAAC CAf ^/^.C 1 A 

M00055056C:E10 


cc oni 
bo zUl 


C AC/1 ^ 1 

50545 1 


omo r>no o^/t^^i 
2U18.FU / .gZ43_Zo4D35 


M0005 5 05 6 C :F04 


bo 201 


562808 


im O Tl AO ,*~.A1 1/C/llO^ 

201 8 .F08 .gz43_264285 


M00055056C:H07 


Eb 2U1 


OOCCO 1 

385531 


i n i o "Din n—A o i on i 
2U18.r lU.gz43_264 /Ul 


M00055056D:B06 


cc in i 
bo 2U1 


c en A n 1 

55 /401 


inio D 1 1 „->n i£/iO/io, 
2U 18. F 12. gz43_2o434y 


M00055056D:H12 


cc in i 
bo 2U1 


55o3y 1 


oni Q D1/C r*-»/fO 1AAA 1 0 

2U 1 o.r lo.gZ45_Zo44 1 5 


ik /r r\ f\ f\ C C f\ C T A . A A /I 

M0005 5 05 7 A : A04 


cc in i 
bo 201 


^^coooo 
5622 11 


onio oil r>~,A i oA/i/ioQ 
2U18.Jrl / .gZ45__Z0442y 


\ if AAAf TAf T A . A ft/I 

M00055057A:A04 


cc in i 
bo 2U1 


<£0000 

5622 /2 


1 a t o on n^A "2 K/1Q10 

2U18.x'l / .gZ45_Zo4cS 15 


tl * AAACCAf H A . A AC 

M00055057A:A05 


cc in i 
bo 2U1 


c. cinno 
553UU2 


omo t> i o r»-r/io o/i/i/1/1^ 
2U 1 8 .r 1 8 .gz45_Zo444 3 


M00055057A:A05 


cc in i 
bo 2U1 


c cjnno 
553UU2 


OniO D1Q rr-»/fO O^/IOOO 

2U18.r / 18.gz45_zo4oZy 


x k r\r\ f\ e c r\ c r~i a . t~x i r\ 

M00055057A:D10 


bo 2U1 


55V2y4 


oni o t>on r+**Ai o^/ioAi 
2 U 1 8 . rl U ,gz43_2 o4 8 o 1 


M00055057A:F1U 


cc oni 
bo zUl 


zici 1 11 

45 1 1 1 L 


OniO I>00 rrrr/10 O/^/lOQO. 

ZUlo.x^ZZ.gZ4o Z045y.? 


jTAAArc Ann nAt 

M00055057B:B01 


cc oni 
bo 2U1 


1 KA A 

551544 


onio "DO/i />-r/ii oA/i^/1 1 
ZU18.Jr24.gz45_Zo4541 


M00055073D:F06 


bo 2U1 


555512 


onon A C\A n^AI ItLACrtA 
2U2U.AU4.gz43_Zo4V /4 


■» * , nAACCAT/l'n.'PAC 

M00055074B:E05 


"cc in i 

bo 20 1 


455820 


onon Ai/i r+-wA o o^^iOji 
ZUZU. A 1 4.gZ4-)__zD3 134 


M00055074D:B04 


cc ini 
bo 201 


^/COOOO 

5o22zV 


onon aoo r»»»/io o^^oao 
ZUzU.Az2.gZ45__Zo3ZOZ 


M00055075A:C09 


T7C? TA1 

bS 201 


556635 


2U2U.BU5.gz43 2o4yy 1 


M00055075B:D12 


r"C OA 1 

bo 201 


556/42 


onon d 1 1 r*-»/f2 oa^iai 
2U2U.r$12.gZ45__Zo3 1U5 


M00055 075D.D05 


T7C 1 A 1 

ES 201 


560069 


onon Din ^^.a o o/c^oii 
2U2U.B2U,gz43_Zo5Z5 1 


M00055076A:C06 


cc in i 
bS 201 


ccoiin 
558 /20 


onon r^no />-»/to o^zio/^n 
ZUZU.v^U5.gZ4j_Z04V0U 


M00055076A:D1 1 


cc in i 
bS 201 


555368 


onon r*r\< n**Ai oA/iooo 
zuzu. v^U5 .gz4 j_zo4yyz 


■\ #AAAr r r\n £ A i O 

M00U5 5 076 A:Cj 1 2 


cc in i 
bo zUl 


55 /Uz4 


Z\)Z\J.\^\J / .gZ4J_Z03UZ4 


\ jt aaac c aoztt - } . t? AO 

M00055076B.E08 


cc in i 
bo zUl 


43Z5ZZ 


onon n i cttA'X o^^hrx 

ZUZU.l^l l.gZ4J ZOJUOO 


Mnnn^so7^RFn4 

ivxv/v/v/ j j \J t \jjl>. r w*r 


ES 201 


549810 


2020.C12.gz43 265104 


M00055076B.H06 


ES 201 


550701 


2020.C16.gz43_265168 


M00055076C:B10 


ES 201 


559965 


^ 2020.C18.gz43_265200 


M00055076C:H07 


ES 201 


557954 


2020.C20.gz43_265232 


M00055076D-.F11 


ES 201 


557783 


2020.C23.gz43_265280 


M00055076D:H11 


ES 201 


! 553131 


2020.D02.gz43_264945 
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FS No 


Vw-lUoLCl XXV 


o ecjuenceiN ajnc 


1W00055077AR07 


FS 201 

l_/0 Z. VJ X 


^49129 


9090 D04 a^41 964Q77 


M00055077AH10 

lVIUUU_J.Jv/ / /rV.Illv 


FS 701 

Z VJ X 


^61 707 


7070D10CT741 965071 

ZUZU.X-/ XU.gZ*rZ» ZOJU/O 


MAA05 5077DR0 1 


FS 701 


S 56471 

wJ_HJ*T f X 


9A90 FA9 ot-4^ 964046 
zuzu.xifUz.gz'Tj zo'tyno 


moaa55A78 a ros 


FS 201 

£/J Z.VJ 1 


147614 

X TZ U X *T 


9A90 FAX a-741 965A49 

ZUZU.JDUO,gZ*tZ> ZOJv/^z 


M00055078A F10 


FS 701 

z. vj x 


46490 S 


9090 F1 1 &741 965090 

Z- V/ Z. VJ . L> 1 X .gZtJ ZU-JU-7VJ 


M00055078A F01 

1VXUUU-/^J VJ / VJ 1 


FS 201 

X-/O Z.VJ 1 


557760 


9090 F19a741 965106 

Z.v/Z.VJ.XjXZ.gZ'+J ZUJXVJVJ 


M00055078AF04 


ES 201 




7070F11»741 965177 

Z-VJZ.VJ.Xj X J .gZ'tJ ZUJ1ZZ 


M00055078RF05 

IY1UUU.J.JU # OXJ . X \J-f 


FS 201 

IjJ Z. VJ x 


5614S9 

.y vj x to ,7 


7020F15az41 965154 

ZVZV/.IjI J.gZ*tJ Z.VJ-JX^J*T 


M00055078DA07 


FS 201 

I/O Z. VJ 1 


555996 


2020 F21 JT741 265250 

Z. VJZ, VJ . JUrZ> X . QZaTJ Z.VJ-JZ.*JVJ 


M00055078DG04 

1V1UV/V J J v / O JLS . VJ VJ 


ES 201 


495408 


2020 F06 ez43 26501 1 


M00055079AH05 

1VIVJVJU-/.JU 1 s rV.X. L\J~J 


ES 201 

L u Z. V/ X 


509505 


2020Fllez43 265091 

Z-VJZ.V7.X 1 1 . J £*,\J ~> \J S X 


M00055079Rr)07 

1VXUUU-7,JU 1 Z7D.U\J£* 


FS 201 


407681 


2020 F 1 2 a ?41 265 1 07 


M000 5 5 07QP *G06 


FS 201 


558616 

y you x vj 


2020F15 17741 265155 


maoo55079tvaoi 


FS 701 


617961 

VJ li7U X 


7070 F1 7 o741 265187 

Z. VJZ, VJ. X X / ,g4tj Z« \J~J 1 & J 


MA0055080A- A07 

1V1UUU J JUOUrY./\U / 


FS 701 


5551 1 1 

JJJ XXX 


7070 F77 P741 265267 

Z,VJZ. VJ . X Z,Z..^Z-^J Z.VJ^Z.VJ / 


MYiAA55AfcAAFAS 

iviu uu J) J u ou/\. r u.j 


FS 701 


451 1 85 

x x o»y 


9090 F94 <T741 265299 

Zv/zvj.x z.'r.gATj z.vj^z.^j' 


■V/TAAA55ARAR-G1 A 
iviuuu j j u o \jd . vj i u 


FS 701 


556040 


7070 G09 cr741 765060 

ZvJZVJ.VJV/7,gZT' J Z. VJ^/ VJ VJVJ 


aaa^ 5a»atv a n i 

IVIUUUJ JUoUL/./\Ux 


FS 901 


551976 


7090 f>1 6 CT741 765 1 79 

ZUZv/.UlU.gZTJ Zv/w/ X / Z 


MAAA55AaATYF07 


FS 901 

X_/0 Z. Vy 1 


55111 8 


7090G19jt741 765220 

Z.VJZ.VJ.VJ X J7.££Z<T.J ZjrVJ-JZ.Z.VJ 


\/f aaa^5A5*atyf i a 

1V1UUU0 J U 0 U JL/ . JC 1 u 


FS 901 


556157 


9090O70a741 765716 

ZUZv.UZu.gZTJ Z. VJ_J Z.J vj 


■v/rAAA^AKArvFA i 

lVlUUU3DUowlJ.ru 1 


FS 9A1 
Cj ZU 1 




9090 G91 a741 965757 

ZUZU.VJZ X .gZt-J ZUJaJZ 










ajiaaa^ ^A8 i a fas* 

IVIUUUDDUo l/\.JCUo 


FS 9A9 
zuz 


555616 


9090 H01 a741 964911 

Z VJZ, V/.XXvJ 1 .gZ,tJ ZUty J J 


.vfAAA^^A&i rpi a 

lVlUUUDDUolXJ.JCl u 


FS 9A9 


559161 

JJzJU X 


9090 H06 &741 96501 1 

ZV/ZU.Xluu.gZtJ ZVJ^/VJXJ 


lv/f aaa^asm p- a i 9 

JVIUUU3 jUolv/.AlZ 


FS 9A9 

JCo zuz 


555061 


9090 HI 1 0741 965091 

ZUZU.XxX X .HZtJ iUJu/J 


ajtaaa^as i rnni 

IVxUUU D D U 5 1 . vJU 1 


FS 909 
CO zuz 


551179 

JJJJ / z 


9090 HI 8 0741 965705 
zuzvj.jtxx o .giltJ zvjjzv/-' 


IVxUUU J XlUH- 


FS 909 

JCrO ZUZ 


4496 1 1 


9090 HI 9 0741 96577 1 

ZVJZVJ.JTX X Z7.gZ*T J 


jv/iAAA^Aa9 a • a 1 9 

1V1UUU33 U O Z/V. J\ 1 z 


FS 909 


559019 


9090 H9 4 0741 965101 

Z V/Z v.I XZt.gZT J Z. VJw^ JU 1 


A>f aaa s s n 5*9 n ■ f or 

lVl U UU.J D U O Z U - xiU O 


FS 909 


555710 

-J»J-/ / X VJ 


7090 T 1 4 0741 265 1 42 

ZVJZrV/.X X".&Zi^-J Z.UJ XTZ 


m aaa55 ajotvga i 

IY1UUU-J JUOZX^.VJU X 


FS 902 


460244 


2020 T 1 6 0z43 265 1 74 


myiaa55A89Tvha9 
iviuuu J J u o z u . nuz 


FS 909 


465446 


7020 Tl 7 0741 265190 

Z VJ Z VJ .XX/ . gZTT J Z VJ — ' 1 7v 


lVfAAA55AJnR-FA5 

IVIUUU J J U 0 J £5 . Cd\J J 


FS 707 


549607 


2020 J01 0741 264935 


MTlAA55AaiR'FA7 

lYlUUUJ'.JUO DD^S^yJ / 


FS 702 

LytJ Z. V/Z, 


452434 


2020 J02 bz43 26495 1 


AyfAAA55AR1FlF1 A 
iviuuu.) JUdJD.r xu 


FS 909 

X^O Zv/Z 


557618 

~> ~) Z-VJ x o 


2020 J03 ez43 264967 


■V/TAAA55Aa'*r , r , A5 
lVlUUUJ J U 0 D . U J 


FS 909 

XJ/Lj zuz 


556497 

•J VJ" J? / 


7020 T04 0741 264983 

z< vj z. vj .j vj" . i±Zi ■ -J z» .y v> 


MYiAA55ARir , FA5 

1V1UUUO J U 0 -> . x UJ 


FS 202 


556882 

•J ~J VJO o z. 


2020 J05 ez43 264999 


l\/fAAA55A£ir>)TiOR 

iViUUU J J UO -5 JL/ . 1«/ U O 


FS 202 

X-^kJ Z. V/Z 


556668 

— > ~> \J KJ\J vJ 


2020Jllez43 265095 


M00055084A:E10 


ES 202 


556802 


2020.J16.gz43_265175 


M00055084A:F10 


ES 202 


556925 


2020.J17.gz43_265191 


M00055084B:A04 


ES 202 


558231 


2020J18.gz43_265207 


M00055084D:B01 


ES 202 


556446 


2020.K06.gz43_265016 


M00055084D:C09 


ES 202 


548943 


2020.K07.gz43_265032 


M00055085A:F12 


ES 202 


500833 


2020.K12.gz43_265112 


M00055085B:D02 


ES 202 


454910 


2020.K16.gz43_265176 
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ClonelD 


ES No 


ClusterlD 


SequenceName 


M00055085C-.E05 


ES 202 


561753 


2020.K19.gz43_265224 


M00055085D:D10 


ES 202 


451134 


2020.K21.gz43_265256 


M00055085D:F03 


ES 202 


556881 


2020.K23.gz43_265288 


M00055085D:G09 


ES 202 


555725 


2020.K24.gz43_265304 


M00055086A.B10 


ES 202 


492893 


2020.L01. gz43_264937 


M00055086A:C09 


ES 202 . 


556542 


2020.L02.gz43_264953 


M00055086B:D10 


ES 202 


557476 


2020.L06.gz43_265017 


M00055086D:C07 


ES 202 


551342 


2020.L13.gz43_265129 


M00055086D:H07 


ES 202 


557214 


2020L16.gz43_265177 


M00055087B:C03 


ES 202 


122169 


2020.L22.gz43_265273 


M00055087B:C05 


ES 202 


451885 


■ 2020.L23.gz43_265289 


M00055087D.D08 


ES 202 


453756 


2020.M08.gz43_265050 


M00055088C.-B02 


ES 202 


450352 


2020.M20.gz43_265242 


M00055088C:D01 


ES 202 


561975 


2020.M22.gz43_265274 


M00055088C:D02 


ES 202 


557747 


2020.M23.gz43_265290 


M00055088D.A01 


ES 202 


551283 


2020.N02.gz43_264955 


M00055088D:B08 


ES 202 


561422 


2020.N04.gz43_264987 


M00055089A:H06 


ES 202 


557454 


2020.N09.gz43_265067 


M00055089B:C01 


ES 202 


554084 


2020.N12.gz43_265115 


M00055089C:B06 


ES 202 


556465 


2020.N16.gz43_265179 


M00055089C:D06 


ES 202 


560507 


2020.N19.gz43_265227 


M00055090A-.F02 


ES 202 


560080 


2020.N22.gz43_265275 


M00055090C:B03 


ES 202 


556408 


2020.O04.gz43_264988 


M00055090C.C12 


ES 202 


556559 


2020.O06.gz43_265020 


M00055090C.D01 


ES 202 


556675 


2020.O07.gz43_265036 


M00055090C:G06 


ES 202 


451370 


2020.O09.gz43_265068 


M00055090D.E03 


ES 202 


497086 


2020.O14.gz43_265148 


M00055090D:F03 


ES 202 


98869 


2020O17.gz43_265196 


M00055091A:C09 


ES 202 


598101 


2020.O23.gz43_265292 


M00055091A:F05 


ES 202 


459581 


2020.P04.gz43_264989 


M00055091BA07 


ES 202 


555126 


2020.P07.gz43_265037 


M00055091B:C11 


ES 202 


555418 


2020.P08.gz43_265053 


M00055091C:B04 


ES 202 


468262 


2020.P12.gz43_265117 


M00055091C:D11 


ES 202 


559071 


2020 .P15.gz43_265 165 


M00055091C:G11 


ES 202 


561593 


2020.P18.gz43_265213 


M00055091DA03 


ES 202 


554828 


2020.P21.gz43_265261 


M00055092B:G09 


ES 202 


637966 


2029A15.gz43_265534 


M00055093A-.E09 


ES 202 


562542 


2029.B05.gz43_265375 


M00055093A.F07 


ES 202 


562768 


2029.B06.gz43_265391 


M00055093B:G08 


ES 202 


562881 


2029.B14.gz43_265519 


M00055094B:B11 


ES 202 


562307 


2029.Cll.gz43_265472 


M00055094C:C10 


ES 202 


402488 


2029.C21.gz43_265632 


M00055094D:F09 


ES 202 


491127 


2029D06.gz43_265393 


M00055095A:D08 


ES 202 


98484 


2029.Dll.gz43_265473 
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ClonelD 


ESNo 


ClusterlD 


SequenceName 


M00055096A:G08 


ES 202 


551967 


2029.E09.gz43_265442 


M00055096C:C03 


ES 202 


554496 


2029.E16.gz43_265554 


M00055096D:F02 


ES 202 


553380 


2029.E22.gz43_265650 


M00055097A-.G06 


ES 202 


455820 


2029.F06.gz43_265395 


M00055097B:B12 


ES202 


453533 


2029.F09.gz43_265443 


M00055097B:F08 


ES 202 


562719 


2029.F10.gz43_265459 


M00055098D:A09 


ES 202 


561215 


2029.G03.gz43_265348 


M00055099A:G05 


ES 202 


558118 


2029.Gll.gz43_265476 


M0005510OA:C05 


ES 202 


555330 


2029.H07.gz43_265413 


M00055100B:F1I 


ES 202 


558186 


2029.H15.gz43_265541 


M00055100C:E03 


ES 202 


559125 


2029.H22.gz43_265653 


M00055100C:F11 


ES 202 


452349 


2029J01.gz43_265318 


M00055100C:H06 


ES 202 


562989 


2029.102.gz43_265334 


M00055100D:B02 


ES 202 


562243 


2029.103.gz43_265350 


M00055102A:E11 


ES 202 


560628 


2029.120.gz43_265622 


M00055102B:B03 


ES 202 


560111 


2029.12 l.gz43_265638 


M00055103A:H11 


ES 202 


561144 


2029J16.gz43_265559 


M00055103C:B07 


ES202 


558511 


2029J20.gz43_265623 


M00O55103C-.DO5 


ES 202 


556613 


2029.J21.gz43_265639 


M00055103C.-GO3 


ES 202 


560898 


2029.J22.gz43_265655 


M00055104B:F09 


ES 202 


553548 


2029.K14.gz43_265528 


M00055104D:E02 


ES 202 


455878 


2029.K20.gz43_265624 


M00055105A:A05 


ES 202 


559955 


2029.K23.gz43_265672 


M00055105D.B06 


ES 202 


552704 


2029.L07.gz43_265417 


M00055106AE04 


ES 202 


560575 


2029.L15.gz43_265545 


M00055106C:B06 


ES 202 


454499 


2029.L22.gz43_265657 


M00055109C.G10 


ES 202 


455529 


2029.O01.gz43_265324 


M00055I10A-.C03 


ES 202 


561426 


2029.O08.gz43_265436 


M00055110A:C05 


ES 202 


394189 


2029.O09.gz43_265452 


M00055111A-.F10 


ES 202 


562748 


2029.P01.gz43_265325 


M00055111C:B07 


ES 202 


558186 


2029.P05.gz43_265389 


M00055111D:F10 


ES 202 


518735 


2029.P16.gz43_265565 


M00055113A-.G08 


ES 202 


562822 


2030All.gz43_265854 


M00055113B.F02 


ES 202 


562714 


2030A12.gz43_265870 


M00055113CF09 


ES 202 


551734 


2030.A14.gz43_265902 


M00055114A:E02 


ES 202 


561741 


2030A18.gz43_265966 


M00055115C:F04 


ES 202 


549948 


2030.B23.gz43_266047 


M00055115C:G09 


ES 202 


449035 


2030.C02.gz43_265712 


M00055116A:C07 


ES 202 


453274 


2030.C12.gz43_265872 


M00055116A-.H06 


ES 202 


453692 


2030.C19.gz43_265984 


M00055117AG08 


ES 202 


312036 


2030.D10.gz43_265841 


M00055117C:C03 


ES 202 


549591 


2030.D16.gz43_265937 


M00055117C:F02 


ES 202 


561265 


2030.D17.gz43_265953 


M00055118B:A09 


ES202 


554737 


! 2030.D24.gz43_266065 



846 



Table 13 



ClonelD 


ESNo 


ClusterlD 


SequenceName 


M00055118C:B03 


ES 202 


452525 


2030.E03.gz43_265730 


M00055118D:B04 


ES 202 


560868 


2030.E05.gz43_265762 


M00055119B:B08 


ES 202 


560077 


2030.E12.gz43_265874 


M00055119D:F08 


ES 202 


526334 


2030.E14.gz43_265906 


M00055120B:F12 


ES 202 


556310 


2030.E19.gz43_265986 


M00055120C:F10 


ES 202 


560506 


2030.E22.gz43_266034 


M00055120D:H07 


ES202 


63602 


2030.F01.gz43_265699 


M00055121D:H11 


ES 202 


507660 


2030.F09.gz43_265827 


M00055122C:B12 


ES 202 


448905 


2030.F16.gz43_265939 


M00055123A:D12 


ES 202 


560399 


2030.F23.gz43_266051 


M00055124A:F01 


ES 202 


479732 


2030.G08.gz43_265812 


M00055124B:A11 


ES 202 


558060 


2030Gll.gz43_265860 


M00055124C:C12 


ES 202 


553142 


2030.G17.gz43_265956 


M00055124D:A09 


ES 202 


451089 


2030.G23.gz43_266052 


M00055124D:B10 


ES 202 


553841 


2030H02.gz43_265717 


M00055125AA02 


ES 202 


538830 


2030.H05.gz43_265765 


M00055125B:F01 


ES 202 


558534 


2030.H09.gz43_265829 


M00055125C:H03 


ES 202 


557895 


2030.H16.gz43_265941 


M00055125D:E02 


ES 202 


558452 


2030.H20.gz43_266005 


M00055126C:G05 


ES 202 


561685 


2030.106.gz43_265782 


M00055127BA01 


ES 202 


559938 


2030.112.gz43_265878 


M00055128A:C10 


ES 202 


554233 


2030.J01.gz43_265703 


M00055128B:B08 


ES 202 


561679 


2030J06.gz43_265783 


M00055128B:B12 


ES 202 


528369 


2030.J07.gz43_265799 


M00055128B:E12 


ES202 


461653 


2030.J10.gz43_265847 


M00055128B:G01 j 


ES 202 | 


407964 


2030.J13.gz43_265895 


M00055128C:E03 


ES 202 


554989 


2030.J16.gz43_265943 


M00055128D:C11 


ES 202 


561279 


2030.J22.gz43_266039 


M00055128D:D04 


ES 202 


557615 


2030.K0 1 .gz43_265704 


M00055129A:B03 


ES 202 


486683 


2030.K05.gz43_265768 


M00055129B:H07 


ES 202 


558024 


2030.K18.gz43_265976 


M00055129C:H08 


ES 202 


452759 


2030.K24.gz43_266072 


M00055129D:C02 


ES 202 


452775 


2030.L03.gz43_265737 


M00055129D:F11 


ES 202 


488030 


2030.L06.gz43_265785 


M00055130A:D10 


ES 202 


557610 


2030.Lll.gz43_265865 


M00055130B:D07 


ES 202 


380636 


2030.L17.gz43_265961 


M00055130D:F08 


ES 202 


66678 


2030.M06.gz43_265786 


M00055131A:A04 


ES 202 


518007 


2030.M10.gz43_265850 


M00055131A:D07 


ES 202 


449454 


203O.M13.gz43_265898 


M00055131C:H12 


ES 202 


562822 


2030.N04.gz43_265755 


M00055132B:B12 


ES 202 


288134 


2030.N12.gz43_265883 


M00055132D:E07 


ES 202 


610269 


2030.N21 .gz43_266027 


M00055132D:E10 


ES 202 


557719 


2030.N22.gz43_266043 


M00055132D:F05 


ES 202 


548991 


2030.N23.gz43_266059 
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ClonelD 


ESNo 


ClusterlD 


SequenceName 


M00055133B:B06 


ES 202 


400628 


2030.O05.gz43_265772 


M00055133B:E04 


ES 202 


557741 


2030.O07.gz43_265804 


M00055133B.E08 


ES 202 


| 557747 


2030.O08.gz43_265820 


M00055133B.F07 


ES 202 


451618 


2030.O10.gz43_265852 


M00055133C-.C06 


ES 202 


562760 


2030.O13.gz43_265900 


M00055133C:G07 


ES 202 


451392 


2030.O15.gz43_265932 


M00055133C:H11 


ES 202 


558015 


2030.01 7.gz43_265964 


M00055133D:A02 


ES 202 


477295 


2030.O18.gz43_265980 


M00055133D:F02 


ES 202 


451391 


2030.O22.gz43_266044 


M00055134A:C03 


ES 202 


553871 


2030O24.gz43_266076 


M00055134C:A01 


ES 202 


557284 


2030.Pll.gz43_265869 


M00055134C:B01 


ES 202 


551068 


2030.P12.gz43_265885 


M00055134C:E09 


ES 202 


557710 


2030.P13.gz43_265901 


M00055134D-.B03 


ES 202 


407077 


2030.P17.gz43_265965 


M00055135A.D08 


ES 202 


557549 


2030.P23.gz43_266061 


M00055135A:E07 


ES 202 


562683 


2031A01.gz43_266078 


M00055135A.H10 


ES 202 


562725 


^ 2031.A02.gz43_266094 


M00055136C.F1 1 


ES 202 


562449 


2031.A24.gz43_266446 


M00055136D:D09 


ES 202 


558768 


2031.B05.gz43_266143 


M00055137A:E05 


ES 202 


550047 


2031.B10.gz43_266223 


M00055137B:B11 


ES 202 


556630 


2031.B14.gz43_266287 


M00055137B:F12 


ES 202 


558477 


2031.B16.gz43_266319 


M00055138A.E08 


ES 202 


558463 


2031.C04.gz43_266128 


M00055138A.F01 


ES 202 


558544 


2031.C05.gz43_266144 


M00055138A:G08 


ES 202 


558619 


2031 C06.gz43_266160 


M00055138B.H12 


ES 202 


446873 


2031.Cll.gz43_266240 


M00055138CA07 


ES 202 


556328 


2031.C12.gz43_266256 


M00055139B:E10 


ES 202 


553969 


2031 D09.gz43_266209 


M00055139B:G03 


ES 202 


558230 


2031.Dll.gz43_266241 


M00055140A.G07 


ES 202 


557893 


2031.D22.gz43_266417 


M00055143B:C11 


ES 202 


555754 


203 1 .G02.gz43_266100 


M00055144A.A11 


ES 202 


561245 


2031.G05.gz43_266148 


M00055144A:E09 


ES 202 


450630 


2031.G06.gz43_266164 


M00055144B.A12 


ES 202 


506372 


2031.Gll.gz43_266244 


M00055145B:F03 


ES 202 


490032 


2031.H18.gz43_266357 


M00055146A.B12 


ES 202 


211273 


2031.104.gz43_266134 


M00055146B:E09 


ES 202 


562000 


2031.110.gz43_266230 


M00055148AE06 


ES 202 


289328 


2031.J13.gz43_266279 










M00055149B:F09 


ES 203 


557783 


2031.K05.gz43_266152 


M00055149C:A11 


ES203 


553500 


203 l.K08.gz43_266200 


M00055150D:C06 


ES 203 


160289 


2031.L10.gz43_266233 


M00055151A.C10 


ES 203 


557522 


2031 L14.gz43_266297 


M00055151A:F10 


ES 203 


610893 


2031.L18.gz43_266361 
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bo JNo 


LlusterlD 


SequenceName 


a x aaac ci a .da? 

M00055 152A.B05 


cc tat 
bo 203 


/I A AO A £ 


203 1 .M08 .gz43_266202 


Ik M f~\f\r\ C C 1 C O A - T7 A A 

M00055 1 52A:b09 


bo 205 


549739 


2031.M12.gz43__266266 


M00055 152B.A03 


"ETC OAl 

bo 203 


557250 


203 1 .Ml 6.gz43_266330 


M00055 152D:C03 


bo 205 


/f C OO CT 

468257 


OAOI \TA A yiO 1 A 

203 1 .N04 .gz43_266 139 


M00055 152D:H09 


T?C OA1 

bo 203 


/I AT/1 AT 

497493 


203 1 .N07.gz43_266 1 87 


A iAAACC 1 C ^ T~\ . T7AZT 

M00055 154D:F 06 


T7 C OA1 

203 


C /I AAT A 

549930 


203 1 .005 .gz43_266 156 


a a r\r\r\ c c t c /i t\ ./^ i o 

M00055 154D:G12 


T7 O OAT 

ES 203 


OA OO 1 

524721 


O jOO 1 f~\f\S" ~- >io oy^iTO 

203 1 .006.gz43_266 1 72 


M00055 155D.B02 


T?C OAQ 

bb 203 


557708 


OAT 1 /"""iO A ~ A T £. tZ. A t^C\ 

203 1 .024.gz43 266460 


M00055 156A:D02 


tro oai 
bo 203 


c/ri /TO/I 

561624 


OAT 1 T>A/C /.-AO T/C/C1T7T 

203 1 .F06.gz43_266173 


A jf AA A ccicz vy . 1 1 

M00055 156B:C 1 1 


rc OAO 

bo 203 


558645 


OAT 1 DAD ^ A T OzT/^O AC 

203 1 .P08.gz43_266205 


A f AAAC CI C H . A AO 

M00055 156C:A08 


r?C 1A1 

bo 203 


ceo AAT 

55800/ 


OAT 1 DAA n.~.A T O/C/CTTl 

203 1 .F09.gz43_26622 1 


M00055 156C:D06 


bo 203 


561558 


203 1 .r 12.gz43_26o2o9 


A 4AAAC C 1 CiCIOj. A AO 

M00055 1 56D.A02 


CC OAQ 

bo 203 


f ^ 1 1 TO 

561 1 /8 


203 1 X 1 5 .gz43_26o3 1 / 


A vTAAA CC1 A ."DAyl 

M00U55 15 /A.B04 


X2Q OA'S 

bo 203 


55o2oo 


OAT 1 DT7 s*-*A 1 *}tL£i1ACl 

ZVJl.rl /.gz43 26o349 


A K AAAC C 1 C T/"*./" 1 1 1 

M00055157C:C1 1 


T7 C 1AO 

bo 203 


cr ni oa 
559389 


OATT A AC r~~A T TjC*CCTiC 

2032.A05 ,gz43_266!>26 


A JAAAC C 1 C O A ,HAA 

M00055158A:D09 


CC OA1 

bo 203 


555210 


OATO A 1 A ^.-./l T O/I/IiCAif: 

2032.A10.gz43_26ooUo 


XAAAACC i con.r'Ai 

M00055158D:C01 


CC OA1 

bo 203 


TAyfTOO 
3V4/ /2 


TATO A lO ~~.A T KA7^A 

2U32.A19.gz43_26o /50 


A <f/\AAC C 1 C OA.T\ 1 A 

M00Q55 158D.D10 


CC 1A1 

bo 203 


560296 


OATO A OA «-»/IT 0/C/C7jC/C 

2U32.A2U.gz43_266 /o6 


M00055 1 59B.B08 


CC OAT 

bo 203 


i t AO 

561308 


OATT TDA/1 «^./1T 1 

2032.B04.gz43_2665 1 1 


XiTAAAf £ 1 C AT> .PAA 

M00055 159B.G09 


CC lAQ 

bo 203 


cri ai i 

56191 1 


OATT DH /I T O/C/C/COQ 

2U32 .B 1 2 .gz43_2oo63 y 


a /ir\f\f\jr £T i ca/^.toao 

M00055 159C:B02 


CC OAT 

bo 203 


O 1 f AAf 

215005 


2032.B16.gz43_266/U3 


M00055 1 5 9D:F09 


T?0 OAT 

bo 203 


554885 


OATO TOO A ^ A T O/C/IOTI 

2032.B24.gz43_26683 1 


M00055 160C:D02 


T7 C OAT 

bo 203 


C C T C TO 

553537 


OATO riA , /I n O £L£LCLC\Q 

2032.C10.gz43_2666U8 


M00055161A:C02 


T?C O AT 

Eo 203 


561507 


OATO ni «,~/IT O^/ITO/1 

2032. C2 1 .gz43_266784 


M00055 161A.E05 


T7C 1 T AT 

Eo 203 


C COT AC 

558395 


OATO ni „ W A"3 OiC/IQ1/£ 

2032.C23.gz43_266816 


M00055161B.A07 


f- » O O AO 

ES 203 


452901 


OATO T\#OZT A T O /T *^ C yi C 

2032.D06.gz43 266545 


M00055161D:H03 


ES 203 


447386 


OjTVTO T"\OT /IT <-> /f O 1 T 

2032 .D23 .gz43 2668 1 7 


MG0055162A:B03 


t~ • O OAT 

ES 203 


562881 


OAOO T7A1 A T 0/^Z!/<Z!/£ 

2032.E01.gz43_266466 


M00055 1 62A:C 12 


r~f O OAT 

Eo 203 


A C t A CO 

451458 


OATO r?AT ^ /< T OZTlC/IAO 

2032. E03 .gz43_266498 


M00055162A:G12 


T^C OAT 

ES 203 


C f A OA /I 

561994 


OATO T~T\T ^ yl T T/'/'C/'O 

2 032. E07.gz43 266562 


M00055 162B.B04 


T7C OAT 

ES 203 


561413 


OATO T? 1 A ~ A T O/*/'/' 1 A 

203 2 .E 1 0.gz43_2666 1 0 


M00055 162C:E12 


T7 C OAT 

ES 203 


C C T O TO" 

553877 


OATO CIA n-^AI O £L£J~I 'C y| 

2032.bl9.gz43_266754 


M00055 1 62C:G03 


CC OAT 

bo 203 


TOT 1 /CC 

323165 


OATT CTA "2 1£.£.'7'7fi 

2032.b20.gz43_2oo/ /0 


a k r\f\f\ c c i /"itv n rv l 

M00055 1 62D:B01 


T?C OAT 

ES 203 


C C C O O T 

555883 


OATT COO r~—A 1 lii^Om 

2032.b22.gz43_2o6802 


a jtr\f\f\c c i /iin.r'A/i 

M00055162D:G04 


CC TAT 

bo 203 


561918 


2032.b24.gZ43__2ODo34 


a vrrvrvAc c i ron ..17 AT 

M00055 163B:F07 


CC OAT 

bo 203 


c/c 1 oo/r 

5618 /6 


2032. r 10.gz43_2DODl 1 


M00055 1 64C :C 1 0 


CC TAT 

bo 203 


558965 


2052.01 l.gZ43_2oOOZo 


A fAAAf C 1 ZT >i T\ PAC 

M00055164D.C05 


CC TA1 

bo 203 


^^<IOAA 

55 j2U0 


OHIO /^ll Q t+-wA1 AC\ 
ZU32.vrlo.gZ43__ZOO /4U 


lv/innnss i £^ A fos 

iviuuvjjj ivjj/v.ruj 




559389 


2032 G24 ez43 266836 


M00055165B:G09 


ES 203 


559562 


2032.H05.gz43_266533 


M00055165C:H08 


ES 203 


558917 


2032.H07.gz43_266565 


M00055165D:C03 


ES 203 


553797 


2032.H10.gz43_266613 


M00055166B:D07 


ES 203 


452874 


2032.H19.gz43_266757 


M00055166C:G01 


ES 203 


488108 


2032.H23.gz43_266821 
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ClusterlD 
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M00055166D-.F02 


ES 203 


559464 


| 2032.104.gz43_266518 


M00055166D:F09 


ES 203 


555418 


2032.105 .gz43_266534 


M00055167A:A02 


ES 203 


493261 


2032.107.gz43_266566 


M00055167B.A08 


ES 203 


557961 


2032.112.gz43_266646 


M00055167B:H07 


ES 203 


415538 


2032.115.gz43_266694 


M00055167D-.B05 


ES 203 


558858 


2032.119.gz43_266758 


M00055168B:F11 


ES 203 


557316 


2032.J06.gz43_266551 


M00055169B:F04 


ES 203 


559355 


2032J19.gz43_266759 


M00055169B.H08 


ES203 


550674 


2032.J21.gz43_266791 


M00055169D:A11 


ES 203 


558720 


2032.K02.gz43_266488 


M00055170A:A09 


ES 203 


557209 


2032.K06.gz43_266552 


M00055170A:A11 


ES 203 


558755 


2032.K07.gz43_266568 


M00055170B:B06 


ES 203 j 


558022 


2032.K12.gz43_266648 


M00055170D:B09 


ES 203 


494198 


2032.L01.gz43_266473 


M00055171C:C01 


ES 203 


450566 


2032.L23.gz43_266825 


M00055172A:A01 


ES203 


550085 


2032.M02.gz43_266490 


M00055172A.C09 


ES 203 


559015 


2032.M05.gz43_266538 


M00055172A:F03 


ES 203 


554604 


2032.M06.gz43_266554 


M00055172B:B04 


ES 203 


558900 


2032.M09.gz43_266602 


M00055172B:H07 


ES 203 


409262 


2032.M12.gz43_266650 


M00055172D:D04 


ES 203 ! 


559057 


2032 .M 1 5 .gz43_266698 


M00055172D:D07 


ES 203 


556542 


2032.M16.gz43_266714 


M00055172D:F12 


ES 203 


551693 


2032.M19.gz43_266762 


M00055174A.H12 


ES 203 


555202 


2032.M24.gz43_266842 


M00055174B:B04 


ES 203 j 


550175 


2032.N0 l.gz43_266475 


M00055176A:A02 


ES 203 


553047 


2032.Nll.gz43_266635 


M00055176A:B03 


ES 203 


553713 


2032.N13.gz43_266667 


M00055176D:H01 


ES 203 


559752 


2032.N24.gz43_266843 


M00055177A:F05 


ES 203 


551475 


2032.00 1 ,gz43_266476 


M00055177D:F07 


ES 203 


562989 


2032.O17.gz43_266732 


M00055178A:C07 


ES 203 


558981 


2032.O20.gz43_266780 


M00055178A:D03 


ES 203 


559088 


2032.O22.gz43_266812 


M00055179A:G08 


ES 203 


561975 


204 1 A02.gz43_266862 


M00055179A:H11 


ES 203 


479851 


2041 .A03.gz43_266878 


M00055179B:C07 


ES 203 


450289 


2041.A04.gz43_266894 


M00055179B:D05 


ES203 


559050 


204 1 . A05 gz43_2669 1 0 


M00055179B:G07 


ES 203 | 


559000 


204 1 A08.gz43_266958 


M00055179C:F11 


ES 203 i 


559383 


204 1 . A 1 0,gz43_266990 


M00055179C:H02 


ES 203 


559710 


204 1 .Al 1 .gz43_267006 


M00055179D:C10 


ES 203 


555739 


2041.A14.gz43_267054 


M00055181A:E01 


ES 203 


549829 


204 1 . A20.gz43_267 150 


M00055181A:G02 


ES 203 


557644 


2041.A22.gz43_267182 


M00055181A.H01 


ES 203 


559194 


2041.A24.gz43_267214 


M00055181B.A10 


ES 203 


478511 


2041.B01.gz43_266847 
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M00055181B:E06 


ES 203 


549472 


2041B03.gz43_266879 


M00055181C:B07 


ES 203 


476199 


2041.B07.gz43_266943 


M00055181C:B12 


ES 203 


553002 


2041.B08.gz43_266959 


M00055181C:C09 


ES 203 


561513 


2041.B09.gz43_266975 


M00055181C:D06 


ES 203 


562569 


2041.Bll.gz43_267007 


M00055181C.H01 


ES 203 


561351 


2041 B17.gz43_267103 


M00055181D:D05 


ES 203 


473742 


2041.B21.gz43_267167 


M00055182A:D07 


ES 203 


554520 


2041.C05.gz43_266912 


M00055182B:C07 


ES 203 


226324 


2041.C08.gz43_266960 


M00055182B.F05 


ES 203 


556632 


204 1 . C09.gz43_266976 


M00055182C:E09 


ES 203 


556881 


2041.C17.gz43_267104 


M00055182D:E06 


ES 203 


559333 


2041.C21.gz43_267168 


M00055182D:H08 


ES 203 


557961 


2041.C23.gz43_267200 


M00055183A.C06 


ES 203 


456517 


204 1 DO 1 .gz43_266849 


M00055183A:E10 


ES 203 


557714 


2041.D02.gz43_266865 


M00055183C:A02 


ES 203 


562840 


2041.D08.gz43_266961 


M00055183C:D07 


ES 203 


561963 


2041.D12.gz43_267025 


M00055184A.G02 


ES 203 


557935 


2041.D19.gz43_267137 


M00055184B:H01 


ES 203 


560308 


2041.E02.gz43_266866 


M00055184C-.C07 


ES 203 


558212 


2041 E04.gz43_266898 


M00055184C:D02 


ES 203 


409612 


2041.E05.gz43_266914 


M00055184C:D11 


ES 203 


551879 


2041.E07.gz43_266946 


M00055184C:F01 


ES 203 


561513 


2041.E08.gz43_266962 


M00055185A:B01 


ES 203 I 


451761 


2041.E12.gz43_267026 


M00055185A:G11 


ES 203 


558582 


2041.E14.gz43_267058 


M00055185BJB01 


ES 203 


559883 


2041.E16.gz43_267090 


M00055185C:B01 


ES 203 


411113 


2041.E22.gz43_267186 


M00055185D:A02 


ES 203 


561687 


2041.F03.gz43_266883 


M00055185D.D11 


ES 203 


555394 


2041.F06.gz43_266931 


M00055185D:F07 


ES 203 


477046 


2041.F08.gz43_266963 


M00055185D-.H01 


ES 203 


502343 


2041.F10.gz43_266995 


M00055186A:D04 


ES 203 


552629 


2041.Fll.gz43_267011 


M00055186A:E08 


ES 203 


557867 


2041.F12.gz43_267027 


M00055186C:A01 


ES 203 


459103 


2041.F15.gz43_267075 


M00055186C:A02 


ES 203 


481136 


2041.F16.gz43_267091 


M00055187A.F02 


ES 203 


516484 


2041.G07.gz43_266948 


M00055187A:F06 


ES 203 


492627 


204 1 .G08.gz43_266964 


M00055187A:G02 


ES 203 


552629 


2041.G09.gz43_266980 


M00055187B.C01 


ES 203 


364462 


2U4 1 .VJ 1 1 ,gz4 J_Zo /U 1 L 


M00055187C:C02 


ES 203 


551855 


2041.G15.gz43_267076 


M00055187C:E07 


ES 203 


549588 


204i;G17.gz43_267108 


M00055187D:A08 


ES 203 


557298 


2041.G19.gz43_267140 


M00055187D:F01 


ES 203 


560294 


2041.G23.gz43_267204 


M00055187D:G11 


ES 203 


557895 


2041.H01.gz43_266853 
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M00055188A.G11 


ES 203 


559610 


2041H06.gz43_266933 


M00055188A:H10 


ES 203 


187704 


I 2041.H07.gz43_266949 


M00055188B:E06 


ES 203 


559262 


2041H08.gz43_266965 


M00O55188B-.G06 


ES 203 


555649 


2041.H09.gz43_266981 


M00055188C:A08 


ES 203 


448046 


2041.H12.gz43_267029 


M00O55188C:FO8 


ES 203 


549665 


2041.H14.gz43_267061 


M00055188D:D05 


ES203 


559146 


2041.H19.gz43_267141 


M00O55188D.F10 


ES 203 


561685 


2041.H20.gz43_267157 


M0OO55188D:HO3 


ES 203 


559825 


2041.H21.gz43_267173 


M00055189A:C11 


ES 203 


558463 


204 1 .H24.gz43_26722 1 


M00055189B-.B02 


ES 203 


452094 


2041.104.gz43_266902 


M00055189B:B12 


ES 203 


560080 


2041.106.gz43_266934 


M00055189C:C01 


ES 203 


413915 


2041.110.gz43_266998 


M00055190AA05 


ES 203 j 


523332 


2041.115.gz43_267078 


M00055190A:F11 


ES 203 


455814 


2041.119.gz43_267142 


M00055I90C:G08 


ES 203 


560859 


2041. 124 .gz43_267222 


M00055191BA10 


ES 203 


488613 


2041.J05.gz43_266919 


M00055191B:E04 


ES 203 


560674 


2041.J07.gz43_266951 


M00055191C.C06 


ES 203 


447412 


2041.J10.gz43_266999 


M00055191D:C05 


ES203 


560213 


2041.J13.gz43_267047 


M00055192AA09 


ES 203 


559883 


2041.J15.gz43_267079 


M00055192CA03 


ES 203 


499903 


2041.J22.gz43_267191 


M00055192C:D04 


ES 203 


491992 


2041.K01.gz43_266856 


M00055192C:E04 


ES 203 


550874 


2041.K02.gz43_266872 


M00055192C:H06 


ES203 


558326 


2041.K05.gz43_266920 


M00055193AA08 


ES 203 


560003 


2041.Kll.gz43_267016 


M00055193A.C06 


ES203 


451544 


2041.K14.gz43_267064 


M00055193BA08 


ES 203 


624044 


2041.K18.gz43_267128 


M00055193C:C11 


ES 203 


539142 


2041.L02.gz43_266873 


M00055193C:E10 


ES 203 


504880 


2041.L03.gz43_266889 


M00055193D:G07 


ES 203 


552977 


2O41.L08.gz43_266969 


M00055194AA01 


ES 203 


495591 


2041.L10.gz43_267001 


M00055194A:E07 


ES 203 


558413 


2041.L13.gz43_267049 


M00055194B:C01 


ES 203 ; 


559234 


2O41.L15.gz43_267081 


M00055194B:G04 


ES 203 


513168 


2O41.L16.gz43_267097 


M00055194D:C05 


ES 203 


549911 


2041.M02.gz43_266874 


M00055195AB08 


ES 203 


549304 


2041.M09.gz43_266986 


M00055195A:C10 


ES 203 


550704 


2041.Mll.gz43_267018 


M00055195AE07 


ES 203 


143218 


2041.M12.gz43_267034 


M00055195B.B09 


ES203 


450623 


2041.M14.gz43_267066 


M00055195B:C04 


ES 203 


614369 


2041.M15.gz43_267082 


M00055195C:F09 


ES 203 


561659 


2041.N01.gz43_266859 


M00055195C:H05 


ES 203 


561830 


2041.N02.gz43_266875 


M00055195D.B10 


ES 203 


555742 


2041.N06.gz43_266939 
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M00055195D:E11 


ES 203 


550652 


2041.N09.gz43_266987 


M00055196A:C04 


ES 203 


495074 


2041.N12.gz43_267035 


M00055196A.E01 


ES 203 


551977 


2041.N13.gz43_267051 


M00055196A:H07 


ES 203 


553237 


204 1 .N 1 5 .gz43_267083 


M00055196B:A09 


ES 203 


552879 


2041.N17.gz43_267115 


M00055196B:C06 


ES 203 


562336 


2041.N18.gz43_267131 


M00055196C.B07 


ES 203 


456697 


2041.N24.gz43_267227 


M00055196D:A10 


ES 203 


556538 


2041.O08.gz43_266972 


M00055196D:F07 


ES 203 


481231 


2041.O10.gz43_267004 


M00055196D:H02 


ES 203 


562569 


2041.01 l.gz43_267020 


M00055197B.A10 


ES 203 


559885 


2041.O16.gz43_267100 










M00055197B:B06 


ES 204 


558642 


2041.O18.gz43_267132 


M00055197C:D10 


ES 204 


625988 


2041.O21.gz43_267180 


M00055198A.E05 


ES204 


460727 


2041.P06.gz43_266941 


M00055198B:H08 


ES 204 


490154 


2041.P09.gz43_266989 


M00055198C:C12 


ES204 


551374 


2041.Pll.gz43_267021 


M00055198C:F02 


ES 204 


557852 


2041.P13.gz43_267053 


M00055198C:G07 


ES 204 


561753 


2041.P14.gz43_267069 


M00055198D:A12 


ES 204 


551415 


2041 P16.gz43_267101 


M0O055198D:B08 


ES 204 


556343 


2041.P17.gz43_267117 


M00055198D-.G01 


ES 204 


550782 


2041.P20.gz43_267I65 


M00055198D:G03 


ES 204 


491260 


2041.P21.gz43_267181 


M00055219B:B04 


ES 204 


554627 


2043 A06.gz43_259273 


M00055219C-.C10 


ES 204 


556790 


2043A14.gz43_259401 


M00055219C:H06 


ES 204 


558652 


2043A17.gz43_259449 


M00055220B.H06 


ES 204 


490414 


2043.B06.gz43_259274 


M00055220D-.G07 


ES 204 


557965 


2043.B12.gz43_259370 


M00055221A:D10 


ES204 


549634 


2043.B17.gz43_259450 


M00055221D:A06 


ES 204 


558055 


2043.C07.gz43_259291 


M00055221D:H08 


ES 204 


467710 


2043.Cll.gz43_259355 


M00055222A:A06 


ES 204 


460493 


2043.C12.gz43_259371 


M00055222A:C08 | 


ES 204 


464067 


2043.C13.gz43_259387 


M00055222B:A01 


ES 204 


552086 


2043.C18.gz43_259467 


M00055222BA06 


ES 204 


451966 


2043.C19.gz43_259483 


M00055222D.B11 


ES 204 


558185 


2043.D03.gz43_259228 


M00055223B:C04 


ES 204 


552521 


2043.D13.gz43_259388 


M00055223D.F10 


ES 204 


621635 


2043.D23.gz43_259548 


MO0055223D:H03 


ES 204 


559764 


2043 .D24.gz43_259564 


M00055224B:E12 


ES 204 


561289 


2043.E04.gz43_259245 


M00055225B-.H01 


ES 204 


560717 


2043.E24.gz43_259565 


M00055225C:E08 


ES 204 


550632 


2043.F03.gz43_259230 


M00055225D:G11 


ES 204 


491240 


2043.F09.gz43_259326 


M00055226B:F10 


ES 204 


556123 


2043.F20.gz43_259502 
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Table 13 





Co iNO 


ciusxenu 


SequenceName 


AAnnrK <,996P- A 1 1 


FQ 9AA 


A8097^ 
4oyz /3 


9AA9, POO r*-,A O OCACCA 
ZU43 .r Z3 ,g243_Z3y33U 


Moons *s7?6rR05 


pc oaa 

Co 


33od /y 


9AA7 Cl(\Sl rrrrAO OCO0 1 1 

ZU43.VjUo.gZ43_Z3y3 1 1 


XV1UUU3 J/Z / L.UUZ 


FQ 9nA 
Cj ZU4 


33U513 


OAAO T-TAQ ^r^/IO OCOOOO 

ZU43 .rlUy ,gz43_Z3yjZo 


1V1UUU3 JZ/ /L/.CU / 


PC onA 
Co ZU4 


^<AC7 1 

jJliJ 1 1 


OAAO LJ 1 C. rr-rAI O C dA A A 

ZU4J . rl 1 0 . gZ4J _Z 3 y44U 


AAnnn^777Tvm n 

J.Y1UUU33ZZ /U.ulU 


pc 9AJ. 
Co zu*t 




9 AA^ M 1 7 rr-rAI 9^QA^£ 
ZU43.JrH / .gZ43_Z3y430 


AAnnn^77ftR-Pn7 
1V1UUU3 3ZZOJD.CU 1 


P<1 9nA 
Co ZU*t 


3341o 1 


9 nA7 PI9 1 crrA'Z 9^Q^7n 
ZU43.rlZ 1 ,gZ43_Z3y3ZU 


AAnnn^77QRF t 7 
IVIUUU J 3 Z Z y J3 . C 1 Z 


FQ 9nA 

Co ZU4 


W COCAO 

43Z3yo 


OAAO T10 r+~,A O OCQ077 
ZU43.11Z.gZ4J Z3yj / / 


AAnnn^99QP ui i 


pc on/i 

Co ZU4 


CCQ70Q 

33y /zy 


OAAO T7C *>-».AO OCQ/IOC 
ZU43 .113 .gZ43_Z3y4Z3 


a>t Ann ^ 9 9 qp - r>n i 

JV1UUU3 3 Z Z V C 1/U 1 


pc. 9nA 

CO ZU4 


33yU3 j 


OAA'? T17 ry-rAQ 9^0A^7 
ZU43.ll / .gZ4J__Z3y43 / 


AAnnn^99QTvnn7 

JVlUUU33ZZy J L/..LJU / 


PC onA 
Co ZU4 


34334U 


9AA^ T99 cttAI 9^0^17 
ZU43.1ZZ.gZ43_Z3y33 / 


AAnnn^9in a Frm 

1VIUUU33Z JU/V.rlU 1 


pc onA 

Co ZU4 


cc l £77 
33 10 / / 


9nA^ Tni cwtAI 9^QO'5A 
ZU43 JU3.gZ43_Z3yZ34 


JV1UUU33Z3 lU.uU 1 


pc n(\A 
Co ZU4 


30UyoO 


OnA"? T99 otA'J 9CQC.OQ 
ZU43.JZZ.gZ43_Z3y33o 


TVvfAnfK ^9^9 A - A no 
IVI UUU33Z 3 ZA./\uy 


pc onA 

Co ZU4 


40U0oU 


9nA^ TO'J rr-rA^ 9<\0^^A 

ZU43.JZ3.gZ43_Z3y334 


a>i nnn ^ ^ 9 t 9 p • n4 

JVIUUU 3 3 Z J Z U . JL/ U4 


pc OAA 
Co ZU4 


CC7A1 1 
33 /4 1 1 


9nA^ VIA rr-rA^ 9^.0A1 1 
ZU43.lVl4.gZ43_Z3y41 1 


iv/rnnn^ ^9 t. 7 r* -Fno 

JVlUUU33Z33l_,.rUy 


pc 

Co ZU4 


CCQAA7 
33y447 


9nA1 T n^ rr-rA'? 9^Q9£ft 
Z U43 . CU3 .gZ43__Z3 yZO 0 


\yrnnn^^9iir^ r^i i 

JVIUUU33Z3 3U.VJ1 1 


pc 1(\A 
Co ZU4 


33yoo4 


9nA^ T K nvAl 9^QA9R 
ZU43 .CI 3 .gZ4o Z3y4Zo 


1V1UUU33Z34/\.VJ1Z 


pc nnA 
Co ZU4 


ccoa^A 
33Z4JU 


9nA^ Tift rr->A7 7^QA7£ 
ZU43.C15.gZ43__Z3y4 /D 


aa nnn ^ 9 ^ ^ p* - rn 1 

1V1UUU3 3 z O 3 r> . \^U 1 


pc 904 
Co ZU4 


J /4Zo 1 


9nA^ AA19 rr-yA^ 9^Q3ftl 
ZU43.iVllZ.gZ43__Z3y3o 1 


A/rnnn^^9 / 5A a -rhi 

1vIUUU33Z30/\...DU 1 


FQ 9nA 
Co ZU*f 


40O00 / 


9AA7 AA1Q ct-rA'X 9^QAO! 
Z U4 3 . 1V1 1 y .gZ43 __z 3 y 4y 3 


A/rnnn^^9'?^Rpn7 

1V1UUU33Z3015.L,U / 


pc onzi 

Co ZU4 


43Uiy3 


9nA^ AA9^ rTrzA^ 9^QS^7 
ZU43,lVlZ3.gZ43 ZDyDD / 


A/innn^^9iAP*pn^ 

1V1UUU33Z301^.CU3 


PC 7(\A 
Co ZU4 


A^179n 
43 1 / ZU 


IflAI "MAI rr^AI 9^07^51 
ZU43.lNU3.gZ43 Z3yZ3o 


aa aaaccoo^ctvpaa 
muuu33z30u.cu4 


pC nC\A 

Co ZU4 


CCO/I77 
3354ZZ 


9nA3 AJn^ rr-rAl 9^Q9ft£ 

ZU43 .]>IUO.gZ43_Z3yZoO 


aaaaac coo/crvp 1 n 
MUUU3 3 Z J 0 U . c 1 U 


pC OA/I 

Co ZU4 


^^71 An 
33 / 14U 


9nA^ xin7 cxtA'x 9^o^n9 

ZU43. IN U / .gZ4J_Z3y 3 UZ 


AAAAACCOOQTVTM A 

JVIU U U3 3 Z J o D . U L V 


pc onA 

Co ZU4 


33 /D30 


9nA^ C\T\ rrvAl 9^Q^<iQ 

ZU43.UZ3.gZ43 Z3y33y 


A/f AA AC CO "7 ATJ • AC 

MUUU33Z3yJ3.l^U3 


pc onA 

Co ZU4 


CCQOOA 

335Z3U 


9nA7 PA^ fTTA^ 9^0979 
ZU43.rU3.gZ43_Z3yZ / Z 


AAAAACCOOOr*-PAQ 

MUUU33Z3yi^.rUo 


pc onA 

Co ZU4 


Aft 1 1£9 
45130Z 


9nA^ Pin nvAl 9^Q'?^7 
ZU43.r lU.gZ43_Z3y 33 Z 


aaaaaccoootvi^a i 
MUUU33Z3ylJ.v^Ui 


PC 9nA 
Co ZU4 


cC9ni Q 
33ZUiy 


9nA3 P1 1 niAl 7^QAf\n 
ZU43 .r 1 3 .gZ4 J_Z3y4UU 


A AAAA C C O 0 0A nC\A 
1V1UUU3 3 Z J yU . vjun 


pc onA 

Co ZU4 . 


cC7/;7/; 
33 /O /O 


9nA^ PI f\ cttA'X 7SOAA52 
ZU43 .r 10.gZ43__Z3y44o 


AAAAA^<9AA A -T*A7 
JV1UUU33Z4UA.DU / 


pc onA 

Co ZU4 


C/C90 1 7 
3DZ3 1 / 


9AA^ PI Q cktA'X 9*.QAQ£ 
ZU43 .rl7 .gZ43_Z3 y4y O 


AAAAACC9A AT1-P 1 O 

MUUU33Z4Ur>.c 1 z 


pc onA 

Co ZU4 


CCOOAQ 
33ZZ4y 


9AA^ P9A nvA'X 9^Q^7£ 
ZU43.rZ4.gZ43_Z3y3 /O 


X/TAAACCO A Atf"'- A HI 

MUUU33Z4UV^.AU3 


PC ")C\A 

Co ZU4 


ccona^ 

335Uyj 


9nAA AH^ fr^A^ 9^QA1^ 
ZU44.AU3.gZ43_Z3yO!3 


\>f AA A C C 9 A A/"* -Fl A A 

MUUU33 Z4U\^. UUD 


pc onA 

Co ZU4 


A O.O/IQ 

. 43 J4y 


9nAA AnA citAI 7^Q£7Q 
ZU44.AU4.gZ43_Z3y0Zy 


A>f nnn c c o a nnn i o 
MUUU3 3 z4 \)U .U 1 Z 


pc onA 

Co ZU4 


A071 1 O 

4y / 1 iy 


9nAA A 1 A 95Q79*. 
ZU44.AlU.gZ43_Z3y /Z3 


\ifnnn<^")/i i a */^n< 
MUUU33Z4 1 A.CUo 


PC 9nA 
Co ZU4 


Acnno^ 

43UUZ3 


9nAA AK n-yAI 9^QftA^ 
ZU44.A13.gZ43_Z3yoU3 


1V.AAAACCOA 1 TV 171 A 

MUUU33Z41U,r 1U 


PC OA A 

Co ZU4 - 


/CI £1 O/l 

D10134 


9nAA T^A^ ci-tAI 9^QA1 a 
ZU44.I3U3.gZ43 


\ A A A A C C 9 A 9 T"^ • 17 A9 
JVIUUU33Z4Z1J.CUZ 


pc onA 
Co ZU4 


CA 1 78A 
34 1 /o4 


9nAA R77 a^AI 7^QQ1ft 

zu44.jDzz.gz43 Z3 yy 1 0 


AAAAACCOAOTVf^AA 

MUUU3 3 Z43 U . CUO 


pc onA 
Co ZU4 


A8A787 
4oO lot 


ZU4 £ t.V_/ 10.gZ £ r3 Z3yOZ3 


M00055244AC06 


ES 204 


238121 


2044.C20.gz43 259887 


M00055244B:F02 


ES 204 


558500 


2044.D0 1 gz43_259584 


M00055244B-.G10 


ES 204 


38280 


2044.D04.gz43_259632 


M00055244D:C07 


ES 204 


560317 


2044.D09.gz43_259712 


M00055244D:D09 


ES 204 


549493 


2044.D10.gz43_259728 


M00055244D:G08 


ES 204 


549889 


2044.D13.gz43_259776 


M00055245B:H01 


ES 204 


629002 


2044.D20.gz43_259888 
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ClonelD 


ESNo 


ClusterlD 


SequenceName 


M00055245C:D04 


ES 204 


560507 


2044.D22.gz43_259920 


M00055245D:A04 


ES 204 


558355 


2044.E03.gz43_259617 


M00055245D:D01 


ES 204 


551305 


2044.E06.gz43_259665 


M00055246A:C01 


ES 204 


560317 


2044.E09.gz43_259713 


M00055246A:E10 


ES 204 


560669 


2044.E10.gz43_259729 


M00055246B:C04 


ES 204 


560204 


2044.E14.gz43_259793 


M00055246B:D10 


ES 204 


484086 


2044.E15.gz43_259809 


M00055246C:A10 


ES 204 


557389 


2044.E16.gz43_259825 


M00055246C:F08 


ES 204 


561579 


2044.E17.gz43_259841 


M00055247B:A11 


ES 204 


607430 


2044.F04.gz43_259634 


M00055247CB01 


ES 204 


557389 


2044.F05.gz43_259650 


M00055248A:F10 


ES 204 


558461 


2044.F14.gz43_259794 


M00055248B:B03 


ES 204 


560099 


2044.F15.gz43_259810 


M00055248C:B11 


ES204 


555340 


2044.F22.gz43_259922 


M00055248D:B12 


ES 204 


556829 


2044.G02.gz43_259603 


M00055249B:G08 


ES 204 


550830 


2044.G18.gz43_259859 


M00055249C:B12 


ES 204 


560059 


2044.G22.gz43_259923 


M00055250B.A05 


ES 204 


504415 


2044.H06.gz43_259668 


M00055250B-.G09 


ES 204 


552357 


2044.H09.gz43_259716 


M00055250C:F03 


ES 204 


616196 


2044.H10.gz43_259732 


M00055251A:B09 


ES 204 


488143 


2044.H18.gz43_259860 


M00055251C:D01 


ES 204 


549052 


2044.106.gz43_259669 


M00055251C:H07 


ES 204 


523732 


2044.11 Lgz43_259749 


M00055251D:B09 


ES 204 


464205 


2044.114.gz43__259797 


M00055251D:H11 


ES 204 


500737 


2044.1 18.gz43__259861 


M00055252A:H09 


ES 204 


558670 


2044.124.gz43_259957 


M00055252B-.D07 


ES 204 j 


558785 


2044J03.gz43_259622 


M00055252C:B04 


ES 204 


557256 


2044J05.gz43_259654 


M00055252C:E02 


ES 204 | 


159419 


2044J08.gz43_259702 


M00055252D:C10 


ES 204 


447380 


2044.J14.gz43_259798 


M00055253A:C07 


ES 204 


560205 


2044J17.gz43_259846 


M00055253D.C03 


ES 204 


560261 


2044.K0Lgz43_259591 


M00055254A:E02 


ES 204 


557928 


2044.K05.gz43_259655 


M00055254C:A06 


ES 204 


493359 


2044.Kll.gz43_259751 


M00055254D.B10 


ES 204 


558861 


2044.K15.gz43_259815 


M00055255A:F11 


ES 204 


494130 


2044.K24.gz43_259959 


M00055255B:A10 


ES 204 


450405 


2044.L01.gz43_259592 


M00055255B-.F05 


ES 204 


558512 


2044.L04.gz43_259640 


M00055256A:D12 


ES 204 


562256 


zU44.L,IO.gZ4j_Z3yoJZ 


M00055256B:C07 


ES 204 


562256 


2044.L21.gz43_259912 


M00055256B:G05 


ES 204 


557928 


2044.L24.gz43_259960 


M00055257A:D01 


ES 204 


549456 


2044.M16.gz43_259833 


M00055257B.B10 


ES 204 


1 558134 


2044.M17.gz43_259849 


M00055257D:A11 


ES 204 


488574 


2044.N04.gz43_259642 
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P Inn pID 


F<5 Nn 


fflictpriT) 


ScqucnceName 


M00055757DF02 




JJ'tZHU 


9044^07074^ 9^QAQA 


M0OO55758APO7 


F^ 704 




9044 >J1 0 cr-741 9^07^8 


M00055759AG06 


FS 204 


118977 


9044 O06 <T741 9^067^ 


M00055259RG1 1 

iYXVJV/\J.J 71-*. VJ 1 X 


FS 204 


JJOJJ7 


9044O14<rr41 9^080^ 
ZV/'t't.vJ IH.gZHO jLDz70\jO 


M00055759CG1 0 


ES 204 

LiU Z«V7*T 


476171 


7044O17a741 759851 


M00055260RA05 

1>1 \J\J\J-J *J A*VJ\J Xj , -tV\7— / 


ES 204 




7044 P04 0741 759644 


M00055760RH06 


ES 204 


460049 


7044 P08 074I 759708 


M00055760CA1 1 


FS 204 


560144 


7044 P09 0741 759774 


M00055760CA 1 2 


ES 204 


557714 


7044P10o741 759740 


M0OO55760DDO4 


ES 204 


562976 


7044 P20 Q741 759900 


M00055261 ADI 1 

iYi v/vy \J_ ' _/ z.\j l rv, xj x x 


ES 204 


558357 


2051 A01 &741 260006 


M00055261RG12 


ES 204 


550861 


2051 A12oz41 260150 


M00055261DD09 


ES 204 


128962 


7051 A20 0741 260278 


M00055267AC05 


ES 204 


558281 


7051 R02 pz41 259991 


M00055267RA1 1 

lYXVJVJVJ JJiUi.U.A 1 1 


FS 204 

x>o ^.Y/" 


558120 


2051 R05 ^741 260019 


M00055767RC01 


ES 204 


554373 


7051 R06 0741 260055 


M00055767CR08 

lYXv/ VJV7 J J 1~\J 1* V^ . XJVI o 


ES 204 


558057 


7051 R11 0741 260115 


M000S5767r , F05 


F<s 704 


4465 S 7 


7051 Rl 4 Q741 760181 

ZV/-7J-XJ lt.^itJ Z,VJ\/XO-J 


MOons576iP-rj07 

IVX V U \J J J Z \JJ V* . \J l/Z 


F<s 704 


478087 


7051 riO 0741 760170 

Z.\JJ~J . Vv ll/.ftiTJ ZUUXZVJ 


A/fooo^^AiP-Fi o 


F<s 704 


450747 


7051 P11 »741 760168 


iv/f onn s ^ ? 6 ^ -Goo 


F<\ 704 


505858 


7051 ^15 0741 760700 


i\/fooos 57610-1^01 


F^ 704 


554000 


7051 C19 0741 260264 


l\yf00055964AF01 


pc 904 


51 1776 


7051 H05 0741 760041 


A/f00055764R-F06 


F<s 704 


556019 


7051 D08 0741 760089 

Z>uJ J . JLJVJO.^Zi*T*7 ^VJVJVJO-' 


MOOO 5 5 7 64R -T4 1 9 
lYlL/UU J .J ZO*txj .XT x Z 


F<s 704 


450507 


7051 D10 0741 760171 


A/fOOO 5 5 9 64F> • A oi 


F^s 704 


551777 


7051 D14 0741 760185 


A/fooo55764riFOQ 


PC 704 

LO ZV/*T 


5S7711 

JJ / / x_> 


7051 D1 8 0741 760749 


A/T00O55765 AG01 


F<s 704 


14181 

JTJ O X 


7051 F07 0741 759994 


M0005 5765 A -G07 


F<s 704 


555564 


7051 F01 0741 760010 


AA000S*\7^SP- A04 


F^ 704 


517771 


7051 F10 0741 760122 

Z-VJ-J-> .Ivl VJ.^ZiT , -7 ZUvl/./. 


Kfonos5965rrj09 


F<> 704 


560570 


2051 F11 0741 260170 


M00055765CF01 

1VX\J\JV/J «JZ,\J.JV>.X-#VJ X 


ES 204 


560678 


2053 E14 ez43 260186 


M00055765CF01 


ES 204 


557561 


2053 E15 ez43 260202 


M00055266AH08 


ES 204 


559910 


2053 F03 ez43 260011 


M00055766RC12 


ES 204 


550074 


2053 F05 ez43 260043 


M00055766DC09 

1V1VWJJZ.UUJJ.V/U7 


ES 204 


557561 


2053.F14.gz43 260187 


MOO055767AD01 


ES 204 


487961 


2053 F21 ez43 260299 


M00055267A:G11 


ES 204 


511847 


2053.F22.gz43_260315 


M00055267B:B06 


ES 204 


561666 


2053.F24.gz43_260347 


M00055267D.G08 


ES 204 


562269 


2053.G18.gz43_260252 


M00055268B:D12 


ES 204 


556447 


2053.H02.gz43_259997 


M00055268D:G09 


ES 204 


448450 


2053.H15.gz43_260205 


M00O5527OD:B05 


ES 204 


475578 


2053.115.gz43_260206 


M00055271A.C05 


ES 204 


562992 


2053.119.gz43_260270 
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ClonelD 


ESNo 


ClusterlD 


SequenceName 


M00055271B-.C01 


ES 204 


553665 


2053.124.gz43_260350 


M00055271B:D02 


ES204 


446964 


2053.J01.gz43_259983 


M00055272D:E04 


ES 204 


559321 


2053.K01.gz43_259984 


M00055274B.A10 


ES204 


562314 


2053.K21.gz43_260304 


M00055274C:C06 


ES 204 


558867 


2053.L05.gz43_260049 


M00055274C.F02 


ES 204 


452506 


2053.L10.gz43_260129 


M00055274C:F10 


ES 204 


557115 


2053.Lll.gz43_260145 


M00055274D:A11 


ES 204 


560957 


2053.L12.gz43_260161 


M00055274D:B10 


ES204 


549052 


2053.L15.gz43_260209 


M00055274D:C10 


ES 204 


558263 


2053.L18.gz43_260257 


M00055275B:H06 


ES 204 


558360 


2053.M03.gz43_260018 


M00055275D-.E12 


ES 204 


560621 


2053.M12.gz43_260162 


M0O055275D:GO9 


ES 204 


362109 


2053.M13.gz43_26O178 


M00055275D:H08 


ES 204 


562871 


2053.M15.gz43_260210 


M00055276B:C09 


ES 204 


560278 


2053 .M20.gz43_260290 


M00055277D.A02 


ES 204 


555564 


2053.N05.gz43_260051 


M0O055279A:EO3 


ES204 


551798 


2053.O05.gz43_260052 


M00055279B:D02 


ES 204 


480960 


2053.O09.gz43_260116 


M00055280A:C09 


ES204 


560538 


2053.O18.gz43_260260 


M00055280C:G09 


ES 204 


560977 


2053.P05.gz43_260053 


M00055281A:E04 


ES 204 


558437 


2053.P20.gz43_260293 


M00055281A.F08 


ES 204 


558513 


2053.P21.gz43_260309 


M00055281B:D04 


ES204 


481958 


2053.P22.gz43_260325 


M00055282A.A01 


ES 204 


559113 


2054A07.gz43_267326 


M00055286A:H08 


ES204 


559728 


2054.C19.gz43_267520 


M00055288B:D01 


ES 204 


559127 


2054.E01.gz43_267234 


M00055288B:D08 


ES 204 


399121 


2054.E02.gz43_267250 










M00055288CA09 


ES 205 


549575 


2054E07.gz43_267330 


M00055288D.A03 


ES 205 


558730 


2054.E14.gz43_267442 


M00055294B:C03 


ES 205 


484617 


2054.H17.gz43_267493 


M00055294B.D04 


ES 205 


559043 


2054.H18.gz43_267509 


M00055294B.G01 


ES 205 


559531 


2054.H20.gz43_267541 


M00055296A.C05 


ES205 


561779 


2054.1 14.gz43_267446 


M00055296C:E08 


ES 205 


558446 


2054.12 l.gz43_267558 


M00055297A:C01 


ES 205 


558940 


2054.124.gz43_267606 


M00055297D:C02 


ES 205 


500337 


2054.J13.gz43_267431 


M0005530OA:B06 


ES 205 


551930 


2054.K20.gz43_267544 


M00055300C:F11 


ES 205 


559460 


2054.L01.gz43_267241 


M00055302B.B10 


ES 205 


624133 


2054.M03 .gz43_267274 


M00055302B:F07 


ES 205 


561096 


2054,M05.gz43_267306 


M0OO553O5C:D08 


ES 205 


560420 


2054.O18.gz43_267516 


M00055305D:F07 


ES 205 


448519 


2054.O23.gz43_267596 


M00055307B:G08 


ES 205 


451834 


2054.P22.gz43_267581 
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Table 13 



ClonelD 


T7 C AT — 

ES No 


ClusterlD 


SequenceName 


M00055308D.C09 


Eb .205 


ff lOI 1 

55181 1 


TAC C AOO _ '^/'IfV/'/' 

2055.A23.gz43_267966 


A *AAA C C O AOTA.r? 1 rt 

M00055308D:E10 


Eo 205 


559965 


2055 .B0 1 .gz43 2676 1 5 


M000553 10B:E02 


ES 205 


1 "7 O A *Trt 

138470 


1/\CC TUrt A*} l/'TA 1 A 

205 5 .B20.gz43_2679 1 9 


■» /rr\f\f\e c o i o A T~\ 1 1 

M00055312A:D11 


ES 205 


5591 12 


2055 .C08 .gz43_267728 


n irnnne e o i o A .T7 i n 

M00055312A:E10 


ES 205 


440707 


n/\f p /^rtrt A "5 ^/TJ^ /I 

2055,C09.gz43_267744 


■» m f\r\r\ c n i on .Tn i 

M00055312B:F01 


ES 205 


559452 


2055 .C 1 5 .gz43_267840 


x jrnnne coi in. A Art 

M000553 12D.A09 


T7 O TAC 

ES 205 


558813 


2055.C23.gz43_267968 


» jrnnne e o 1 or\.c i n 

MQ00553 13D:E10 


ES 205 


jo0i69 


^Acc T\1T ^~A1 '"itLHQT^ 

2055.U17.gz4i_2o / o /i 


M000553 14B.F03 


ES 205 


/f "5 rt 1 yt /: 

430146 


2055. D22.gz43_26 7953 


x /rnnne ct i /i "O ./^r\^f 

M000553 14B:Cj07 


"CO 1rt< 

ES 205 


f ri ai^ 

551912 


2055.D23.gz43_2o/9oy 


"A Jf f\f~\f\ C C 1 1 C . A Art 

M000553 15C: A09 


ES 205 


Dl /ol3 


205 5 .E 1 3 .gZ45_Zo / o 1 0 


"A /f AAAC C *> 1 /T T1 . T> 1 rt 

M000553 16B.B10 


cc one 
ES 205 


4 / / /5 / 


2055.E22.gz45_Zo/y54 


A /fnnneeo t T . T~\/~l A 

M000553 17C:D04 


CO OAC 

ES 205 


555359 


2055. r 12.gz45_zo/ /95 


A /f f\f\r\ C C O 1 rt"T> T TA/ 

M0005 5 3 1 9B :H06 


T? C 1 rt C 

ES 205 


C CrtTrt>1 

559794 


2055.Cjl9.gz43_2o7908 




1*7 o o rt c 

ES 205 


553709 


iacc pin ^_/IO O/CTCi^/C 

2055.|Lr22.gz43_2o/95o 


M00055319C:C07 


ES 205 


55285 / 


2055,vj23.gz43_2o/y /Z 


M0005 5 3 2 0 A:F04 


ES 205 


553986 


2055.H09.gz43_2o/ /49 


M00055320D:E09 


ES 205 


558105 


2055 .rl20.gz43_2o / yz5 


M00055321A:A04 


ES 205 


C C CTAA 

555200 


"> rvC C Trt1 ^—ylO 

205 5 . 10 1 .gz43_267622 


M00055321A:D11 


T~"C OrtC 

ES 205 


558161 


2055.103 .gz43_2 67654 


M00055321B:B10 


ES 205 


- c OOAA 

558890 


OACC TrtC ^—A ") O/TT^O/C 

2055. 105. gz43_267686 


M00055321D:C12 


ES 205 


c crtrtn 

559027 


2055 .1 1 3 .gz43_2678 1 4 


M00055322A:C08 


ES 205 


558254 


once mi . vi o o^TrtT/l 

2055. 123. gz43_267974 


M00055322C:G11 


ES 205 


559574 


2055 . J04.gz43_26767 1 


M00055322D:A01 


ES 205 


552673 


OrtCC TrtC — Al ^^HtLOH 

2055.J05.gz43_267687 


M00055322D:Cl2 


T"*0 TAC 

ES 205 


yl /< ZTrtrtrt 

446900 


once Tno A*y o /1T~1 1 rt 

2055 . J07 .gz43_ 2677 1 9 


M00055323D:Al2 


ES 205 


562236 


once r^n i • a o o ^^7/j^o /< 

2055 .K0 1 .gz43_267624 


M00055324C:H10 


ES 205 


448677 


once 1/11 >i o oz'ioi^ 

2055 .Kl 3 .gz432678 1 6 


M00055324D:B02 


ES 205 


555277 


once i/ 1 c a i oztto/IO 

2055.K15.gz43_267848 


M00055325A:El2 


ES 205 


473343 


once Tyo i /i o i/ir\^ a 

2055 .K2 1 .gz43_267944 


M00055325A:H02 


TO Ort c 

ES 205 


554585 


once yn o/cto/^a 
205 5 . K22 .gz43 267 960 


M0OO55330C:F05 


ES 205 


451 1 18 


OnCC A fOA „ "7 O^TTrt'JA 

2055.M20.gz43_267930 


M00055330D:C05 


t-> ri 1AC 

ES 205 


c c ortort 

558980 


2055.M22.gz45 2o /9o2 


M00055330D:H12 


T7C OrtC 

ES 205 


559776 


2055.JN01.gz43_zo/DZ / 


M00055333C:F12 


"cc one 
ES 205 


451429 


once XTOO n^AI OATOA'J 

2055.JN2z.gz4.5_Zo / 


A *rvr\ A C COOT /"* .TJIrtT 

M00055333C:H07 


T7C ")A< 

ES 205 


CCC1/IQ 

JJ5549 


ZU5J.lNZJ.gZ4J — ZO/V /7 


M00055334C:E1 1 


ES 205 


jo055o 


ZU3 j.L/10.gZ*+j ZO/oOo 








2055 021 ez43 267948 


M00055335A:B06 


ES 205 


497493 


2055.O24.gz43_267996 


M00055335D:A03 h 


ES205 


472188 


2055.P12.gz43_267805 


M00055336D:B03 


ES 205 


558562 


2056.A04.gz43_268046 


M00055337D:B10 


ES 205 


558867 


2056.A15.gz43_268222 


M00055338A:A02 


ES 205 


453004 


2056.A16.gz43_268238 


M00055338A:A03 


ES 205 


559971 


2056.A17.gz43_268254 
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M00055338A:rilO 




C^ 1 1 1 c 

561 116 


2056.A2 1 .gz43_2683 1 8 


M00055338B:F06 


ES 205 


560714 


2056.A23.gz43_268350 


M00055338C:F03 


1AC 

ES 205 


551912 


2056.B04.gz43_268047 


M00055338C:G04 


■fO one 

ES 205 


552430 


2056.B05 ,gz43_268063 


M0005 5 3 3 8 C :H06 


r7 o one 

ES 205 


C S 1 A^ A 

561024 


2056.B07.gz43268095 


1 !AAAm^OT% T"? 1 1 

M00055338D:E11 


ES 205 


512657 


2056. B09.gz43_268 127 


Af\/\/\ C C T 1 <"\ A T% /A y 

M0005 5 3 3 9 A : B06 


"T'O ^AC 

ES 205 


560091 


^ AC T1 1A J o 1 /il 

2056, B10.gz43_268 143 


M00055339B:D10 


T7C 1 1 AC 

ES 205 


562883 


2056. B 1 3 .gz43 268 191 


M00055340B:C03 


ES 205 


yl /I A A AC 

449405 


2056. C06.gz43 268080 


M00055340B:E06 


r?o ^ Ac 

ES 205 


560652 


2056.L07.gz43_268096 


M00055340C:D01 


ES 205 


560369 


1AC/C r>AA /I'j 1/CQ11Q 

2056.C09.gz43_26o 128 


A iff A A AC OA AT"\ T\r\ 1 

M00055340D:D0 1 


T7 C 1 1 AC 

ES 205 


560370 


2056.C1 Lgz43_zo8 160 


M00055340D.F08 


T7C 1 O AC 

ES 205 


C /"AT t »7 

560717 


2056.C13.gz43_268 19/ 


Ik iTAAAC f) ^ 1 n. A A 1 

M0005534 IB: AO I 


r?c 1AC 
ES 205 


558653 


2056.C16.gz43_z68z40 


M0005534 1B:C07 


ES 205 


560254 


2056.C19.gz4i — 26ozoo 


M00055341C:C01 


T7C OAC 

ES 205 


560252 


2056.C24.gz43_zoo3oo 


M00055341C:F04 


ES 205 


627386 


2056.D03.gz43_268033 


M00055341C:G12 


ES 205 


552669 


2056.D04.gz43_268049 


M0005 5 3 4 1 D :H07 


"CO 1 AC 

ES 205 


Cf 11 CI 

552357 


2056.D08.gz43_2681 13 


M00055342A:E08 


"CO TAC 

ES 205 


562576 


2056.D14.gz43_268zU9 


M00055342B:C08 


t~> O O AC 

ES 205 


/I A1 /I 1 A 

403419 


2056. D 1 9.gz43__268289 


M00055342C:E03 


ES 205 


496460 


205 6.D23.gz43 268353 


M00055342C:H06 


ES 205 


561124 


^Ar / rAl — /I ^ O/TOAI/I 

2056.E03.gz43268034 


M00055342D:B02 


ES 205 


163336 


2056.E04.gz43_268050 


M00055342D:F07 


ES 205 


627139 


'1/\C<^ T^AO /IT A/n 1 1 /# 

2056.E08.gz43_268114 


M00055342D:H05 


ES 205 


561124 


2056.E1 l.gz43 268162 


M00055343A:C09 


ES 205 


c zrr\ i aa 

560199 


2056.E13.gz43_268194 


M00O55343A:D08 


ES 205 


560377 


*-\ r\£? /* T~" 1 /l /IT T/'OT 1 A 

2056.E14.gz43 268210 


M00055343A:G03 


ES 205 


C ZT AO /T O 

560868 


2056.E16.gz43_268242 


M00055343C:B11 


ES 205 


AAA /i 1 

400047 


2056.E19.gz43_268290 


M00055343C:G09 


ES 205 


C /T AA1 A 

560939 


1AC/I "CI 1 itoin 

2056.E2 1 .gz43_2683zz 


M00055343C:G10 


T^O O AC 

ES 205 


C /TAA1 A 

560939 


2056.E2z.gz43_ZDo33o 


M00055343D:C12 


T7C 1 O AC 

ES 205 


f/:A1 C A 

560259 


1AC/; t?Ai i/ior\m 
z056.r0l.gz4J_zoo0U3 


M00055343D:G03 


T?C O AC 

ES 205 


C/TAA11 

560932 


z056.r0j.gz43_zDo0o / 


M00055343D:G06 


T^C n AC 

ES 205 


CC/t 1 AT 

554101 


z05o.r06.gz43_Zoo0o3 


M0005 5343 D :H04 


rr ia£ 

ES 205 


559Z96 


1AC /; TTAT /^-./l"? 1/COAQO 

z056.rO/.gz43_ZooUyV 


* M f\f\f\£ C O AAA 1 1 

M00055344A:G11 


OAC 

ES 205 


44oZoj 


zUjO.Jt lz.gZ4j_ZOol /y 


1V1VJUU J D J*f t tl5 ./V 1 L 


CO aUJ 


618311 


2056 F13 ez43 268195 


M00055344C:C08 


ES 205 


491240 


2056.F18.gz43_268275 


M00055344C:E04 


ES 205 


557264 


2056F19.gz43_268291 


M00055344C:F09 


ES 205 


558890 


2056.F20.gz43_268307 


M00055344C:H09 


ES 205 


559806 


2056.F24.gz43_268371 


M00055344D:A09 


ES205 


550063 


2056.G01.gz43_268004 


M00055345A:D05 


ES 205 


559049 


2056.G05.gz43_268068 
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ClusterlD 
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M00055345B:B03 


ES 205 


558769 


2056.G06.gz43_268084 


M00055345B.F03 


ES 205 


559375 


2056.G09.gz43_268132 


M00055345D.A04 


ES 205 


551305 


2056.G16.gz43_268244 


M00055345D.D01 


ES 205 


559087 


2056.G18.gz43_268276 


M00055345D:D12 


ES 205 


559093 


2056.Gl9.gz43_268292 


M00055345D:E02 


ES 205 


559246 


2056.G20.gz43_268308 


M00055345D:E05 


ES 205 


558334 


2056.G21.gz43_268324 


M00055346A:B01 


ES205 


560088 


2056.G24.gz43_268372 


M00055346A.E12 


ES 205 


418482 


2056.H03.gz43_268037 


M00055346B:G03 


ES 205 


509505 


2056.H08.gz43_268117 


M00055347A:C03 


ES 205 


559004 


2056.H16.gz43_268245 


M00055347C-.F01 


ES 205 


559359 


2056.104.gz43_268054 


M00055348B.A02 


ES 205 


559963 


2056.117.gz43_268262 


M00055348B:B05 


ES205 


103123 


2056.1 18.gz43_268278 


M00055348B:F05 


ES 205 


552258 


2056.122.gz43_268342 


M00055348B:H05 


ES 205 


550973 


2056.123 .gz43_268358 


M00055348DA01 


ES 205 


559857 


2056.J04.gz43_268055 


M00055349AF07 


ES 205 


549041 


2056.Jll.gz43_268167 


M00055349C:G07 


ES 205 


458618 


2056.J19.gz43_268295 


M00055349C:H12 


ES 205 


562849 


2056.J20.gz43_268311 


M00055349D:F02 


ES 205 


556011 


2056.J24.gz43_268375 


M00055350A:F01 


ES 205 


556216 


2056.K06.gz43_268088 


M00055350B:B12 


ES205 


449927 


2056.K09.gz43_268136 


M00055350B:D09 


ES 205 


560695 


2056.Kll.gz43_268168 


M00055350C:G11 


ES205 


553875 


2056.K15.gz43_268232 


M00055351A:A08 


ES 205 


553505 


2056.K21.gz43_268328 


M00055351A:C09 


ES 205 


560311 


2056.K22.gz43_268344 


M00055351B:D11 


ES 205 


560498 


2056.L01.gz43_268009 


M00055351B.H12 


ES 205 


512014 


2056.L02.gz43_268025 


M00055352B:E01 


ES205 


555095 


2056.L24.gz43_268377 


M00055352B:E06 


ES 205 


560544 


2056.M01.gz43_268010 


M00055352B:H05 


ES 205 


557372 


2056.M04.gz43_268058 


M00055352C.A07 


ES 205 


553591 


2056.M06.gz43_268090 


M00055353B.B09 


ES 205 


455379 


2056.M13.gz43_268202 


M00055353C.A05 


ES 205 


426698 


2056.M18.gz43_268282 


M00055353D:C05 


ES205 


558959 


2056.M24.gz43_268378 


M00055354A.A01 


ES205 


558182 


2056.N04.gz43_268059 


M00055354A:G1 1 


ES 205 


471712 


2056.N 1 1 .gz43_268 1 7 1 


M00055354AH08 


ES 205 


561068 


2056.Nl2.gz43_268l87 


M00055354CC12 


ES205 


238146 


2056.Nl6.gz43_26825l 


M00055354C.E01 


ES205 


184995 


2056.Nl7.gz43_268267 


M00055354C.F04 


ES 205 


560805 


2056.Nl8.gz43_268283 


M00055355AA10 


ES 205 


487623 


2056.N23.gz43_268363 


M00055355A:H04 


ES 205 


562719 


2056.O02.gz43_268028 



860 



Table 13 



ClonelD 


ES No 
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S en 1 1 pnppNa mp 

kJvUUvllvwl >CU lit/ 


M00055355C:AU 


ES 205 


559910 


2056.007 .gz43 268108 


M00055356A:B06 


ES 205 


471272 


2056 013 ez43 268204 


M00055356A:D04 


ES 205 


626061 


2056.O14.gz43 268220 


M00055356A:D09 


ES 205 


556365 


2056.O15.gz43 268236 


M00055356B:B04 


ES 205 


549781 


2056.O17.gz43 268268 


M00055356C:H02 


ES 205 


561108 


2056.P01.gz43 268013 


M00055356D:C11 


ES 205 


560174 


2056.P07.gz43 268109 


M00055356D:G09 


ES 205 


549464 


2056.P08.gz43 268125 


M00055357A.A09 


ES 205 


44975 1 


2056.P10.gz43_268157 


M00055357B:A08 


ES 205 


554591 


2056.P15.gz43 268237 


M00055357B:B01 


ES 205 


448989 


2056.P16.gz43 268253 


M00055357B:B07 


ES 205 


551412 


2056.P17.gz43 268269 


M00055357CH07 


ES 205 


492821 


2056.P22.gz43 268349 


M00055358AF09 


ES205 


627297 


2065.A06.gz43 268462 


M0OO55358B:COl 


ES 205 


561485 


2065.A09.gz43 268510 


M00055358DG04 


ES 205 


465610 


2065.A17.gz43 268638 


M00055359BF03 


ES 205 


559495 


2065 . A2 1 .gz43_268702 


M0OO55359B:GO9 


ES 205 


559676 


2065 . A23 .gz43_268734 


M00055359B:H07 


ES 205 


491635 


2065.A24.gz43_268750 


M00055359C:H09 


ES 205 


501534 


2065 .B08 .gz43_268495 


M00055359DC12 


ES 205 


451124 


2065.Bll.gz43 268543 


M00055359D:H02 


ES 205 


559828 


2065 .B 1 5 .gz43_268607 


M00055360CC05 


ES 205 


495799 


2065.C02.gz43_268400 


M00055360CF08 


ES 205 


471718 


2065.C05.gz43 268448 


M00055360CG11 


ES 205 


456469 


2065.C06.gz43_268464 


M00055360D:H10 


ES 205 


449593 


2065 .C 1 2 .gz43__2685 60 


M00055361AC01 


ES 205 


559022 


20.65 .C 1 5 .gz43_268608 


M00055361BF12 

Irl v W«' »-*»y V X x_y * X X ^ 


ES 205 


553615 


2065.C20.gz43_268688 


M00055361B.G08 


ES 205 


559675 


2065.C21.gz43_268704 


M00055361CE05 


ES 205 


562459 


2065.C22.gz43 268720 


M00055361D C05 


ES 205 


558927 


2065.D02.gz43 268401 


M00055361DH12 


ES 205 


559696 


2065 .D05 .gz43_268449 


M00055362CB06 

A ▼ x vy vy v/ vy x— i • x^ v/ v* 


ES 205 


558412 


2065 .D 1 1 .gz43_268545 


M00055362CG08 


ES 205 


559675 


2065.D14.gz43 268593 


M00055362C H07 


ES 205 


484091 


2065 .D 1 5 .gz43_268609 


M00055363A:C03 


ES 205 


556947 


2065.D22.gz43_268721 


M00055363A:D02 


ES 205 


32021 


2065.D24.gz43_268753 


M00055363A.F07 


ES205 


550562 


2065.E02.gz43_268402 


M00055363C:E02 


ES 205 


91178 


2065.E08.gz43_268498 


M00055364B:B01 


ES 205 


558504 


2065.E15.gz43_268610 


M00O55364B:D01 


ES 205 


463304 


2065.E17.gz43_268642 


M00055364B:E10 


ES 205 


559963 


2065.E18.gz43_268658 


M00055364C:B08 


ES 205 


534054 


2065.E20.gz43_268690 


M00055364D:E09 


ES 205 


636651 


2065.F03.gz43_268419 
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EC VT rt 

CO 1NO 


L/iustenu 


SequenceName 










iv/fooo^96^i}f^i o 

]VlUUU33303r>.vJlU 


pq 706 

CO ZUO 


33VV IV 


9n£^ EAQ r-^A 1 T/CQ^1< 

ZUo3.rUy.gz43_Z053 13 


MUvUjjjOjV^.L' 1Z 


F<i 706 
CO ZUO 


JJOjJ't 


90A^ El 1 r»-T/19 9/^9^/1'7 
ZU03.JT 1 1 .gZ43_ZOo34 / 


1^000^5965^^1 1 

iviuuu3 3 joji^.r 1 1 


PC, 706 
CO ZUO 


^61 «9^ 
301 oZ3 


9n6^ 1719 rr-r/19 9£Q^9Q 
ZU03.r 13 .gZ43 Z053 iy 


aa oon 5 5 9 a a a • ro4 

iVlsJWD 3 3 0O/\ . £>U4 


706 
CO ZUO 


330o3U 


ZU03.T 13.gZ43_Z050 1 1 


\/fooo5 59 66 a -1408 
iviuuu3 3 3 oo/\ .nu o 


Olj ZwO 


JJ 13 J 1 


906^ PI 7 fr«749 768649 
ZU03.T 1 / .gZ43 Z05043 


\40005 ^^^R-roi 


co zuo 


S 1 1 746 
J 1 i /to 


706^ F90 968601 
ZU03.rZU.gZ43 ZOoOVl 


\/fooo55966P-T*i \ 

1V1UUU3 j JOQV^.D 1 1 




S0^Q71 


906*\ F99 €v*49 96879Q 
ZU03.TZ3 .gZ43_Z0o / 3y 


\zrooo55966nYrio 

1V1UUU3 3 J OOly . VJ 1 \J 


FQ 706 


JZ /tlv 


906S H07 0^4^ 76R484 


M00055967AF;1 1 

1Y1UUU3330 /r\,D 1 I 


F^s 906 


JJU'tOu 


706S C\\l otA"\ 968S64 

ZU03.\JlZ.gZ'r3 ZOOJUt 


N/T0005 5967TV AOS 
1V1UUU3 330 / .rYU3 


F<s 706 


S9^606 


906S R09 o-y4^ 96840^ 
z uo 3 .nuz . gzto z o o*t i/j 


A>f on 05 5 9 a 8 p - 006 

IVIUUU^^ 30ov^.vjrUO 


FQ 906 
CO zuo 


H-OZ3 13 


906^1491 &^41 968700 
ZU03.11Z 1 .gZ^f3 ZOo/Uf 


\yf nnn 5 5 9 a 8n • t? 09 

1V1UUU33 305JLJ.CU3 


F<J 906 
CO zuo 


33oo 13 


706^ 1499 cr-749 968741 
ZU03 .1LZ3 .gZ43 ZOO /HI 


A>fnnn5 596QA -1408 

IVIU U U 3 3 3 O y /\ . JT1U o 


pc 906 
CO zuo 




906*> T07 <rr49 968486 

ZU03 .1U / .gZ*T3 ZOOtOO 


iv/rnon5^96QP-nn4 
iviuuu j 3 j oy L> .UUH 


rc 906 
co zuo 


33 / / 53 


906^ TOO rr-r49 968S 1 8 
ZU03 .WJy ,gZ43__ZOo3 1 o 


lV/fnnn5^97n A R09 
1VIUUU333 /UA.DUj 


FQ 906 
CO ZUO 


333 / 1H 


906^ T17 fr-749. 968646 
ZUD3 .1 1 / .gZH3 ZOOOt-O 


a jf n n r\ ^ ^ 9 n n u • e n 9 
JVIUUU333 /UxJ.ru/ 


PQ 906 
CO zuo 


^4Q1 6^ 
103 


906^ T09 rr-749 968407 
ZU03.JUZ.gZ43__Z0o4U / 


ivyrnnn^^99nr i -T3n8 
JV1UUU333 /Ul^.rJUo 


CC 906 
CO zuo 


^67750 
30ZZ6U 


706^ TO^ rr-747 7684^^ 
ZU03.JU3.gZ43 Z00433 


iv;fnnn^^97nr , -r>n9 

JY1UUU33 J /UKs.lJV/. 


EC 906 
CO zuo 


<^90^ 1 


906^ T06 r>-r49 968471 
ZU03.JU0.gZ43 ZOo4/l 


A/t (\r\r\< ^99nTVEn£ 
JVIUUU3 jJ /UU.rUo 


EC 906 
CO zuo 


<AQQQA 

3H-yy6*f 


706^ T19 rr-y49 968^67 
ZU03.JlZ.gZ43 Z0530/ 


a >f Ann 9nTvi.jn9 


EC 906 
Co ZUO 


30U73y 


906^ T19 rr-749 968S89 
ZU03 . J 1 3 .gZ43__ZOo3 53 


MuUU333 /UD.rilz 


ec nr\£L 
CO zUo 


334553 


9n6<i T14 *>rz49 968^00 
ZU03.J I4.gZ43_Z0o3Vy 


MUUU333 / lA.OUJ 


EC 

CO zuo 


3U53 13 


9n6^ T 1 < ctrrA.1 96861^ 
ZU03.J I3.gZ43__Z05013 


JV1UUU333 / 1 A.rUU 


EC 9n6 
CO zuo 


^69097 
30ZUZ / 


906^ T18 rr-749 968669 
ZU03.J 1 o.gZ43 Z00003 


iv/fnnn^<99i nnn 1 
MUUU333 / Id.UUI 


EC 906 
CO ZUO 


^6 T 6 1 0 
30 lO 1U 


906^ T1Q rr-749 96867Q 
ZU03.JlV.gZ43 ZDoD/7 


Ayfnnn^^ni o-Eni 
JVIUUU333 / lo.rUl 


ec 906 
CO ZUO 


333 /U3 


906^ T91 cr-749 96871 1 
Z,\JOD.jZ 1 .gZ43_ZOo fix 


Ayfnnn^^'jTi n-nns 
MUUU333 / IU.dUo 


EC 906 
CO ZUO 


4«4748 
45H /*t5 


906^ \CC\^ ct-749 7684^6 
ZU03.rvU3.gZ43__Z0o £ t3O 


iv/fnnn^977 a wn7 

JVIUUU333 /ZA.rlUZ 


EC T06 
CO ZUO 


^996S 


906S If 1 1 rr-749 968SS9 


iv/rnnn^ ^979T*T*n9 

1V1UUU333 /Zd.JjUZ 


EC 906 
Co ZUO 




906^ \C 1 9 ct-749 968S84 
ZU03.Ivl3.gZ i f3 ZU03o*+ 


Ayfnnn ^ ^ *3 79 R ♦ T?n i 

JVIUUU333 /Zo.cUl 


EC 906 
CO ZUO 


69,9960 
OJZZOU 


906S 1<T14 o^49 9686H0 
ZU03.J\.l £ t.gZ*tJ ZOoOv/U 


IVyf nnn^ 9 7713.E1 1 
JVIUUU333 /ZD.r 1 1 


EC 906 
CO zuo 


^61 5i68 
30 1 oOo 


906S \C 1 8 ct-749 968664 
ZU03.J\.lo.gZ43 ZOOOO*t 


\>f nnn^ < 9 77 p « fh^ 

JVIUUU333 /ZLx.CU3 


EC 906 
CO zuo 


333!^U*+ 


906S 1^99 o-rd^ 968778 
ZU03 .rsZ-Z-gZH J zoo / zo 


\yfnn055977TYr 1 1 1 
1V1 UUU33 J /Zt/.tl 1 


F<i 906 
CO zuo 


SS6416 

3 3 OH- 1 0 


906S T 04 <T74^ 968441 


iv>fnon55977Tvrii i 

JV1UUU333 /ZU.Ul 1 


F<2 906 
CO zuo 


5 1 6008 

3 lOUUO 


906S T 00 0741 768^71 

ZU03 .CU".gZ*T3 ZOOJZ.1 


A.yfnnn^979T*- a no 


EC 906 
CO zuo 


4Q0^0« 


906^ T 14 0^49 968601 

ZU03. .L/l't.gZ'tO ZDOOu 1 


aa nnn ^ 9 99 p • tro ^ 

M.UUU33 3 /jt.rllj 


EC 906 
CO zuo 


466RS7 


906^ 1V/T01 cr749 968904 
ZU03 .1V1U 1 ,gZH3 zoo jy+ 


A>f nnn ^ ^ ^ 7 ^ p • 

lvlUUv33J /3V^.rlU3 


re 906 
CO ZUO 


4465100 


7065 M07 or49 768410 

Z.v/v/3 .L\L\JZt.Q£tTj LvOt X W 


M00055373C H10 


ES 206 


543323 


2065 .M03 .gz43_268426 


M00055373D:B08 


ES 206 


498509 


2065.M04.gz43_268442 


M00055374A.B11 


ES 206 


555796 


2065.Mll.gz43_268554 


M00055374A:E01 


ES 206 


636876 


2065.M13.gz43_268586 


M00055374B.D05 


ES 206 


562565 


2065.M19.gz43_268682 


M00055374B:F06 j 


ES 206 


559764 


2065.M21.gz43_268714 


M00055374C:F01 


ES 206 


376726 


2065.N04.gz43_268443 
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/""M /-*,-» oTF\ 


UC AT ^ 


ciusieriLi 


SequenceName 


\>f 000^3 74 tvpoq 


J2ro zuo 


SOJ.1 67 
D U** 1 0 / 


7065 "Ml O cttAT. 768^^0 
ZUO-J.iN lU.gZHJ ZOOJJ7 


a>i aaa^'^atvf i o 
MUUUD.5J f^iJ.r 1U 


rc ^a^ 
lio Zuo 


JJojU / 


706^ "KT1 1 cx-rA'X 76RSS^ 
ZUO J .rN 1 1 .gZ**7 ZOojjj 


A>TAAA < ^ 7 7 5 R • T407 


F<2 70A 
Jio zuo 


4870Q0 

Hozuyu 


706SM71 ct-rAI 765171 S 
ZUO^ .1NZ 1 .gZ*t J_ZOo / 1 


iv inn n ^ 7 7 ^ *r -T-IA7 
MUUUj j3 / jJtJ.JnLU / 


pc 7A£ 
xiiO ZUO 


JJJO / o 


706S >J77 ovd'; 7687^1 


MuuU3j3 /jL.tuo 


Ho ZUO 




706S >J74 tr^AI 765^76^ 


A yf AAA ^ ^ 7 7 ^ • T7A7 

MUUU333 / Dl^.rUZ 


rc 7A^; 
Ho ZUO 


1 /I 77 1 A 
l^f^Z IU 


706S O01 76R^06 

ZUOJ . vlU 1 .gZH_> ^DOj70 


Ayf AAA*! 5776 A • AA2 
MUUU3 3 J /OA.AUo 


rio zuo 


S61 770 


706S O0^ trrAI 76X460 


A/fOOA ^577613- A f\1 


EC 9A^ 
Co zuo 




706S O00 a^4^ 96RS74 


AyfOAA^5776Pi- a 1 1 

JV1UUU333 /Or$./\l 1 


PC 7A£ 
Ho ZUO 


S61 770 


706S O10 a74^ 96XS40 


A/f aaa^776T*-poi 
MUUU.J03 /OrS.DUl 


FQ 70^ 
Ho ZUO 




706^ Oil a^4^ 968*5^6 


JV/fAOO i \5777 A P 1 1 
JVIUUU3 J J / //V.Jj 1 1 


HO ZUO 


707000 


706S O?^ a743 96X748 


A/f AAA55777T*-F 1 n 
MUUUjj J / /XJ.niU 1 


PC 7AA 
Ho ZUO 


S67R44 

JOZOtt 


706S P07 a74^ 9684 H 

Z.Vy^J-7 .1 VJZ. i,U0^1 J 


A/fAAA5 5 7 771^*001 


F<i 70A 
HO ZUO 


A61 ^7S 


706S P08 cr741 768509 


A/TAAO55777r*-i-i0R 

MUUU333 / /v^.xlUo 


F<2 706 
HO ZUO 




7065 P0Q a741 768525 


Ayf AAA^^'277T^-'C 1 7 


706 

HO ZUO 


S67801 


7065 Pl^ ay4^ 768589 

ZUOJ.! l-7.^<.*tJ iUOJ07 


A/f AAA55772 a *pm 7 
iVlUUU3,)3 /OA.DlZ 


F<s 706 

HO ZV/O 




7065 PI 9 Q-7d1 768685 


AyTOAO5577£TVP07 


F^i 706 

HO ZUC/ 




7066 A17 0^43 770570 


\A AAA 5 5 7 7 8 PI - F>04 
MUUUD JJ /5U.UU*t 


F<J 706 

HO Z.UD 




7066 AH 0741 770586 


A/fAAA5577Q A -T^A7 


pc 706 

HO ZUO 


tDOJOJ 


7066 A17 a743 770650 


Ayf AAA<^^QA A • /" ,, A6 
MU U U D J 3 O U A . U O 


FQ 706 

Ho ZUO 




7066 R17 a743 770651 


A A AAA< 57 Q ATVT4A7 


po 7A/; 

Ho ZUO 


^670XS 


7066 CI 7 a743 770577 


"\ Af\ A A CCIOI A - I7A7 

JVIUUU!) J 3 o 1 A- r Uz 


pc 7A£ 
Ho ZUO 


^AQ0«7 
J'tVUoZ 


7066 P14 a^43 770604 


MUuUOj3o lr>. C1U j 


pC 7AA 
Ho ZUO 


jOZJoO 


7066 P77 o-r43 770737 

ZUOO.\^ZZ.gZ*rO l\i 1 JZ, 


MUUUjj 3&1CvjU3 


pc 7A/C 
Ho ZUO 


^67876 
jOZo /O 


7066 T100 0743 770575 


MUUU>33olU.DUo 


PC 7A6 
Ho ZUO 


^60R6B 
jouooo 


7066 015 0r43 770671 


MUUU J 5 3 ozrJ * nUZ 


PC 7AA 
CO ZUO 


AQ'XAHl 


7066 T173 CT743 770740 
zuoo.uz j .gz*t j z.fyj/^ty 


A >T A A A < 1 Q O rf^ 1 • T^l AQ 

MUUUjj3ozL,.LK;5 


PC 7A6 
Ho ZUO 


SSBd.^7 


7066 F06 0743 770478 


A /f A A A 5 < 1 57 C* 'X-J A/£ 

MUUU:) j 3 ozL .riUo 


pc 

Ho ZUO . 


446^00 

tHv)j77 


7066 F17»743 770574 


A A A A A 5 5 7 Q 7 "T\ ♦ A 5 
MUUU3D35Z1J.LAD 


PC 706 
Ho ZUO 


S67787 


7066 F1 4 0743 770606 


A X A A A ^ < "3 © 7 • T*l A A 

MUUU J j 3 oZlJ.UU4 


PC 7A6 
Ho ZUO 


4^0764 

^•jy/OH 


7066 F15 cy^43 770677 


X1AAACCOO') A .T7A7 

M00U55353A.rU3 


PC 7A6 
Ho ZUO 


^677^7 
jOZ /3 / 


7066 F77 c»r43 770734 
ZUOO.HZZ.gZtJ i/u/Jt 


A A A A A < 7 Q 7 Xi • tTAQ 

MUUU J j 3 o3 r$ .tiuy 


PC 7AA 
Ho ZUO 


jjI yyJ 


7066 FOR a743 7705 1 1 
z,UvJi?-jr v/o.gz.*T j t/vJii 


A/fAAA? ^'JQlA- A AC 

M U vvd j 3 o 3 C AUo 


PC 706 
Ho ZUO 


^677 1 6 


7066 F00 0743 770577 


A A A A A 5 5 7 © "2 T"> • I? A7 

MUUU j j3o 3D. r Uz 


PC 706 
Ho ZUO 




7066 F17 0743 770655 


A A AAAC ^7Q7TVriA9. 

MUUUj j3o3Ll.vrUo 


PC 706 
Ho ZUO 




7066 F77 0743 770735 

Z. V/VJU. i ZrZr. gZl*Tj Cl\JIJ-) 


A/f AAA^^7©7TVU1 1 

MUUUj J3531J. rll I 


F<2 706 
HO ZUO 




7066 F2 4 0743 270767 

Z V/ VJ V_7 . _L Z".&ZiT J Z. I V » w f 


A/f AAA557 9.A A F05 
JYIUUU3 J d o*f J\.r U j 


F^ 706 

HO Zvt) 




2066 G06 ez43 270480 


M00055384BD10 


ES 206 


562498 


2066.G12.gz43_270576 


M00055384C:G07 


ES 206 


562870 


2066.G18.gz43_270672 


M00055384D:H06 


ES 206 


550766 


2066.G20.gz43_270704 


M00055385C:C04 


ES 206 


549045 


2066.H06.gz43_270481 


M00055385C:F06 


ES 206 


561325 


2066.H08.gz43_270513 


M00055385C:G09 


ES 206 


450349 


2066.H10.gz43_270545 


M00055385D:D03 


ES 206 


418622 


2066.H14.gz43_270609 
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FS No 




NpniipnrpN'smA 
OCLJ liCLlcCiN alHC 


M000551X6Ait05 


ES 206 


562849 


2066H21&7-41 270771 

Z.\J\J\J .X JL£* X ,^Z**T J Z- / W / Z. X 


M0oo55i86TVfr07 

iVIUUU-J J D O \>xJ . VJV/Z 


ES 206 

co z.v/vi 


558797 

JJOZ>7 1 


7066 Tl 1 &741 770567 

Z,vUU.ll l.gZtj JLI\JJ\JjL 


mooos51X6TVFT04 

iviut/u j jjouu. nut 


FS 206 


~> ~t 1 Z.*T / 


7066 T17 pz41 770578 

ZUUW.ll Z.gZtJ £.I\JJI\3 


A/1000551R7R-H1 7 


FS 706 

co iuu 


550879 


2066 T22 &741 770718 


mooossisk a • aoq 


FS 706 

CO 


551744 


2066 JOS &741 270S 1 5 


N/fooo55iR8 AR06 


FS 706 


560948 

JVJU7TO 


7066 J09 ez41 27051 1 


mooo55188RR07 

lYl U <J \J J JJoOD.D UZ 


FS 706 


46S816 


2066 Jll ez43 270595 


Ayfooos^aaRFoi 


FS 706 

CO Z. w\J 


616517 


7066 T17 pz41 270659 


mooo s ^ ^ a a r fto/i 


FS 706 

CO Z.W 


557749 

.7 / Z,*T>r 


7066 T20 pz41 270707 


\aooos ^ rrp -no 1 


FS 706 

Co ZvJU 


615965 


2066 T22 az41 270739 


A/fooo^^&siTY aoi 


FS 706 

CO ZUO 


555681 


2066 T24 0z41 270771 

Z.l/L/ly. jZr*T.gZrf*T-^ Z» / V/ / /X 


iv/fooo^^fcxrvFi i 


FS 706 


556791 


2066 K10 ez43 270548 


TV/fOOOS^BQ A 


FS 706 


718196 


2066K14ez43 270612 


Ayfooo^^fcQPFi 9 


FS 706 

C/O zuu 


78701 5 


2066 K24 ez43 270772 


a/tooo^^qoa • aos 


FS 706 

JCkJ zvo 


515115 


2066 L06 ez43 270485 


M nnrK ^ OOP 

1V1UUU-3 J . CUO 


FS 706 


^0604 


2066L18ez43 270677 


a/ioooss^q 1 R-nos 


FS 706 


499690 


2066 M10 ez43 270550 


\f000551Q1RT>07 


FS 206 


453508 


2066 Mil ez43 270566 




FS 706 


418921 


2066M14ez43 270614 


K/fOOO^ 1 R-t-TOR 


FS 706 


555639 


2066 M15 ez43 270630 




FS 906 


446747 


2066 N01 ez43 270439 


MYi00^5^Q7P-PtfY7 


FS 706 


551640 


2066 Nl 1 ez43 270567 


lVyf000^^7Q7n- A 06 


FS 706 


567701 


2066N13ez43 270599 


AA OOO ^ ^ 7 R ■ FO J. 


FS 706 


44015 


2066 N23 ez43 270759 


\/TOOO^^'JQ^r*-R07 


FS 706 

jco zuo 


549889 


2066 N24 az41 270775 


l\yfOOO^ y *Q.lR-P06 


FS 706 


561457 


2066 013 ez43 270600 


AA OOO^ ^ ^ Q J.R • HOB 


FS 706 

XZ/O zwu 


55601 1 


2066 015 ez43 270632 


lviuuu j j d y . r u j 


FS 706 


554908 


2066 P07 !?z43 270505 


lVifnOO^^Q^ A-P07 


FS 706 


446511 


2066 P09 ez43 270537 


JVLUUUD J jyDA.iiuy 


FQ 706 
Cj zuo 


4S7808 


7066P11&741 270601 


MUUU-)3jy3i5.^U4 


F<s 706 


561487 


7066P17&743 270665 


\/ffiOn^'2G6R-P06 


FS 706 

Ck3 ZVJO 


S 60001 


2067 Al 1 ffz43 270938 

Z. v/VJ / . il X X .KL~J Z- I \t s ~* \j 


JYIUUU3 JjyOD.VJV/. 


FS 706 
to zwu 


561977 

JUl 7LZ 


7067 A 14 ez43 270986 


A/fOOO^^ > 2Q7 A*R 1 O 


FS 706 


S69716 


2067 A23 ez43 271130 


A7fOOO^^^Q7 A -POfi 


FS 706 

CO ZwVJ 


154980 


2067 A24 sz43 271146 


X/fOOO 55 1 Q7 A K07 
lVlUUWJ J->y / -rY.xlV / 


FS 706 


556380 


2067.B06.gz43 270859 


A/fO0055^Q7R-F1 7 


FS 706 

CO Z. v/ w 


562736 


2067.B08.gz43_270891 


M00055397DA01 


ES 206 


562147 


2067.B12.gz43_270955 


M00055398A.C11 


ES206 


561438 


2067.B20.gz43_271083 


M00055398B:A05 


ES 206 


469852 


2067.B21.gz43_271099 


M00055398B:C05 


ES 206 


i 456687 


2067.B23.gz43_271131 


M00055398C:A11 


ES206 


555882 


2067.B24.gz43_271147 


M00055398C:D01 


ES 206 


448511 


2067.C02.gz43_270796 


M00055398C.F07 


ES 206 


511792 


2067.C06.gz43_270860 
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ClonelD 


ES No 


ClusterlD 


SequenceName 


M00055399C:A08 


ES206 


513715 


2067.C21.gz43_271100 


M00055400B:H12 


ES 206 


562029 


2067.D19.gz43_271069 


M00055400D:G01 


ES 206 


556382 


2067.E04.gz43_270830 


M00055401A:C08 


ES 206 


449258 


2067.E06.gz43_270862 


M00055401D:E03 


ES 206 


551731 


2067 .E21.gz43_271 102 


M00055402A:A05 


ES 206 


561206 


2067.F02.gz43_270799 


M00055402A.H03 


ES 206 


98869 


2067.F06.gz43_270863 


M00055402C:C12 


ES 206 


551928 


2067.F22.gz43_271119 


M00055402D:A11 


ES 206 


486834 


2067.G02.gz43_270800 


M00055402D:H04 


ES 206 


562059 


2067.G06.gz43_270864 


M00055403A.C07 


ES 206 


555856 


2067.Gll.gz43_270944 


M00055403B:A05 


ES 206 


490060 


2067.G16.gz43_271024 


M00055403B-A10 


ES 206 


558180 


2067.G18.gz43_271056 


M00055403B:D04 


ES 206 


555726 


2067.G21.gz43_271104 


M00055403B:D07 


ES206 


553173 


2067.G22.gz43_271120 


M00055403B:G09 


ES 206 


551675 


2067.G23.gz43_271136 


M00055403B:G12 


ES 206 


561236 


2067.G24.gz43_271152 


M00055404A:B10 


ES 206 


561325 


2067.H10.gz43_270929 


M00055404A:D08 


ES 206 


553766 


2067.H12.gz43_270961 


M00055404C:C11 


ES206 


530715 


2067.H23.gz43_271137 


M00055405A.A02 


ES 206 


561236 


2067.105.gz43_270850 


M00055405A:C01 


ES 206. 


452761 


2067.106.gz43_270866 


M00055405A:GI1 


ES 206 


419489 


2067.107 .gz43_270882 


M00055405B-.H05 


ES206 


554742 


2067.110.gz43_270930 


M00055405B:H06 


ES 206 


473617 


2067.11 l.gz43_270946 


M00055405C:C04 


ES 206 


63669 


2067.113.gz43_270978 


M00055405C:H07 


ES 206 


559102 


2067.114.gz43_270994 


M00055405D.G05 


ES 206 


551617 


2067.120.gz43_271090 


M00055406B:E07 


ES 206 


562584 


2067.J05.gz43_270851 


M00055406B:F10 


ES 206 


562369 


2067.J07.gz43_270883 


M00055406D:A03 


ES 206 


491260 


2067J13.gz43_270979 


M00055406D.C10 


ES206 


487893 


2067J16.gz43_271027 


M00055406D:G12 


ES 206 


557853 


2067.J18.gz43_271059 


M00055407A:F08 


ES206 


465828 


2067.J24.gz43_271155 


M00055407B:G07 


ES 206 


550730 


2067.K02.gz43_270804 


M00055407C:E04 


ES 206 


465284 


2067.K06.gz43_270868 


M00055407C:GO4 


ES 206 


556105 


2067.K08.gz43_270900 


M00055407C:G11 


ES 206 


560252 


2067.K09.gz43_270916 


M00055408A:A05 


ES 206 


561212 


2067.K15.gz43_271012 


M00055408A:F12 


ES 206 


66014 


2067.K23.gz43_271140 


M00055408A:G09 


ES 206 


446650 


2067.L01.gz43_270789 


M00055408B:G04 


ES 206 


447800 


2067.L08.gz43_270901 


M00055408C:C04 


ES 206 


451938 


2067.Lll.gz43_270949 


M00055408C:E04 


ES 206 


559776 


2067.L13.gz43_270981 
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I ClonelD 


ES No 


ClusterlD 


SequenceName 


MO0O554O8D:E05 


ES 206 


548939 


2067.L17.gz43_271045 


M00055408D:E11 


ES 206 


558720 


2067.L18.gz43_271061 


M00055409A:E06 


ES 206 


100821 


2067.L23.gz43_271141 


M00055409A.E10 


ES 206 


516043 


2067.L24.gz43_271157 


M00055410C:G08 


ES 206 


550135 


2067.N05.gz43_270855 


M00055410C:H11 


ES 206 


562001 


2067.N08.gz43_270903 


M00055410D:B02 


ES 206 


288626 


2067.N09.gz43_270919 


M00055410D:G01 


ES 206 


633189 


2067.Nll.gz43_27O951 


M00055411A-.H04 


ES 206 


558583 


2067.N16.gz43_271031 


M00055411B:D12 


ES 206 


356058 


2067.N22.gz43_271127 


M00055411C.E02 


ES 206 


450060 


2067.O03.gz43_270824 


M00055412A:C05 


ES 206 


440833 


2067.O14.gz43_271000 


M00055412AF09 


ES 206 


556734 


2067.O15.gz43_271016 


M00055412BA07 


ES 206 


495958 


2067.O16.gz43_271032 


M00055412D:A12 


ES 206 


560838 


2067.P03.gz43_270825 


M00055413A.A02 


ES 206 


540000 


2067.P07.gz43_270889 


M00055413C:B09 


ES 206 


446171 


2067.P19.gz43_271081 










M00042583D:F03 


ES 207 


452204 


2078.A10.gz43_269168 


M00042583D:F11 


ES 207 


506901 


2078All.gz43_269184 


M00042586BA04 


ES 207 


451722 


2078.A22.gz43_269360 


M00042586BA09 


ES 207 


451933 


2078.A23.gz43_269376 


M00042586BA10 


ES 207 


448453 


2078.A24.gz43_269392 


M00042586C:E01 


ES 207 


451923 


2078.B03.gz43_269057 


M00042586D:C07 


ES 207 


451868 


2078.B06.gz43_269105 


M00042587B:G07 


ES 207 


452260 


2078.B09.gz43_269153 


M00042588A:G10 


ES 207 


508088 


2078.B16.gz43_269265 


M00042588C:E07 


ES 207 


505858 


2078.B19.gz43_269313 


M00042589A:G06 


ES 207 


452236 


2078.B21.gz43_269345 


M00042589B:D04 


ES 207 


504007 


2078.B22.gz43_269361 


M00042589B:E03 


ES 207 


452066 


2078.B23.gz43_269377 


M00042589D:D08 


ES 207 


415825 


2078.C08.gz43_269138 


M00042589D:F02 


ES 207 


452182 


2078.C09.gz43_269154 


M00042590B:G02 


ES 207 


507349 


2078. Cll.gz43_269 186 


M00042590C:C09 


ES 207 j 


418340 


2078.C12.gz43_269202 


M00042621B:G01 


ES 207 


452257 


2078.C16.gz43_269266 


M00042621D:A03 


ES 207 


501401 


i 2078.C19.gz43_269314 


M00042622C:H12 


ES 207 


452315 


2078.D03.gz43_269059 


M00042623B.B09 


ES 207 


451802 


2078.D06.gz43_269107 


M00042623D:C02 


ES 207 


447210 


2078.D09.gz43_269155 


M00042624D.B05 


ES 207 


452462 


2078.D14.gz43_269235 


M00042625B:H10 


ES 207 


517247 


2078.D20.gz43_269331 


M00042625D:C07 


ES 207 


511746 


2078.E06.gz43_269108 


M00042625D:E08 


ES 207 


513888 


2078.E07.gz43_269124 
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M00042626B:A12 


ES 207 


452432 


2078.E10.gz43_269172 


M00042626D.D12 


ES 207 


45203 1 


2078.E16.gz43 269268 


M00042627B.A10 


ES 207 


452376 


2078 .E 1 8 .gz43_269300 


M00042628B:G11 


ES 207 


451401 


2078.F04.gz43_269077 


M00042628C:G10 


ES 207 


516522 


2078 .F06.gz43 J269 1 09 


M00042628D:F12 


ES 207 


447904 


2078.F08:gz43_269141 


M00042629A.E1 1 


ES 207 


452052 


2078. Fll.gz43_269 189 


M00042630BC04 


ES 207 


451885 


2078.F20.gz43_269333 


M00042630CC12 


ES 207 


503499 


2078 .F22 .gz43_269365 


M00042951DC05 


ES 207 


451841 


2078.G05.gz43_269094 


M00042952A;H12 


ES 207 


452324 


2078.G10.gz43_269174 


M00042952B:A08 


ES 207 


500853 


2078. Gll.gz43_269 190 


M00042952B:C08 


ES 207 


451887 


2078.G12.gz43_269206 


M00042952C:H09 


ES 207 


452323 


2078.G16.gz43_269270 


M00042953B.D02 


ES 207 


504560 


2078.H0Lgz43_269031 


M00042954A:F04 


ES 207 


452142 


2078.H12.gz43_269207 


M00042954DD04 


ES 207 


451993 


2078.H18.gz43_269303 


M00042955DC02 


ES 207 


502815 


2078.102.gz43_269048 


M00042955DH03 


ES 207 


448594 


2078.104.gz43_269080 


M00042956AH02 


ES 207 


448090 


2078.105.gz43_269096 


M00042957AD06 


ES 207 


451994 


2078.112.gz43_269208 


M00042957DC09 


ES 207 


451929 


2078.118.gz43_269304 


M0004295 8BH04 


ES 207 


452981 


2078.J02.gz43_269049 


M0004295 8 C D04 


ES 207 


512721 


2078 J03 .gz43_269065 


M000429 5 8 C • G 1 0 


ES 207 


516018 


2078.J04.gz43J269081 


M00042959AB07 


ES 207 


423578 


2078.J06.gz43_269113 


M00042959AE08 


ES 207 


514142 


2078. J08.gz43_269 145 


M00042959BE1 1 


ES 207 


514160 


2078.Jll.gz43_269193 


M00042959CC06 


ES 207 


452615 


2078 J 1 2 .gz43_269209 


M00042959DA05 


ES 207 


510169 


2078. J 1 4.gz43_26924 1 


M00042960AB 10 


ES 207 


448332 


2078J17.gz43__269289 


M00042960DC 1 1 


ES 207 


512051 


207 8.K03 .gz43_269066 


M00042962A.G04 


ES 207 


452899 


2078.K12.gz43_269210 


M00042962BA03 


ES 207 


446438 


2078.K13,gz43_269226 


M00042962C:D05 


ES 207 


513155 


2078.K16.gz43_269274 


M00042962D:B09 


ES 207 


511351 


2078.K18.gz43_269306 


M00042963B:A02 


ES 207 


452459 


2078.K23.gz43_269386 


M00042963B:E12 


ES 207 


514594 


2O78.L02.gz43_269051 


M00042963D:F11 


ES 207 


452801 


2078.L07,gz43_26?131 


M00042964C:D06 


ES 207 


513156 


2078.L16.gz43_269275 


M00042964C.D10 


ES 207 


513168 


2078.L17.gz43_269291 


M00042964D:C02 


ES 207 


512059 


2078.L21.gz43_269355 


M00042965A:B03 


ES 207 


452506 


2078.L23.gz43_269387 


M00042965A:G02 


ES 207 


516415 


2078.M01.gz43_J269036 



867 



Table 13 



PloneTD 

1 VJl IvJ-L/ 


ES No 


riu<rterTD 

V/lUolWl A A-/ 


tJ> Ctj[UCl 1 Vv Vvl 1 (Ulivv 


M00042965BG08 

IVXVJVJVJT'Z. 7UJ XJ . VJ VJ O 


ES 207 


452898 


2078 M04 tT743 769084 

Z.VJ / O . IVAVJ'T . L^Zj"_7 Z.VJ 7VJO^T 


M00042965PA05 


ES 207 


452454 


2078 M06 a>-43 269 1 1 6 

Z. VJ / O ♦ 1 ▼ AVJ VJ . r ^7 Z-VJ 7 A A VJ 


M00042965P F06 


ES 207 


452775 


7078 M07 <yr43 969137 

Z.VJ / O.IVAVJ / ,Q/-TT-J Z.U7 i JZ. 


M00042967AF06 

IVAljVJv/^^i 7 vJ / .^V. J^>VJVJ 


ES 207 


513585 


2078 Ml 8 &743 969308 

ZW / O.lVllO.K^^^ Z. VJ 7-7 VJO 


M00042969B EO 1 

1VXV7 VJ VJ".t. J\j S AJ . X./VJ A 


ES 207 


505679 

mj v/«j vj / y 


2078 N04 2743 269085 


M00042969BG10 

1VAVJ VJVJ~ A» -7 VJ UP . VJ XV/ 


ES 207 


452279 


2078 N05 ez43 269101 


M00042970DD02 

lVAVJ VJ UtZ. 7 / VJ X7 . A7 VJ x< 


ES 207 


452695 


2078N16ff743 269277 


M0004297 1 A B09 

iyavjvjvj*tz« 7 / iri,uv/7 


ES 207 


510717 


2078 N17 ez43 269293 


M00042971 AD 12 

It A VJVJVJ"Z, 7 / A^V.JLJ'AX. 


ES 207 


452662 


2078 N19 ez43 269325 

Z» VJ / VJ . 1 1 i _J , tiiTJ AfU Jv>^r*/ 


M00042972CF07 


ES 207 


451618 


2078 O04 ez43 269086 


M00042972C ■ F09 

1VAVJVJVJ^.4£» 7 » 4— V_/ . A VJ.J 


ES 207 


373239 


2078 O05 ez43 269102 


M00042973B B 1 0 

IVJLVJv/VJTi, 7 f JU.U 1 v 


ES 207 


452500 

i *mj \J \J 


2078 O09 ez43 269166 


M00047974DB07 

lVAVJ VJ VJ*T Z. 7 / *TIJ . AJ VJ / 


ES 207 


456545 


2078 017 ez43 269294 


M00042975CA08 

1YJ. VJVJVJT^r^' / V' . ,/VVJVJ 


ES 207 


450805 

9 m*J V \J \J —J 


2078 021 ez43 269358 


M00042975DG07 

lVXVJVJVJi^-7 / .J X-J . VJ \J / 


ES 207 


453124 


2078 P01 ez43 269039 


M00042976BF05 

1YA VJVJ VJ*TZ« -7 1 VJ AJ . A \J ~> 


ES 207 


506920 


2078 P03 ez43 269071 


M00047978BF03 

tVXVJ VJVJ'T Z< 7 / OJJ.A VJ -J 


ES 207 


452833 


2078 P17 ez43 269295 


M00042978DE02 

i.vxvjvjvj'tz, 7 t oL/.juv/i, 


ES 207 


27534 


2078 P20 ez43 269343 


M0O047987PG07 


ES 207 


448687 


2079A18ez43 271818 


M00047Q83 A FOQ 


ES 207 


504880 

—> \J~ O U \J 


2079 A22 ez43 271882 


Mono49Q83n- A03 

iV1UvjvJ*tZ. 7 Oj JLJ . /AAJ.J 


FS 707 


456756 

^ *J VJ / »J VJ 


2079 B06 ez43 271627 

Z. VJ / «J . AJ VJVJ . &fcj~«J / 1 VJi< / 


aa onoj.9 q 8 ^ r • po s 

1ViUUvJ*tZ 7 O J Jj . vvV/J 


pc 707 


448200 

VJVJ 


2079 B14 az43 271755 

Z.VJ / 7 . AJ A ™ . gj^i" — ' A» / A ' — ' — ' 




FS 907 


506379 


2079 B15 ^743 271771 

Z, VJ / 7.171 J.giiT^J Z. / A / / A 


AA 000/19 Q 8 S P -RO^ 


FS 907 


451 81 1 

r-J lOll 


2079 B 1 6 0743 271787 

z»\J / 7. U A VJ ,^Z(T J Z / l i u ; 


M 00047 Q 8 ^ P TiiY? 


F<s 907 


504501 

J VJ*T J VJ A 


2079B17az43 271803 

V/ / J . AJ A / - y M <J » X VJ VJ 




FS 707 

C/O Z.vj / 


451491 

*T»7 1t7 1 


2079B18&743 271819 

VJ # 7 . AJ A VJ . ^Z^~-J x» / ID 17 


m 00049 q8^r -fo£ 

iVlvjUUHZ 7 000. JuUO 


FS 907 


447445 


2079 B22 az43 271883 


imooo/19 q 8 &c • R07 


FS 907 

DO Z, VJ / 


501534 

^7 VJ A J JT 


2079B24ez43 271915 


aV1UU\j*+Z7 0 / v^-X-»U i + 


FS 907 


505226 


2079 C06 ez43 271628 


AA 00047 Q 8 8 D • G 1 0 

IVlvJU v/*+Z "OOU . VJ 1 w 


FS 707 


452220 


2079 C13 ez43 2111 W 


]y/100047Q8QP- A 06 


FS 707 

l_/0 Z.VJ / 


510254 


2079C15ez43 271772 


A/f 0004 ? 0 8 OP • R07 


FS 207 

L/O Z. VJ / 


511348 


2079C16ez43 271788 

ZW V i S • X— / X V/ . ^^Z_» ■ ZW / Z f V# v-» 


M00049Q8QTV A07 

1VIvjWW^Z^O~1-/./t.vj / 


ES 207 


509505 


2079.C20.gz43 271852 


M0O049QQOAF0S 
ivivjvjv/*tz. zryyjry. jlaj-j 


ES 207 


448813 


2079.C2 1 .gz43_27 1 868 


\>f 000470Q0R- A08 


ES 207 


500795 


2079.C23.gz43 271900 


M0004299 1 B*G0 1 

iVAvjv/VI^Z. 771 AJ . VJ VJ X 


ES 207 


452874 


2079.D05.gz43_271613 


M0004299 1 PC02 

1Y A VJVJ VJrZ, 7 7 A V> . V_/\J*- 


ES 207 


238196 


2079.D06.gz43_271629 


M00042991D.C09 


ES207 


452603 


2079.D09.gz43_271677 


M00042991D:F06 


ES 207 


452830 


2079.D12.gz43_271725 


M00042992B:B03 


ES 207 


451812 


2079.D15.gz43_271773 


M00042992B:B11 


ES 207 


502343 


2079.D16.gz43_271789 


M00042992D:H02 


ES 207 


75212 


2079.D19.gz43_271837 


M00042993A:D12 


ES207 


513178 


2079.D21.gz43_271869 


M00042993B:C12 


ES 207 


446520 


2079.D23.gz43_271901 
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M00042994C.C09 


ES 207 


503628 


2079.E05.gz43_271614 


M00042995C:E04 


ES207 . 


455716 


2079.Ell.gz43_271710 


M00042996D:D12 


ES 207 


453804 


2079.E21.gz43_271870 


M00042997B:B07 


ES 207 


451806 


2079.E23.gz43_271902 


M00042999A:D01 


ES 207 


403634 


2079.F07.gz43_271647 


M00043000C:H06 


ES 207 


509027 


2079.F14.gz43_271759 


M00055413C:G09 


ES 207 


556126 


2067P21.gz43_271113 


M00055414C:C02 


ES 207 J 


456520 


2068A13.gz43_271354 


M00055414D.G10 


ES 207 


482425 


2068 A21.gz43_27 1482 


M00055415D:C12 


ES 207 


561500 


2068.B15.gz43_271387 


M00055415D:E10 


ES207 


204557 


2068B17.gz43_271419 


M00055416A:C04 


ES 207 


561497 


2068.B21.gz43_271483 


M00055416B:F11 


ES 207 


561770 


2068.C07.gz43_271260 


M00055416D.B03 


ES207 


562477 


2068.C12.gz43_271340 


M00055416D.D11 


ES 207 


558679 


2068.C14.gz43_271372 


M00055416D:H11 


ES 207 


555880 


2068.C18.gz43_271436 


M00055417A:G11 


ES 207 


131130 


2068.C21.gz43_271484 


M00055417C:A05 


ES 207 


550166 


2068.D04.gz43_271213 


M00055417C-.G03 


ES 207 


561112 


2068.D05.gz43_271229 


M00055417D:D08 


ES 207 


557760 


2068.D08.gz43_271277 


M00055417D.H08 


ES 207 


470667 


2068.D10.gz43_271309 


M00055418A.C12 


ES 207 


561454 


2068.D12.gz43_271341 


M00055418A:E07 


ES 207 


561682 


2068.D15.gz43_271389 


M00055418A:F03 


ES 207 


560252 


2068.D16.gz43_271405 


M00055418A:H04 


ES 207 


554774 


2068 .D17.gz43_27 1421 


M00055418C:D08 


ES 207 


418562 


2068.E05.gz43_271230 


M00055418DA03 


ES 207 


552561 


2068.E10.gz43_271310 


M00055418D.B05 


ES 207 


630348 


2068.Ell.gz43_271326 


M00055419D:D04 


ES 207 


561646 


2068.F04.gz43_271215 


M000554I9D.H07 


ES 207 


550018 


2068.F09.gz43_271295 


M00055420A:E12 


ES 207 


561707 


2068.F14.gz43_271375 


M00055420A:F01 


ES 207 


558958 


2068.F15.gz43_271391 


M00055420C-.E08 


ES207 


524736 


2068.F22.gz43_271503 


M00055421A.A09 


ES 207 


556793 


2068.G10.gz43_271312 


M00055421B.E05 


ES 207 


58680 


2068.G22.gz43_271504 


M00055421C:F06 


ES 207 


561837 


2068.H09.gz43_271297 


M00055421C:G07 


ES 207 


491728 


2068.Hll.gz43_271329 


M00055421D:G11 


ES 207 


559884 


2068.H16.gz43_271409 


M00055422B-.B01 


ES 207 


554489 


2068.H22.gz43_271505 


M00055422C:E10 


ES 207 


554028 


2068.109.gz43_271298 


M00055422D.E12 


ES 207 


631966 


2068.112.gz43_271346 


M00055423AA10 


ES 207 


561180 


2068I14.gz43_271378 


M00055423A:D02 


ES 207 


560118 


2068.115.gz43_271394 


M00055423A:G08 


ES 207 


449356 


2068.116.gz43_271410 
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M00055423B:A06 


ES 207 


553987 


2068.117.gz43_271426 


M00055423C:C11 


ES 207 


559514 


2068J04.gz43_271219 


M00055423C.D05 


ES 207 


559385 


2068.J05.gz43_271235 


M00055424A.A08 


ES 207 


556511 


2068.J12.gz43_271347 


M00055424A:C10 


ES 207 


492982 


2068.J13.gz43_271363 


M00055424A:F04 


ES 207 


512392 


2068J15.gz43_271395 


M00055424A:F06 


ES 207 


48977 


2068J16.gz43_271411 


M00055424B:D04 


ES 207 


559380 


2068. K01.gz43_27 1172 


M00055425A:H03 


ES 207 


554953 


2068.K14.gz43_271380 


M00055425B:D12 


ES 207 


561645 


2068.K17.gz43_271428 


M00055425B:F06 


ES 207 


493410 


2068.K20.gz43_271476 


M00055471C:A06 


ES 207 


412282 


2068.L13.gz43_271365 


M00055471C:B01 


ES 207 


492876 


2068.L14.gz43_271381 


M00055471C:D04 


ES 207 


447098 


2068.L16.gz43_271413 


M00055472A:B12 


ES 207 


561411 


2068.M05.gz43_271238 


M00055472A:F02 


ES 207 


468672 


2068.M08.gz43_271286 


M00055472A.H01 


ES 207 


551166 


2068.M09.gz43_271302 


M00055472C.G11 


ES 207 


549511 


2068.M18.gz43_271446 


M00055472D:H09 


ES 207 


562017 


2068 .N03 .gz43_27 1 207 


M00055473B:D01 


ES 207 


556490 


2068 .N08 .gz43_27 1 287 


M00055473B:E10 


ES 207 


561718 


2068.N10.gz43_271319 


M00055473C:A05 


ES 207 


559076 


2068.N12.gz43_271351 


M00055473C:E06 


ES 207 


554181 


2068 .N 1 5 .gz43_27 1 399 


M00055473C.H05 


ES 207 


522220 


2068.N16.gz43_271415 


M00055473D:E01 


ES 207 


561753 


2068.N20.gz43J271479 


M00055474AB05 


ES 207 


562302 


2068.N22.gz43_271511 


M00055474AG06 


ES 207 


449795 


2068 .003 .gz43_27 1 208 


M0005 5474B • G02 


ES 207 


486512 


2068 . 009.gz43_27 1 304 


M00055474CH12 


ES 207 


555933 


2068.O14.gz43_271384 


M0005 5474D E07 


ES 207 


268197 


2068 . 0 1 8.gz43_27 1 448 


M00055475D:A05 


ES 207 


417426 


2068.P12.gz43_271353 


M00055475D.A10 


ES 207 


562137 


2068.P14.gz43_271385 


M00055475D:B07 


ES 207 


453715 


2068.P16.gz43_271417 


M00055475D.G08 


ES 207 


560700 


2068.P18.gz43_271449 










M00042611A:A01 


ES 208 


449068 


2089.A01.gz43_269708 


M00042612A:B06 


ES 208 


405102 


2089.A06.gz43_269788 


M00042613A.H01 


ES 208 


453783 


2089.A15.gz43_269932 


M00042613C:F06 


ES 208 


453783 


2089.A18.gz43_269980 


M00042614A:C04 


ES 208 


520074 


2089.A22.gz43_270044 


M00042614A:H02 


ES 208 


524157 


2089.A23.gz43_270060 


M00042614C.B09 


ES 208 


447446 


2089.A24.gz43_270076 


M00042614D:A12 


ES 208 


453220 


2089.B03.gz43_269741 


M00042616A:D03 


ES 208 


527590 


2089.B10.gz43_269853 
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M00042617C:B07 


ES 208 


453385 


2089.B20.gz43_270013 


M00042618B:G04 


ES 208 


453893 


2089.C03.gz43_269742 


M00043001A:C10 


ES 208 


451850 


2079.F16.gz43_271791 


M00043001B.C01 


ES208 


503122 


2079.F17.gz43_271807 


M00043001B:E02 


ES 208 


452969 


2079.F18.gz43_271823 


M00043001B:H01 


ES 208 


452325 


2079.F19.gz43_271839 


M00043001C:C03 


ES 208 


451891 


2079.F20.gz43_271855 


M00043002A:G09 


ES 208 


507450 


2079.F23.gz43_271903 


M00043002B:E06 


ES 208 


454849 


2079.F24.gz43_271919 


M00043003A:H07 


ES 208 


452976 


2079.Gll.gz43_271712 


M00043003C:A02 


ES 208 


452392 


2079.G15.gz43_271776 


M00043003C:G10 


ES 208 


452866 


2079.G18.gz43_271824 


M00043003D:D10 


ES 208 


455132 


2079.G20.gz43_271856 


M00043004A:C08 


ES 208 


503625 


2079.G22.gz43_271888 


M00043004A:C10 


ES208 


448381 


2079.G23.gz43_27 1 904 


M00043005A:B06 


ES 208 


452504 


2079.H06.gz43_271633 


M00043007B:D12 


ES 208 


366607 


2079.H24.gz43_271921 


M00043007D-.F07 


ES 208 


452186 


2079.105.gz43_271618 


M00043008D.E12 


ES 208 


504812 


2079.115.gz43_271778 


M00043008D:H09 


ES 208 


508126 


2079.1 17.gz43_27 18 10 


M00043009B.C09 


ES 208 


502984 


2079.119.gz43_271842 


M00043009B:F11 


ES 208 


452160 


2079.120.gz43_271858 


M00043010B:B02 


ES 208 


451794 


2079.J09.gz43_271683 


M00043011B:D03 


ES 208 


504431 


2079J15.gz43_271779 


M00043011C:H09 


ES 208 


508125 


2079.J19.gz43_271843 


M00043011D:C12 


ES208 


502614 


2079J22.gz43_271891 


M00043012A.E02 


ES 208 


452110 


2079.K03.gz43_271588 


M00043012A-.F06 


ES 208 


453572 


2079.K04.gz43_271604 


M00043012DA06 


ES 208 


449510 


2079.K10.gz43_271700 


M00043013B:A06 


ES 208 


500896 


2079.K13.gz43_271748 


M00043013C.A01 


ES 208 


455117 


2079.K16.gz43_271796 


M00043013D:F03 


ES 208 


455621 


^_ 2079.K18.gz43_271828 


M00043014B-.G12 


ES 208 


454226 


2079.K22.gz43_271892 


M00043014C.F07 


ES208 


505933 


2079.K23.gz43_271908 


M00043014C:G06 


ES 208 


507066 


2079.K24.gz43_271924 


M00043017D:B06 


ES 208 


455855 


2079.L13.gz43_271749 


M00043020AA03 


ES 208 


452440 


2079.L15.gz43_271781 


M00043020A:G12 


ES 208 


452922 


2079.L16.gz43_271797 


M00043021AA09 


ES 208 


452445 


2079.L18.gz43_271829 


M00043021A:B06 


ES208 


452528 


2079.L19.gz43_271845 


M00G43021A:C04 


ES208 


454286 


2079.L20.gz43_271861 


M00043021AH06 


ES 208 


453078 


2079.L21.gz43_271877 


M00043021B:H03 


ES 208 


452973 


2079.L22.gz43_271893 


M00043021D:F10 


ES 208 


514824 


2079.M01.gz43_271558 
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M00043022D.A07 


ES 208 


500622 


2079.M06.gz43_271638 


M00043023D:D06 


ES 208 


513381 


2079.M13.gz43_271750 


M00043024B-.H1 1 


ES 208 


453079 


2079.M20.gz43_271862 


M00043025A:C01 


ES 208 


456755 


2079.M22.gz43_271894 


M00043025A.D09 


ES 208 


452648 


2079.M23.gz43_271910 


M00043026D.D06 


ES 208 


452031 


2079.Nll.gz43_271719 


M00043027B:C04 


ES 208 


452618 


2079.N14.gz43_271767 


M00043027D:G12 


ES 208 


452873 


2079.N18.gz43_271831 


M00043028B:F08 


ES 208 


454487 


2079.N21.gz43_271879 


M00043028C:H09 


ES 208 


453038 


2079.N23.gz43_271911 


M00043029A:E11 


ES 208 


452759 


2079.O05.gz43_271624 


M00043029B:C09 


ES 208 


512432 


2079.O07.gz43_271656 


M00043029B:F09 


ES 208 


269927 


2079.009 .gz43_27 1688 


M00043029B.G10 


ES 208 


516799 


2079.O10.gz43_271704 


M00043029C:D01 


ES 208 


448550 


2079.01 l.gz43_271720 


M00043030C:B11 


ES 208 


452501 


2079.02 l.gz43_27 1880 


M00043030C:F03 


ES 208 


515127 


2079.022 .gz43_27 1896 


M00043030D:G03 


ES 208 


449242 


2079. P01.gz43_27 1561 


M00043031A:B01 


ES 208 


452523 


2079.P02.gz43_271577 


M00043032B:H01 


ES 208 


452957 


2079.Pll.gz43_271721 


M00043033C:C05 


ES 208 


452611 


2079.P21.gz43_271881 


M00043033C:D05 


ES 208 


452611 


2079.P23.gz43_271913 


M00043075A:B12 


ES 208 


519109 


2089.C14.gz43_269918 


M00043076A:A09 


ES 208 


518566 


2089.C22.gz43_270046 


M00043077B:H01 


ES 208 


448985 


2089.D07.gz43_269807 


M00043077D:E12 


ES 208 


417549 


2089.D09.gz43_269839 


M00043077D:F04 


ES 208 


522648 


2089.D10.gz43_269855 


M00043078C:C04 


ES 208 


519641 


2089.D14.gz43_269919 


M00043078C:H05 


ES 208 


523732 


2089.D16.gz43_269951 


M00043079C:D08 


ES 208 


453554 


2089.D19.gz43_269999 


M00043079D:G10 


ES208 


523182 


2089.E01.gz43_269712 


M00043080A:C03 


ES 208 


451583 


2089 .E02 .gz43_269728 


M00043080B:B05 


ES 208 


453297 


2089.E03.gz43_269744 


M00043080B:C11 


ES 208 


519988 


2089.E04.gz43_269760 


M00043081DA10 


ES 208 


446614 


2089.E09.gz43_269840 


M00043082D:B05 


ES 208 


454562 


2089.E17.gz43_269968 


M00043085CA03 


ES 208 


453160 


2089.E24.gz43_270080 


M00043086A:C02 


ES 208 


453470 


2089.F03.gz43_269745 


M00043086D:B09 


ES 208 


453248 


2089F08.gz43_269825 


M00043087B:D10 


ES 208 


449430 


2089.F13 : gz43_269905 


M00043088B.D07 


ES 208 


395536 


2089.F16.gz43_269953 


M00043089A:D06 


ES 208 


520616 


2089.F21.gz43_270033 


M00043090B:H06 


ES 208 


524470 


2089.F24.gz43_270081 


M00043090D:H07 


ES 208 


524478 


2089.G03.gz43_269746 
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■» iTAAAvlAAAl T TA C 

M00043091C:H05 


f— > O ^AO 

ES 208 


censes 

530656 


2089.G07.gz43_2698 10 


M00043091C:H08 


ES 208 


454910 


2089.G08.gz43_269826 


■» ,r a a a i a a a 1 t™v f\ a i 

M00043091D:C01 


»— ' o a a o 

ES 208 


454374 


2089.G09.gz43_269842 


m M f\ A A A A A A 1 "I*-" A A 

M0004309 1D:F03 


T" < C A AO 

ES 208 


402242 


2089.G1 1 .gz43_269874 


-» f AAA/1 1An^r\ T-v A /f 

M00043092D:D06 


ES 208 


454531 


2089.G18.gz43_269986 


m w*\s\ a a a aa a a a /\y 

M00043093A:A06 


ES 208 


454177 


2089.G20.gz43_2700 1 8 


M00043093D.F12 


ES 208 


454701 


2089.H02.gz43_26973 1 


» jfAAA A AAA A A T"" A 1 

M00043094A:F0 1 


T^O 1AO 

ES 208 


529219 


1AOA T Tftl il ^ C\'~t A T 

2089.H03 .gz43_269747 


M00043094C:A12 


ES 208 


f Af A1 O 

525023 


OAOA TTA/ i^ /-» y C\^l r\ c 

2089.H06.gz43_269795 


M00043096A:B02 


ES 208 


y# V* A<^ A«*l 

449202 


2089.H12.gz43_269891 


M00043096A:E01 


"I— " A a a a 

ES 208 


528134 


2089 .H 1 3 .gz43_269907 


M00043096C:D02 


ES 208 


454509 


1AOA T T 1 j A /-» y" A A C 

2089.H16.gz43_269955 


M00043096C:H04 


T" ' O A A O 

ES 208 


451972 


/-» A O A TT1 T /I O A A A^ 1 

2089.H17.gz43 26997 1 


M00043097A:D11 


ES 208 


527873 


A A A A T T A -1 J A A A A A C 

2089.H2 1 .gz43_270035 


M00043097A:F06 


ES 208 


387530 


2089.H22.gz4 3 2 7005 1 


M00043097D:B12 


f — i A AAA 

ES 208 


454226 


AAAA T A A iA A A A A A 

2089. 102.gz43 269732 


M00043100C:D08 


ES 208 


453533 


AAA A T -t ^ A A A AA i A 

2089.1 1 5 .gz43_269940 


M00043100D:C12 


ES 208 


520057 


AAAA T 1 ^1 A A A /AA1T 

2089.1 1 7.gz43 269972 


M00043101A:F12 


-»— i a a A O 

ES 208 


522548 


AAOA T A A i A A ^7 A A A A 

2089.120.gz43_270020 


M00043101C:F12 


ES 208 


453846 


AAOA T A A A A TTf\r\f 1 

2089.122.gz43_270052 


M00043102A:B10 i 


ES 208 


453364 


AAA A TA 1 A A f A A "i A 

2089. JO l .gz43_2697 1 7 


M00043102A:G12 


^ES 208 


523590 


2089J04.gz43_269765 


M00043102B:F05 


it> a a o 

ES 208 


453761 


AAOA TAf i A T/AIOI 

2089. J05.gz43 2 69781 


M00043102D:C05 


ES 208 


446728 


AAOA T A A i A A X' A O /I C 

2089.J09.gz43_269845 


M00043102D:F11 


ES 208 


453766 


2089. J 1 1 .gz43 269877 


M00043103A.G05 


ES 208 


449335 


AAA A T 1 A i A A S* A O C\ A 

2089J12.gz43_269893 


M00043104B:C09 


ES 208 


453494 


A A Cl A T A A A 1 A A A^ 1 

2089. J20.gz43 27002 1 


M00043105A:F02 


ES 208 


if TO A A 

453809 


AAOA TV" A 1 i A 1/AT1 O 

2089. K0 1 .gz43 2697 1 8 


M00043106B:F07 


ES 208 


450287 


AAOA TV 11 i A AZTAOTO 

2089.K1 1 .gz43 269878 


M00043106C:D05 


ES 208 


453572 


AAOA TV 1 A i A • A ✓" A O A /I 

2089.K12.gz43_269894 


M00043107A:E07 


ES 208 


453726 


AAOA TV 1 A J A a A AT /I 

2089.K17.gz43 269974 


M00043107D:H04 


ES 208 


450566 


AAOA T/ A1 iA A A A A A O 

2089.K21.gz43_270038 


M00043108B:A01 


ES 208 


453132 


AAOA !/■ A A XI A TA AT A 

2089.K23 .gz43270070 


M00043108B:D12 


ES 208 


453549 


AAAAT A1 iA A f A A 1 A 

2089.L01.gz43269719 


M00043109C:F04 


ES 208 


454720 


AAOA T A A A A A A A A 

2089.L06.gz43_269799 


M00043131B:A11 


ES 208 


454134 


AAA A T A A i A A/'AOI ^ 

2089.L07.gz43 269815 


M00043131B:G10 


ES 208 


454825 


AAOA T 1 1 _ A 1 1^'A07fl 

2089.Lll.gz43_269879 


M00043131C:A11 


ES 208 


451391 


1 AO A T 1*3- A ~> A z' AA 1 i 

2089.L13.gz43 26991 1 


MUUU43 1 5 lU.rJUZ 


Co ZUo 


^9^71 Q 

JZD IV? 




M00043132C:D02 


ES 208 


454483 


2089.L22.gz43_270055 


M00043134C:D06 


ES 208 j 


454518 


2089.M09.gz43_269848 


M00043135C.E07 


ES 208 


454550 


2089.M12.gz43_269896 


M00043135D:A11 


ES 208 


454126 


2089.M13.gz43_269912 


M00043135D:C07 


ES 208 


526575 


2089.M14.gz43_269928 
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M00043136A:D03 


ES 208 


527361 


2089.M17.gz43_269976 


M00043137C:D02 


ES 208 


452936 


2089.N04.gz43_269769 


M00043137D:D10 


ES 208 


454438 


2089.N06.gz43_269801 


M00043138A:H03 


ES 208 


523753 


2089.N09.gz43_269849 


M00043138B:B08 


ES 208 


407275 


2089.N10.gz43_269865 


M00043138B:F02 


ES 208 


93125 


2089.N12.gz43_269897 


M00043138B.G11 


ES 208 


437064 


2089.N13.gz43_269913 


M00043138C.D09 


ES 208 


449394 


2089.N15.gz43_269945 


M00043139C:A05 


ES 208 


524622 


2089.N23.gz43_270073 


M00043139D:A06 


ES 208 


524624 


2089.O02.gz43_269738 


M00043140C:D03 


ES 208 


527446 


2089.O04.gz43_269770 


M00043140C:H11 


ES 208 


530919 


2089.O07.gz43_269818 


M00043141C:C12 


ES208 


415326 


2089.01 0.gz43_269866 


M00043141DA12 


ES 208 


454129 


2089.Ol3.gz43_2699l4 


M00043144D.H01 


ES 208 


454050 


2089.P03.gz43_269755 


M00043146C:D10 


ES 208 


520595 


2089.P09.gz43_269851 


M00043146C:F10 


ES 208 


453756 


2089.P10.gz43_269867 


M00043146D:H03 


ES 208 


455941 


2089.P13.gz43_269915 


M00043147D.H03 


ES 208 


524363 


2089.P15.gz43_269947 


M00043148C:E01 


ES208 


453692 


2089P17.gz43_269979 


M00043149BA01 


ES 208 


453202 


2089.P20.gz43_270027 


M00043149D:F02 


ES 208 


522220 


2090A03.gz43_273939 


M00043.150A:B12 


ES 208 [ 


518949 


2090A04.gz43_273955 


M00043151B:D02 


ES 208 | 


454460 


2090A12.gz43_274083 


M00043152A:F10 


ES 208 


454731 


2090A17.gz43_274163 


M00043152A:G08 


ES 208 


456723 


2090A18.gz43_274179 


M00043152B:H04 


ES 208 


530939 


2090.A23.gz43_274259 


M00043153B:B09 


ES 208 


519378 


2090.B01.gz43_273908 


M00043156C:E05 


ES 208 


528404 


2090.C03.gz43_273941 


M00043158A:F03 


ES 208 


522869 


2090.C12.gz43_274085 


M00043159A:C01 


ES 208 


526449 


2090.C18.gz43_274181 


M00043160B:E05 


ES 208 


521840 


2090.D02.gz43_273926 


M00043162D.E06 


ES208 


453730 


2090.D17.gz43_274166 


M00043168C:F03 


ES 208 


446768 


2090.F05.gz43_273976 


M00043169A:F05 


ES 208 


453804 


2090.F09.gz43_274040 


M00043169A:H08 


ES 208 


524100 


2090.Fll.gz43_274072 


M00043169C:D10 


ES 208 


453569 


2090.F15.gz43_274136 


M00043171B:G05 


ES 208 


523602 


2090 .G 1 2.gz43_274089 


M00043171D:G08 


ES 208 


450784 


2090.G17.gz43_274169 


M00043172A:D08 


ES 208 


401160 


2090.G18.gz43_274185 


M00043172C.B05 


ES 208 


234270 


2090.G23.gz43_274265 


M00043172C.G06 


ES 208 


453946 


2090.H01.gz43_273914 


M00043172D:H03 


ES208 


128749 


2090H06.gz43_273994 


M00043173B:F03 


ES 208 


453354 


2090.Hll.gz43_274074 
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M00043173C.-B05 


ES 208 


453256 


2090.H13.gz43_274106 


M00043173C:D12 


ES 208 


520599 


2090.H15.gz43_274138 


M00043174A:G04 


ES 208 


454810 


2090.H17.gz43_274170 


M00043174B.B06 


ES 208 


413693 


2090.H18.gz43_274186 


M00043174C:C06 


ES 208 


526733 


2090.H20.gz43_274218 


M00043176C:A01 


ES 208 


525315 


2090.11 l.gz43_274075 


M00043176C:E12 


ES 208 


454664 


2090.113.gz43_274107 










M00042592A:H02 


ES 209 


539142 


2092A07.gz43_274486 


M00042594C:D02 


ES 209 


455405 


2092.A22.gz43_274726 


M00042595A:B07 


ES 209 


447278 


2092.B01.gz43_274391 


M00042599D:E07 


ES 209 


455460 


2092.B15.gz43_274615 


M00042600D:B08 


ES 209 


455117 


2092.B20.gz43_274695 


M00042600D:E1 1 


ES 209 


452392 


2092.B21.gz43_27471 1 


M00042637C.E12 


ES 209 


536171 


2092.B22.gz43_274727 


M00042637D:B12 


ES 209 


455814 


2092.B23.gz43_274743 


M00042638D:GI0 


ES 209 


455784 


2092.C02.gz43_274408 


M00042639D:H04 


ES 209 


455880 


2092.C09.gz43_274520 


M00042640C:C10 


ES 209 


455201 


2092.Cll.gz43_274552 


M00042640D:D01 


ES 209 


455375 


2092.C12.gz43_274568 


M00043178C:C01 


ES 209 


454324 


2090.122.gz43_274251 


M00043178C:G06 


ES 209 


529742 


2090.124.gz43_274283 


M00043180C.-B02 


ES 209 


452325 


2090.J08.gz43_274028 


M00043181C-.C10 


ES 209 


526539 


2090J14.gz43_274124 


M00043181C:F06 


ES 209 


529037 


2090.J15.gz43_274140 


M00043182B.C02 


ES 209 


454311 


2090.J18.gz43_274188 


M00043183A:C04 


ES 209 


454363 


2090.K02.gz43_273933 


M00043183C:B08 


ES 209 


525781 


2090.K06.gz43_273997 


M00043184D:A02 


ES 209 


447536 


2090.K17.gz43_274173 


M00043184D.G06 


ES 209 


432159 


2090.K20.gz43_27422 1 


M00043185B:D02 


ES 209 


527679 


2090.L01.gz43_273918 


M00043186C:A11 


ES 209 


524721 


2090.L07.gz43_274014 


M00043186D:A06 


ES 209 


524706 


2090.L09.gz43_274046 


M00043186D:B09 


ES209 


425455 


2090.L10.gz43_274062 


M00043187B-.G03 


ES 209 


530094 


2090.L12.gz43_274094 


M00043187C.E06 


ES 209 


528369 


2090L13.gz43_274110 


M00043187D.H04 


ES 209 


530971 


2090.L16.gz43_274158 


M00043188D:B07 


ES 209 


525456 


2090.L17.gz43_274174 


M00043189C.F08 


ES 209 


j 528981 


2090.M02.gz43_273935 


M00043189D:B11 


ES 209 


452231 


2090.M05.gz43_273983 


M00043190A:B10 


ES209 


454202 


2090.M07.gz43_2740 1 5 


M00043191C:G05 


ES 209 


404081 


2090.M17.gz43_274175 


M00043192B:H06 


ES 209 


453983 


2090.M20.gz43_274223 


M00043193C:G11 


ES 209 


523674 


2090.N04.gz43_273968 
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M00043193C:H09 


ES 209 


452775 


2090.N06.gz43_274000 


M00043194A:G06 


ES 209 


453890 


2090.Nll.gz43_274080 


M00043194C:A05 


ES 209 


453177 


2090.N14.gz43_274128 


M00043194D:E10 


ES 209 


289316 


2090.N16.gz43_274160 


M00043195D.A05 


ES 209 


518172 


2090.N20.gz43_274224 


M00043197D:H12 


ES 209 


454007 


2090.O09.gz43_274049 


M00043198A:F01 


ES 209 


453818 


2090.01 l.gz43_274081 


M00043199A:F03 


ES 209 


452182 


2090.O14.gz43_274129 


M00043201D:D03 


ES 209 


454463 


2090.P01.gz43_273922 


M00043203B:E07 


ES209 


528616 


2090.P10.gz43_274066 


M00043210C.E08 


ES209 


454629 


2090.P22.gz43_274258 


M00043417A.H12 


ES 209 


539804 


2092.C18.gz43_274664 


M00043417B-.F12 


ES 209 


455601 


2092.C20.gz43_274696 


M00043417C:F12 


ES 209 


447380 


2092.C21.gz43_274712 


M00043418AA06 


ES209 


422223 


2092.C23.gz43_274744 


M00043420C:C02 


ES 209 


455289 


2092.D09.gz43_274521 


M00043421C:G07 


ES 209 


449067 


2092.D12.gz43_274569 


M00043422B:C03 


ES 209 


455162 


2092.D13.gz43_274585 


M00043425C:H11 


ES 209 


539452 


2092.E07.gz43_274490 


M00043427C:E11 


ES 209 


544355 


2092.E10.gz43_274538 


M00043428CA08 


ES 209 


531461 


2092.E15.gz43_274618 


M00043428D:C10 


ES 209 


455220 


2092.E17.gz43_274650 


M00043428D:E02 


ES 209 


536038 


2092.E18.gz43_274666 


M00043430D:C01 


ES 209 


455254 


2092.E20.gz43_274698 


M00043433A:F02 


ES 209 


537451 


2092.F08.gz43_274507 


M00043434A:H02 


ES 209 


452128 


2092.F10.gz43_274539 


M00043434B:D06 


ES 209 


535129 


2092.Fll.gz43_274555 


M00043434B-.E04 


ES 209 


452801 


2092.F12.gz43_274571 


M00043438B:E10 


ES 209 


404461 


2092.G04.gz43_274444 


M00043438C:D12 


ES 209 


535436 


2092 .G05 .gz43_274460 


M00043439C:D05 


ES 209 


535123 


2092.G08.gz43_274508 


M00043441DA09 


ES 209 


455132 


2092.G17.gz43_274652 


M00043442A.D02 


ES 209 


534519 


2092.G18.gz43_274668 


M00043446B-.H01 


ES 209 


456020 


2092.H09.gz43_274525 


M00043446C:E04 


ES 209 


455808 


2092.Hll.gz43_274557 


M00043446C:E08 


ES 209 


400258 


2092.H12.gz43_274573 


M00043446C:E10 


ES 209 


456530 


2092.H13.gz43_274589 


M00043446C:G09 


ES 209 


547652 


2092.H14.gz43_274605 


M00043447A:F02 


ES 209 


455572 


S 2092.H15.gz43_274621 


M00043447CA06 


ES 209 


454994 


2092.H18.gz43_274669 


M00043448B:E08 


ES 209 


455501 


2092.H22.gz43_274733 


M00043448C-.D05 


ES 209 


456742 


2092.H23.gz43_274749 


M00043448C:G07 


ES 209 


538582 


2092.H24.gz43_274765 


M00043448D.H09 


ES 209 


451023 


2092.104.gz43_274446 
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Table 13 



ClonelD 


ES No 


ClusterlD 


SequenceName 


M00043449C:H09 


ES209 


448946 


2092.109.gz43_274526 


M00043449D-.A06 


ES 209 


447534 


2092.110.gz43_274542 


M00043449D:E09 


ES 209 


215366 


2092.11 l.gz43_274558 


M00043450B:C11 


ES 209 


456249 


2092.114.gz43_274606 


M00043450B:H05 


ES 209 


456783 


2092.115.gz43_274622 


M00043450C.F1 1 


ES 209 


454563 


2092.1 17.gz43_274654 


M00043451A:B02 


ES 209 


456103 


2092.120.gz43_274702 


M00043451B:D08 


ES 209 


448250 


2092.12 l.gz43_2747 18 


M00043451C:H03 


ES 209 


447238 


2092.124.gz43_274766 


M00043452D:D05 


ES 209 


452830 


2092J08.gz43_274511 


M00043453B-.C06 


ES 209 


456254 


2092.11 l.gz43_274559 


M00043453B.F02 


ES209 


546121 


2092.J12.gz43_274575 


M00043453C:A06 


ES 209 


446866 


2092.J13.gz43_274591 


M00043453D:D02 


ES 209 


543855 


2092.J19.gz43_274687 


M00043455B:G11 


ES 209 


546838 


2092.K04.gz43_274448 


M00043455C.G07 


ES 209 


450914 


2092.K07.gz43_274496 


M00043457C:B12 


ES 209 


454621 


2092.Kl2.gz43_274576 


M00043459A:B08 


ES 209 


541901 


2092.K17.gz43_274656 


M00043460D:C03 


ES209 


534054 


2092.L08.gz43_274513 


M00043460D-.H01 


ES 209 


539353 


2092.L09.gz43_274529 


M00043462A:H06 


ES 209 


455834 


2092.L14.gz43_274609 


M00043462C.E12 


ES 209 


536225 


2092.L17.gz43_274657 


M00043462D.C09 


ES 209 


415326 


2092.L19.gz43_274689 


M00043465B:G08 


ES 209 


162851 


2092.M08.gz43_2745 14 


M00043468C:D08 


ES 209 


455379 


2092.M 1 7.gz43_27465 8 


M00043470C:A01 


ES 209 


456001 


2092.N05.gz43_274467 


M00043472A:E06 


ES 209 


536415 


2092.Nll.gz43_274563 


M00043473C:B11 


ES 209 


37186 


2092.N15.gz43_274627 


M00043473D:D11 


ES 209 


452618 


2092.N18.gz43_274675 


M00043474C.H05 


ES 209 


455864 


2092.N20.gz43_274707 


M00043475C:G08 


ES 209 


446866 


2092.N23.gz43_274755 


M00043478B:D01 


ES 209 


450724 


2092.O06.gz43_274484 


M00043481A:B01 


ES 209 


532904 


2092.O14.gz43_274612 


M00043481A.G02 


ES 209 


402534 


2092.01 6.gz43_274644 


M00043483B. GO 1 


ES 209 


455808 


2092.O22.gz43_274740 


M00043483B:G11 


ES 209 


455814 


2092.O23.gz43_274756 


M00043484GE12 


ES 209 


455492 


2092 .P05 gz43_274469 


M00043484D.H08 


ES 209 


455855 


2092.P07.gz43_274501 


M00043485A:A04 


ES 209 


452910 


2092.P08.gz43_274517 


M00043485AC04 


ES 209 


450658 


2092.P09.gz43_274533 


M00043485B:C09 


ES 209 


455256 


2092.P10.gz43_274549 


M00043486B:D02 


ES 209 


543429 


2092.P13.gz43_274597 


M00043486C:D02 


ES 209 


543431 


2092 . P 1 5 .gz43_274629 


M00043486C.F07 


ES 209 


456567 


2092.P17.gz43_274661 



877 



Table 13 



ClonelD 


ES No 


ClusterlD 


SequenceName 


M00043489C:H06 . 


ES 209 


446873 


2092.P20.gz43_274709 


M00043490A.F03 


ES209 


456577 


2092.P24.gz43_274773 


M00063157B:B09 


ES 209 


464791 


2102.A16.gz43_275283 


M00063165C:F10 


ES 209 


449206 


2116.A13.gz43_306321 


M00063457A:B12 


ES 209 


558147 


2102.B18.gz43_275316 


M00063493D.G07 


ES 209 ! 


644927 


2102.F08.gz43_275160 


M00063496B:F07 


ES 209 


558900 


2I02.F14.gz43_275256 


M00063507B:B08 


ES 209 


621081 


2102.G10.gz43_275193 


M00063514B:E04 


ES 209 


498509 


21.02.H02.gz43_275066 


M00063546B:F01 


ES 209 


730600 


2116.D21.gz43_306452 


M00063552B:B06 


ES 209 


89082 


2116.E15.gz43_306357 


M00063580A:A07 


ES 209 


649744 


2116.106.gz43_306217 


M00063592B:E09 


ES 209 


378453 


2116.J09.gz43_306266 


M00063601D:C05 


ES 209 


379154 


2102.124.gz43_275419 


M00063803B:F11 


ES 209 


402353 


2103.B13.gz43_275620 


M00063861C:F09 


ES 209 


544229 


2103.E13.gz43_275623 


M00063864A.H10 


ES 209 


380514 


2103.E17.gz43_275687 


M00063865A-.F01 


ES 209 


427540 


2103.E21.gz43_275751 


M00063866B.H02 


ES 209 


643609 


2103.F01.gz43_275432 


M00063900B:B04 


ES209 


730845 


2103.H23.gz43_275786 


M00063923B:A04 


ES 209 


402941 


2103J21.gz43_275756 


M00063927A:B08 


ES 209 


554395 


2103.K10.gz43_275581 


M00063943B.G12 


ES 209 


377696 


2103.M06.gz43_275519 


M00063943B.G12 


ES 209 


377696 


RTA22200255F.f.l5.1.P 


M00063970A:D09 


ES 209 


642263 


2116.M13.gz43_306333 


M00063980B.A08 


ES 209 


378447 


2116.N09.gz43_306270 


M00063988A:C02 


ES 209 


404453 


2116.O22.gz43_306479 


M00063994B:D10 


ES 209 


535955 


2116.P08.gz43_306256 


M00064064D:D11 


ES209 


554032 


2104.A21.gz43_297640 


M00064077B:H02 


ES 209 


639578 


2104.C08.gz43_297434 


M00064081A:D04 


ES 209 


52644 


2104.C19.gz43_297610 


M00064082C.D11 


ES 209 


505275 


2104.D01.gz43_297323 


M00064085B:A12 


ES 209 


649035 


2104.Dll.gz43_297483 


M00064101B:E12 


ES 209 


376559 


2104.E08.gz43_297436 


M00064104B.A01 


ES 209 


558382 


2104.E17.gz43_297580 


M00064107C:E03 


ES 209 


463217 


2104.E23.gz43_297676 


M00064112A:G03 


ES 209 


646187 


2104.F12.gz43_297501 


M00064131BA09 


ES 209 


647586 


2104.Hll.gz43_297487 


M00064147B.G08 


ES 209 


454622 


2104I20.gz43_297632 


M00064194BA02 


ES 209 


11379 


2104.N01.gz43_297333 


M00064195C:B02 


ES 209 


446397 


2104.N03.gz43_297365 


M00064196D:C10 


ES 209 


469367 


2104.N05.gz43_297397 


M00064201A:C08 


ES 209 


727888 


2104.N13.gz43_297525 


M00064220B-.E01 


ES 209 


418763 


2104.P04.gz43_297383 
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Table 13 



ClonelD 


ES No 


ClusterlD 


SequenceName 


M00064307C:E12 


ES 209 


A f\A A CO 

404453 


21 17.D05.gz43_306580 


M00064371B:E01 


ES 209 


728687 


211 7. J 15 .gz43 306746 


M00064383B:B04 


ES 209 


551960 


O 1 1 *7 "I/" 1 A - /I ") TA/O 1 1 

21 17.K19.gz43_30681 1 


M00064387A:H05 


ES 209 


/I A >~1 A f 1 

44746 1 


2117. L05 .gz43 3 065 8 8 


iviu u u oh d y l \s . u u y 




471364 


2117L18ez43 306796 


M00064394A:C02 


ES 209 


416886 


2117.M03.gz43_306557 


M00064446D:C08 


ES 209 


446397 


2118.A09.gz43_307025 


M00064534D:H04 


ES209 


730238 


2118H24.gz43_307272 


M00064592D:F05 


ES 209 


177443 


2118.M09.gz43_307037 


M00064601C:H06 


ES 209 


644919 


2118.N03.gz43_306942 
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